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Description

The following are the TCGA cancer codes and full names.

Study Abbreviation Study Name
1 ACC Adrenocortical Carcinoma
2 BLCA Bladder Urothelial Carcinoma
3 BRCA Breast Invasive Carcinoma
4 CESC Cervical Squamous Cell Carcinoma And Endocervical Adenocarcinoma
5 CHOL Cholangiocarcinoma
6 CNTL Controls
7 COAD Colon Adenocarcinoma
8 DLBC Lymphoid Neoplasm Diffuse Large B-cell Lymphoma
9 ESCA Esophageal Carcinoma
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10 GBM Glioblastoma Multiforme
11 HNSC Head And Neck Squamous Cell Carcinoma
12 KICH Kidney Chromophobe
13 KIRC Kidney Renal Clear Cell Carcinoma
14 KIRP Kidney Renal Papillary Cell Carcinoma
15 LAML Acute Myeloid Leukemia
16 LGG Brain Lower Grade Glioma
17 LIHC Liver Hepatocellular Carcinoma
18 LUAD Lung Adenocarcinoma
19 LUSC Lung Squamous Cell Carcinoma
20 MESO Mesothelioma
21 ov Ovarian Serous Cystadenocarcinoma
22 PAAD Pancreatic Adenocarcinoma
23 PCPG Pheochromocytoma And Paraganglioma
24 PRAD Prostate Adenocarcinoma
25 READ Rectum Adenocarcinoma
26 SARC Sarcoma
27 SKCM Skin Cutaneous Melanoma
28 STAD Stomach Adenocarcinoma
29 TGCT Testicular Germ Cell Tumors
30 THCA Thyroid Carcinoma
31 THYM Thymoma
32 UCEC Uterine Corpus Endometrial Carcinoma
33 ucs Uterine Carcinosarcoma
34 UVM Uveal Melanoma

Examples
help (package = "curatedTCGAData")

ACC Adrenocortical carcinoma
Description

A document describing the TCGA cancer code

Details

> experiments( ACC )
ExperimentList class object of length 9:

(1]

CNASNP-20160128: RaggedExperiment with 79861 rows and 180 columns
CNVSNP-20160128: RaggedExperiment with 21052 rows and 180 columns
GISTIC_AllByGene-20160128: SummarizedExperiment with 24776 rows and 90 colu
GISTIC_ThresholdedByGene-20160128: SummarizedExperiment with 24776 rows anc
Methylation—-20160128: SummarizedExperiment with 485577 rows and 80 columns
miRNASeqgGene-20160128: SummarizedExperiment with 1046 rows and 80 columns
Mutation-20160128: RaggedExperiment with 20166 rows and 90 columns
RNASeg2GeneNorm—-20160128: SummarizedExperiment with 20501 rows and 79 colun
RPPAArray-20160128: SummarizedExperiment with 192 rows and 46 columns
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> rownames ( ACC )
CharacterList of length 9

[["CNASNP-20160128"]] character (0)

[["CNVSNP-20160128"]] character (0)

[["GISTIC_AllByGene-20160128"]] ACAP3 ACTRT2 ... WASIRI|ENSG00000185203.7
[["GISTIC_ThresholdedByGene-20160128"]] ACAP3 ... WASIRI1|ENSG00000185203.7
[["Methylation-20160128"]] cg00000029 cg00000108 ... rs966367 rs9839873

[ ["miRNASegGene-20160128"]] hsa-let-7a-1 hsa-let-7a-2 ... hsa-mir-99b
[["Mutation-20160128"]] character (0)

[ ["RNASeg2GeneNorm-20160128"]] Al1BG AICF A2BP1l A2LD1 ... ZZZ3 psiTPTE22 tAKR
[ ["RPPAArray-20160128"]] 14-3-3_beta 14-3-3_epsilon ... p90RSK_pT359_S5363

> colnames ( ACC )
CharacterList of length 9

[ ["CNASNP-20160128"]] TCGA-OR-A5J1-01A-11D-A29H-01

[ ["CNVSNP-20160128"]] TCGA-OR-A5J1-01A-11D-A29H-01
[["GISTIC_AllByGene-20160128"]] TCGA-OR-A5J1-01A-11D-A29H-01
[["GISTIC_ThresholdedByGene-20160128"]] TCGA-OR-A5J1-01A-11D-A29H-01
[["Methylation-20160128"]] TCGA-OR-A5J1-01A-11D-A29J-05

[ ["miRNASeqGene—-20160128"]] TCGA-OR-A5J1-01A-11R-A29W-13
[["Mutation-20160128"]] TCGA-OR-A5J1-01A-11D-A29I-10

[ ["RNASeq2GeneNorm-20160128"]] TCGA-OR-A5J1-01A-11R-A29S5-07

[ ["RPPAATray-20160128"]] TCGA-OR-A5J2-01A-21-A39K-20

Sizes of each ExperimentList element:

assay size.Mb

1 CNASNP-20160128 2.2 Mb
2 CNVSNP-20160128 0.6 Mb
3 GISTIC_AllByGene-20160128 4.3 Mb
4 GISTIC_ThresholdedByGene-20160128 4.3 Mb
5 Methylation-20160128 67.4 Mb
6 miRNASeqgGene-20160128 0.1 Mb
7 Mutation-20160128 11.9 Mb
8 RNASeg2GeneNorm-20160128 1.1 Mb
9 RPPAArray-20160128 0 Mb

Overall survival time-to-event summary (in years):

Call: survfit (formula = survival::Surv(colDat$days_to_death/365, colDat$vital_st

_1>
58 observations deleted due to missingness

n events median 0.95LCL 0.95UCL
34.00 34.00 1.51 1.34 3.03
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years_to_birth:
Min. 1st Qu. Median Mean 3rd Qu.
14.00 35.50 48.50 47.16 60.00

vital_status:
0 1
58 34

days_to_death:
Min. 1st Qu. Median Mean 3rd Qu.
0.0 399.0 551.5 854.6 1202.2

days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu.
383.0 917.8 1453.5 1781.6 2339.2

tumor_tissue_site:
adrenal
92

pathologic_stage:
stage i stage ii stage iii stage iv
9 44 19 18

pathology_T_stage:
tl t2 t3 t4d NA's
9 49 11 21 2

pathology_N_stage:
nO nl NA's
80 10 2

gender:
female male
60 32

date_of_initial_pathologic_diagnosis:
Min. 1lst Qu. Median Mean 3rd Qu.
1997 2005 2008 2007 2011

radiation_therapy:
no yes NA's
71 18 3

histological_type:
adrenocortical carcinoma- myxoid type
1
adrenocortical carcinoma- oncocytic type
4
adrenocortical carcinoma- usual type

Max.
83.00

Max.
2405.0

Max.
4673.0

NA's

Max.
2012

NA's
58

NA's
34
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residual_tumor:
r0 rl r2 rx NA's
64 7 12 6 3

number_of_lymph_nodes:
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.000 0.000 0.000 2.548 0.500 52.000

race:
asian black or african american
2 1
NA's
11
ethnicity:
hispanic or latino not hispanic or latino
38 40

admin.bcr:
nationwide children's hospital
92

admin.day_of_dcc_upload:
1
92

admin.disease_code:
acc
92

admin.month_of_dcc_upload:
10
92

admin.patient_withdrawal.withdrawn:
false
92

admin.project_code:
tcga
92

admin.year_of_dcc_upload:
2015
92

patient.clinical_cqgcf.consent_or_death_status:
consented deceased walver

ACC

white
78

NA's
44
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75

patient.
Min.
-294.0

patient.
Min.
0.0

clinical_cgcf.days_to_consent:

l1st Qu. Median Mean 3rd Qu. Max. NA's
0.0 0.0 169.5 22.5 3682.0 17
clinical_cgcf.days_to_death:
1st Qu. Median Mean 3rd Qu. Max. NA's
245.0 423.0 571.7 706.0 1677.0 85

patient.clinical_cqgcf.histological_type:
adrenocortical carcinoma- myxoid type

1

adrenocortical carcinoma- oncocytic type

4

adrenocortical carcinoma- usual type

87

patient.clinical_cqgcf.history_of_ neoadjuvant_treatment:

yes,

no
91

pharmaceutical treatment prior to resection

1

patient.clinical cgcf.normal_tissue_anatomic_site:

kidney
3

other
1

NA's

88

patient.clinical_cqgcf.normal_tissue_proximity:

distal

patient
primary
92

patient
Min.
2.00

patient
Min.
-30535

patient
Min.
0.0

patient
Min.
149

(>2cm)

4

1st Qu.
5.00

1st Qu.
-22097

1st Qu.
387.0

1st Qu.
645

NA's
88

.clinical_cgcf.tumor_type:

.day_of_form_completion:

.days_to_birth:

.days_to_death:

.days_to_last_followup:

Median Mean 3rd Qu. Max.
9.00 11.74 17.00 27.00
Median Mean 3rd Qu. Max.
-18016 —-17422 -13032 -5383
Median Mean 3rd Qu. Max. NA's
552.0 827.8 1200.5 2385.0 61
Median Mean 3rd Qu. Max. NA's
1183 1436 1942 4673 31



patient.drugs.drug.10.bcr_drug_barcode:
tcga-ou-abpi-d65719 NA's
1 91

patient.drugs.drug.l10.bcr_drug_uuid:
63516d8e-6£fd0-445d-87cl-a324961le772c
1

patient.drugs.drug.1l0.day_of_form completion:
29 NA's
1 91

patient.drugs.drug.1l0.days_to_drug_therapy_end:
878 NA's
1 91

patient.drugs.drug.10.days_to_drug_therapy_start:
725 NA's
1 91

patient.drugs.drug.10.drug_name:
avastin NA's
1 91

patient.drugs.drug.l0.measure_of_response:
stable disease NA's
1 91

patient.drugs.drug.1l0.month_of_ form completion:
9 NA's
1 91

patient.drugs.drug.10.therapy_ongoing:
no NA's
1 91

patient.drugs.drug.l0.therapy_types.therapy_type:
immunotherapy NA's
1 91

patient.drugs.drug.10.tx_on_clinical_trial:
no NA's
1 91

patient.drugs.drug.1l0.year_of_ form_ completion:
2014 NA's
1 91

patient.drugs.drug.2.bcr_drug_barcode:
tcga-or-a5jm-d49540 tcga-or—-ab5k2-d48216 tcga-ou-abpi-d45487
1 1 1

ACC

NA's
91

NA's
89
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patient.drugs.drug.2.bcr_drug_uuid:
2b5dd32a-1£38-4899-a90£f-77cl16b1£f900e 3511fdb0-aa74-42f8-a96f-22043a6186d2

1 1
529¢c2145-589c-4daf-b2de-b256cl8lefco NA's
1 89

patient.drugs.drug.2.day_of_form completion:
3 10 16 NA's
1 1 1 89

patient.drugs.drug.2.days_to_drug_therapy_end:
239 298 439 NA's
1 1 1 89

patient.drugs.drug.2.days_to_drug_therapy_start:
69 118 378 NA's
1 1 1 89

patient.drugs.drug.2.drug_name:
cisplatin doxorubicin ketoconazole NA's

1 1 1 89

patient.drugs.drug.2.measure_of_response:

clinical progressive disease stable disease
1 1

NA's

90

patient.drugs.drug.2.month_of_ form completion:
7 9 10 NA's
1 1 1 89

patient.drugs.drug.2.therapy_ongoing:
no NA's
3 89

patient.drugs.drug.2.therapy_types.therapy_type:
chemotherapy targeted molecular therapy
2 1
NA's
89

patient.drugs.drug.2.tx_on_clinical_trial:
no NA's
3 89

patient.drugs.drug.2.year_of_form completion:
2013 NA's
3 89

patient.drugs.drug.3.bcr_drug_barcode:



ACC

tcga-or-abk2-d48217 tcga-ou-abpi-d45488 NA's
1 1 90

patient.drugs.drug.3.bcr_drug_uuid:
30e49257-af92-4c80-9da6-2ea6444dcb07 c4£9820c-38le-4ea5-86e2-c6bel26baf87
1 1
NA's
90

patient.drugs.drug.3.day_of_form completion:
10 16 NA's
1 1 90

patient.drugs.drug.3.days_to_drug_therapy_end:
239 299 NA's
1 1 90

patient.drugs.drug.3.days_to_drug_therapy_start:
55 118 NA's
1 1 90

patient.drugs.drug.3.drug_name:
carboplatin cisplatin NA's
1 1 90

patient.drugs.drug.3.measure_of_response:
stable disease NA's
1 91

patient.drugs.drug.3.month_of_ form completion:
7 9 NA's
1 1 90

patient.drugs.drug.3.therapy_ongoing:
no NA's
2 90

patient.drugs.drug.3.therapy_types.therapy_type:
chemotherapy NA's
2 90

patient.drugs.drug.3.tx_on_clinical_trial:
no NA's
2 90

patient.drugs.drug.3.year_of_form completion:
2013 NA's
2 90

patient.drugs.drug.4.bcr_drug_barcode:
tcga-or-a5k2-d48219 tcga-ou-ab5pi-d45489 NA's
1 1 90
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patient.drugs.drug.4.bcr_drug_uuid:
d2547fc3-e37d-4bb0-bed0-c4a5989cd685 fac3df36-8c2f-4de8-aalb-36eac3a6a9d0
1 1
NA's
90

patient.drugs.drug.4.day_of_form completion:
10 16 NA's
1 1 90

patient.drugs.drug.4.days_to_drug_therapy_end:
239 298 NA's
1 1 90

patient.drugs.drug.4.days_to_drug_therapy_start:
69 118 NA's
1 1 90

patient.drugs.drug.4.drug_name:
etoposide mitotane NA's
1 1 90

patient.drugs.drug.4.measure_of_response:
stable disease NA's
1 91

patient.drugs.drug.4.month_of_form_ completion:
7 9 NA's
1 1 90

patient.drugs.drug.4.therapy_ongoing:
no NA's
2 90

patient.drugs.drug.4.therapy_types.therapy_type:
chemotherapy NA's
2 90

patient.drugs.drug.4.tx_on_clinical_trial:
no NA's
2 90

patient.drugs.drug.4.year_of_form completion:
2013 NA's
2 90

patient.drugs.drug.5.bcr_drug_barcode:
tcga-ou—-abpi-d65713 NA's
1 91

patient.drugs.drug.5.bcr_drug_uuid:
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24e5dd42-a517-41eb-96b5-31b361e509af NA's
1 91

patient.drugs.drug.5.day_of_form completion:
29 NA's
1 91

patient.drugs.drug.5.days_to_drug_therapy_end:
694 NA's
1 91

patient.drugs.drug.5.days_to_drug_therapy_start:
605 NA's
1 91

patient.drugs.drug.5.drug_name:
carboplatin NA's
1 91

patient.drugs.drug.5.measure_of_response:
stable disease NA's
1 91

patient.drugs.drug.5.month_of_ form_ completion:
9 NA's
1 91

patient.drugs.drug.5.therapy_ongoing:
no NA's
1 91

patient.drugs.drug.5.therapy_types.therapy_type:
chemotherapy NA's
1 91

patient.drugs.drug.5.tx_on_clinical_trial:
no NA's
1 91

patient.drugs.drug.5.year_of_form completion:
2014 NA's
1 91

patient.drugs.drug.6.bcr_drug_barcode:
tcga-ou—-abpi-d65714 NA's
1 91

patient.drugs.drug.6.bcr_drug_uuid:
eded4lfc6-3lac—-48cc—-90d7-34982230c4eb NA's
1 91

patient.drugs.drug.6.day_of_form completion:
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29 NA's
1 91

patient.drugs.drug.6.days_to_drug_therapy_end:
694 NA's
1 91

patient.drugs.drug.6.days_to_drug_therapy_start:
605 NA's
1 91

patient.drugs.drug.6.drug_name:
etoposide NA's
1 91

patient.drugs.drug.6.measure_of_response:
stable disease NA's
1 91

patient.drugs.drug.6.month_of_ form completion:
9 NA's
1 91

patient.drugs.drug.6.therapy_ongoing:
no NA's
1 91

patient.drugs.drug.6.therapy_types.therapy_type:
chemotherapy NA's
1 91

patient.drugs.drug.6.tx_on_clinical_trial:
no NA's
1 91

patient.drugs.drug.6.year_of_form completion:
2014 NA's
1 91

patient.drugs.drug.7.bcr_drug_barcode:
tcga-ou-abpi-d65715 NA's
1 91

patient.drugs.drug.7.bcr_drug_uuid:
5210e184-ab88-43fb-aa3e-075b069c7641 NA's
1 91

patient.drugs.drug.7.day_of_form completion:
29 NA's
1 91

patient.drugs.drug.7.days_to_drug_therapy_end:
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694 NA's
1 91
patient.drugs.drug.7.days_to_drug_therapy_start:
605 NA's
1 91
patient.drugs.drug.7.drug_name:
doxorubicin NA's
1 91
patient.drugs.drug.7.measure_of_response:
stable disease NA's
1 91
patient.drugs.drug.7.month_of_ form completion:
9 NA's
1 91
patient.drugs.drug.7.therapy_ongoing:
no NA's
1 91
patient.drugs.drug.7.therapy_types.therapy_type:
chemotherapy NA's
1 91
patient.drugs.drug.7.tx_on_clinical_trial:
no NA's
1 91
patient.drugs.drug.7.year_of_form completion:
2014 NA's
1 91
patient.drugs.drug.8.bcr_drug_barcode:
tcga-ou-abpi-d65717 NA's
1 91
patient.drugs.drug.8.bcr_drug_uuid:
c580d8a5-b9%a-408b-b48c-475ec3b9%71d NA's
1 91

patient.drugs.drug
29 NA's
1 91

patient.drugs.drug
817 NA's
1 91

patient.drugs.drug

.8.day_of_form_completion:

.8.days_to_drug_therapy_end:

.8.days_to_drug_therapy_start:
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725 NA's
1 91

patient.drugs.drug.8.drug_name:
carboplatin NA's
1 91

patient.drugs.drug.8.measure_of_response:
stable disease NA's
1 91

patient.drugs.drug.8.month_of_form_completion:
9 NA's
1 91

patient.drugs.drug.8.therapy_ongoing:
no NA's
1 91

patient.drugs.drug.8.therapy_types.therapy_type:
chemotherapy NA's
1 91

patient.drugs.drug.8.tx_on_clinical_trial:
no NA's
1 91

patient.drugs.drug.8.year_of_form completion:
2014 NA's
1 91

patient.drugs.drug.9.bcr_drug_barcode:
tcga-ou—-abpi-d65718 NA's
1 91

patient.drugs.drug.9.bcr_drug_uuid:
db218b3e-4521-4679-b6ec-6007015ddcb0 NA's
1 91

patient.drugs.drug.9.day_of_form completion:
29 NA's
1 91

patient.drugs.drug.9.days_to_drug_therapy_end:
817 NA's
1 91

patient.drugs.drug.9.days_to_drug_therapy_start:
725 NA's
1 91

patient.drugs.drug.9.drug_name:
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streptozocin NA's
1 91

patient.drugs.drug.9.measure_of_response:
stable disease NA's
1 91

patient.drugs.drug.9.month_of_ form_ completion:
9 NA's
1 91

patient.drugs.drug.9.therapy_ongoing:
no NA's
1 91

patient.drugs.drug.9.therapy_types.therapy_type:

chemotherapy NA's
1 91

patient.drugs.drug.9.tx_on_clinical_trial:
no NA's
1 91

patient.drugs.drug.9.year_of_form completion:
2014 NA's
1 91

patient.drugs.drug.day_of_form_completion:
3 10 11 16 NA's
1 1 1 2 87

patient.drugs.drug.days_to_drug_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max.
93.0 239.0 298.0 419.6 439.0 1029.0

patient.drugs.drug.days_to_drug_therapy_start:
Min. 1lst Qu. Median Mean 3rd Qu. Max .
69.0 78.0 118.0 322.2 378.0 968.0

patient.drugs.drug.measure_of_response:
clinical progressive disease
2
NA's
89

patient.drugs.drug.month_of_ form_completion:
7 9 10 NA's
1 3 1 87

NA's
87

NA's
87

stable disease

1

ACC
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patient.drugs.drug.therapy_ongoing:
no NA's
5 87

patient.drugs.drug.therapy_types.therapy_type:
chemotherapy targeted molecular therapy
3 2
NA's
87

patient.drugs.drug.tx_on_clinical_trial:
no yes NA's
4 1 87

patient.drugs.drug.year_of_ form_ completion:
2013 NA's
5 87

patient.ethnicity:
hispanic or latino not hispanic or latino NA's
8 40 44

patient.follow_ups.follow_up.2.day_of_form completion:
25 30 NA's
3 8 81

patient.follow_ups.follow_up.2.days_to_death:
2405 NA's
1 91

patient.follow_ups.follow_up.2.days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1082 1908 2336 2340 2964 3465 82

patient.follow_ups.follow_up.2.lost_follow_up:
no NA's
11 81

patient.follow_ups.follow_up.2.mitotane_therapy_adjuvant_setting:
no yes NA's
6 5 81

patient.follow_ups.follow_up.2.month_of_ form_completion:
3 NA's
11 81

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.2.additional_pha
yes NA's
1 91
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patient.follow_ups.

yes NA's
1 91

patient.follow_ups.

1309 NA's
1 91

patient.follow_ups.

153 NA's
1 91

patient.follow_ups.

yes NA's
1 91

patient.follow_ups.

imaging NA's
1 91

patient.follow_ups.

lymph node (s)
1

patient.follow_ups.

distant metastasis
1

patient.follow_ups.

yes NA's
1 91

patient.follow_ups.

no yes NA's
1 1 90

patient.follow_ups.

yes NA's
2 90

patient.follow_ups.

883 1309 NA's
1 1 90

patient.follow_ups.

153 826 NA's
1 1 90

patient.follow_ups.

yes NA's
1 91

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

NA's
91

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

NA's
91

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_event.2

.new_tumor_event.2

.new_tumor_event.2

.new_tumor_event.2

.new_tumor_event.2

.new_tumor_event.2

.new_tumor_event.2

ACC

.new_tumor_event.2.

.new_tumor_event.ad

.new_tumor_event.ad

.new_tumor_event.da

.new_tumor_event.da

.new_tumor_event.hi

additional_rac

.days_to_new_tu

.days_to_new_tu

.histologic_dis

.new_neoplasm_c

.new_neoplasm_e

.new_neoplasm_e

.new_tumor_ever

ditional_pharn

ditional_radia

ys_to_new_tumac

ys_to_new_tumac

stologic_disea
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patient.follow_ups.follow_up.2.new_tumor_events
imaging NA's
2 90

patient.follow_ups.follow_up.2.new_tumor_events
lung peritoneal surfaces
1 1

patient.follow_ups.follow_up.2.new_tumor_events
distant metastasis locoregional recurrence
1 1

patient.follow_ups.follow_up.2.new_tumor_events
yes NA's
2 90

patient.follow_ups.follow_up.2.new_tumor_events
no yes NA's
7 2 83

.new_tumor_event

.new_tumor_event

NA's
90

.new_tumor_event

.new_tumor_event

patient.follow_ups.follow_up.2.person_neoplasm_cancer_status:

NA's
81

tumor free with tumor
10 1

19

.new_neoplasm_cor

.new_neoplasm_eve

.new_neoplasm_eve

NA's
90

.new_tumor_event_

.new_tumor_event_after_initial_ tr

patient.follow_ups.follow_up.2.post_surgical_procedure_assessment_thyroid_gland_

no imaging evidence of disease
11

patient.follow_ups.follow_up.2
no yes NA's
6 5 81

patient.follow_ups.follow_up.2
complete remission/response
11

patient.follow_ups.follow_up.2
no yes NA's
10 1 81

patient.follow_ups.follow_up.2
no yes NA's
1 4 87
patient.follow_ups.follow_up.2.vital_status:
alive dead NA's
10 1 81

patient.follow_ups.follow_up.2.
2015 NA's
11 81

NA's
81

.postoperative_rx_tx:

.primary_therapy_outcome_success:

NA's
81

.radiation_therapy:

year_of_form_completion:

.therapeutic_mitotane_levels_achieved:
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patient.follow_ups.follow_up.day_of_ form_ completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.00 11.00 11.17 15.00 31.00 32
patient.follow_ups.follow_up.days_to_death:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
436.0 490.0 498.0 926.2 1355.0 1852.0 87
patient.follow_ups.follow_up.days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
464 878 1424 1747 2212 4673 41
patient.follow_ups.follow_up.lost_follow_up:
no yes NA's
56 4 32

ACC

patient.follow_ups.follow_up.mitotane_therapy_adjuvant_setting:

no yes NA's
25 31 36
patient.follow_ups.follow_up.month_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
5.000 5.000 6.000 5.867 6.000 12.000 32
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
yes NA's
7 85
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.
no yes NA's
5 2 85
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
69 561 1003 905 1309 1583 87
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
61.0 96.5 200.0 339.0 428.5 1149.0 84
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
no yes NA's
2 4 86
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
imaging pathology NA's
5 3 84

patient.

follow_ups.follow_up.new_tumor_events.new_tumor_event

.2.additional_pharnm

2.additional_radia

.2.days_to_new_tumc

.2.days_to_new_tumc

.2.histologic_disea

.2.new_neoplasm_con

.2.new_neoplasm_eve
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distant metastasis
8

patient.follow_ups.follow_up.new_tumor_events.

soft tissue of pancreatic tail
1

patient.follow_ups.follow_up.new_tumor_events.

no yes NA's
3 5 84

patient.follow_ups.
yes NA's
2 90

patient.follow_ups.
yes NA's
2 90

patient.follow_ups.
69 NA's
1 91

patient.follow_ups.
61 62 NA's
1 1 90

patient.follow_ups.
no yes NA's
1 1 90

patient.follow_ups.follow_up.new_tumor_events.

imaging pathology NA's
1 1 90

patient.follow_ups.follow_up.new_tumor_events.

liver lymph node (s)
1 1

patient.follow_ups.follow_up.new_tumor_events.

distant metastasis
2

patient.follow_ups.follow_up.new_tumor_events.

no yes NA's
1 1 90

patient.follow_ups.follow_up.new_tumor_events.

no vyes NA's
5 12 75

patient.follow_ups.follow_up.new_tumor_events.

NA's
84

follow_up.new_tumor_events.

follow_up.new_tumor_events.

follow_up.new_tumor_events.

follow_up.new_tumor_events.

follow_up.new_tumor_events.

NA's
90

NA's
90

new_tumor_event
NA's
91

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event.

new_tumor_event.

21

.2.new_neoplasm_occ

.2.new_tumor_event_

.3.additional_pharn

.3.additional_radia

.3.days_to_new_tumc

.3.days_to_new_tumc

.3.histologic_disea

.3.new_neoplasm_con

.3.new_neoplasm_eve

.3.new_neoplasm_eve

.3.new_tumor_event_

additional_pharmac

additional_radiati
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no vyes NA's
12 5 75

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.

Min. 1st Qu. Median Mean 3rd Qu. Max.
69.0 641.5 1061.5 1029.1 1298.5 2112.0

NA's
82

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

Min. 1lst Qu. Median Mean 3rd Qu. Max.
61.0 166.0 391.0 582.5 826.0 2099.0

NA's
75

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

no yes NA's
3 9 80

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

imaging pathology NA's
11 6 75

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

distant metastasis locoregional recurrence
16 1

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

pancreas NA's
1 91

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

no yes NA's
7 10 75

ACC

days_to_new_tumor_

.days_to_new_tumor_

.histologic_disease

.new_neoplasm_confi

.new_neoplasm_event

NA's
75

. new_neoplasm_occur

.new_tumor_event_ac

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event_after_initial_treas

no yes NA's
34 17 41

patient.follow_ups.follow_up.person_neoplasm_cancer_status:

tumor free with tumor NA's
42 14 36

patient.follow_ups.follow_up.post_surgical_procedure_assessment_thyroid_gland_cs
no imaging evidence of disease persistent distant metastases

49
NA's
37

patient.follow_ups.follow_up.postoperative_rx_tx:
no yes NA's
24 32 36

6

patient.follow_ups.follow_up.primary_therapy_outcome_success:
complete remission/response partial remission/response
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47 1
progressive disease stable disease
6 2

NA's

36

patient.follow_ups.follow_up.radiation_therapy:
no yes NA's
47 9 36

patient.follow_ups.follow_up.therapeutic_mitotane_levels_achieved:
no yes NA's
7 22 63

patient.follow_ups.follow_up.vital_status:
alive dead NA's
51 5 36

patient.follow_ups.follow_up.year_of_form completion:
2014 NA's
60 32

patient.gender:
female male
60 32

patient.history_of_neoadjuvant_treatment:
no yes
91 1

patient.icd_10:
c74.0
92

patient.icd_o_3_histology:
8370/1 8370/3
5 87

patient.icd_o_3_site:
c74.0
92

patient.informed_consent_verified:
yes
92

patient.mitotane_therapy:
no yes NA's
32 55 5

patient.mitotane_therapy_adjuvant_setting:
no yes NA's



5 43 44

ACC

patient . .mitotane_therapy_for_macroscopic_residual_disease:

no yes NA's
4 10 78

patient .month_of_ form_completion:
Min. 1lst Qu. Median Mean 3rd Qu.
2.000 9.000 9.000 9.098 11.000

patient .new_tumor_events.
no vyes NA's
4 7 81

new_tumor_event

patient.new_tumor_events.
no yes NA's
10 1 81

new_tumor_event

patient.new_tumor_events.
1003 1583 NA's
1 1 90

new_tumor_event

patient.new_tumor_events.
Min. 1lst Qu. Median
11.0 64.5 134.5

new_tumor_event
Mean 3rd Qu.
180.9 179.0

patient .new_tumor_events.
no vyes NA's
2 1 89

new_tumor_event

patient.new_tumor_events.new_tumor_event
imaging NA's

12 80

patient.new_tumor_events.new_tumor_event
biochemical evidence of disease
1
locoregional recurrence
3

patient.new_tumor_events.new_tumor_event
brain NA's
1 91

patient.new_tumor_events.new_tumor_event
no yes NA's
9 2 81

patient.new_tumor_events.new_tumor_event
no yes NA's
1 2 89

Max.
12.000

.2.additional_pharmaceutical_therapy:

.2.additional_radiation_therapy:

.2.days_to_new_tumor_event_additional_su

.2.days_to_new_tumor_event_after_initial

NA's
78

Max.
783.0

.2.histologic_disease_progression_presen

.2.new_neoplasm_confirmed_diagnosis_meth

.2.new_neoplasm_event_type:

distant metastasis
10

NA's

78

.2.new_neoplasm_occurrence_anatomic_site

.2.new_tumor_event_additional_surgery_pr

.3.additional_pharmaceutical_therapy:
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patient.new_tumor_events.

no yes NA's
2 1 89

patient .new_tumor_events.

61 126 162 236 NA's
1 1 1 1 88

patient.new_tumor_events.

no NA's
1 91

patient.new_tumor_events.

imaging NA's
4 88

patient.new_tumor_events.

liver lung NA's
3 1 88

patient .new_tumor_events.

distant metastasis
4

patient.new_tumor_events.

no NA's
3 89

patient.new_tumor_events.

236 NA's
1 91

patient.new_tumor_events.

imaging NA's
1 91

patient .new_tumor_events.

liver NA's
1 91

patient.new_tumor_events.

distant metastasis
1

patient.new_tumor_events.

no yes NA's
14 25 53

patient.new_tumor_events.

no yes NA's
30 9 53

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event
NA's
88

new_tumor_event

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.
NA's
91

new_tumor_event.

new_tumor_event.

25

.3.additional_radiation_therapy:

.3.days_to_new_tumor_event_after_initial

.3.histologic_disease_progression_presen

.3.new_neoplasm_confirmed_diagnosis_meth

.3.new_neoplasm_event_occurrence_anatomi

.3.new_neoplasm_event_type:

.3.new_tumor_event_additional_surgery_pr

4.days_to_new_tumor_event_after_initial

4 .new_neoplasm_confirmed_diagnosis_methl

4 .new_neoplasm_event_occurrence_anatomi

4 .new_neoplasm_event_type:

additional_pharmaceutical_therapy:

additional_radiation_therapy:
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patient.new_tumor_events.
Min. 1lst Qu. Median
69.0 371.8 895.5
patient .new_tumor_events.
Min. 1st Qu. Median
11.0 108.8 213.5
patient.new_tumor_events.
no yes NA's
7 10 75
patient.new_tumor_events.

imaging pathology
36 6

new_tumor_event
Mean 3rd Qu.
851.9 1156.8

new_tumor_event
Mean 3rd Qu.
393.3 516.8

new_tumor_event

new_tumor_event
NA's
50

ACC

.days_to_new_tumor_event_additional_surg

NA's
76

Max.
2112.0

.days_to_new_tumor_event_after_initial_t

NA's
50

Max.
2099.0

.histologic_disease_progression_present_

.new_neoplasm_confirmed_diagnosis_methoc

patient.new_tumor_events.new_tumor_event.new_neoplasm_event_type:

distant metastasis locoregional recurrence

30
NA's
50

new primary tumor
11 1

patient.new_tumor_events.new_tumor_event.new_neoplasm_occurrence_anatomic_site_t

abdomen
1

NA's

88

ovarian
1

pancreas vena cava thrombus
1 1

patient.new_tumor_events.new_tumor_event.new_tumor_event_additional_ surgery_proc

no
25

yes NA's
16

51

patient.new_tumor_events.new_tumor_event_after_initial_treatment:

no
43

yes NA's
42 7

patient.person_neoplasm_cancer_status:
tumor free with tumor

46 44

NA's
2

patient.post_surgical_procedure_assessment_thyroid_gland_carcinoma_status:

biochemical evidence of disease

1

no imaging evidence of disease

63

persistent distant metastases persistent locoregional disease

17
NA's
9

patient.postoperative_rx_tx:

2
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no vyes NA's
33 55 4

patient.primary_pathology.age_at_initial pathologic_diagnosis:
Min. 1st Qu. Median Mean 3rd Qu. Max.
14.00 35.50 48.50 47.16 60.00 83.00

patient.primary_pathology.ct_scan:
yes NA's
84 8

patient.primary_pathology.days_to_initial_pathologic_diagnosis:
0
92

patient.primary_pathology.excess_adrenal_hormone_history_types.excess_adrenal_hc
biochemical assessment
12
both clinical and biochemical assessments
41
NA's
39

patient.primary_pathology.excess_adrenal hormone_history_types.excess_adrenal_hc
cortisol estrogen mineralocorticoids NA's
21 2 1 68

patient.primary_pathology.germline_genotype_testing_report.germline_genotype_tes
ret negative NA's
1 91

patient.primary_pathology.germline_genotype_testing_report.molecular_analysis_pe
no yes NA's
66 15 11

patient.primary_pathology.histological_type:
adrenocortical carcinoma- myxoid type

1

adrenocortical carcinoma- oncocytic type
4

adrenocortical carcinoma- usual type

87

patient.primary_pathology.laterality:
left right
52 40

patient.primary_pathology.lymph_node_examined_count:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 1.00 3.00 8.25 10.00 52.00 60
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patient.primary_pathology.metastatic_neoplasm_confirmed_diagnosis_method_names.n
biopsy proven imaging suspected other, specify NA's
5 7 5 75

patient.primary_pathology.metastatic_neoplasm_confirmed_diagnosis_method_names.n
imaging suspected NA's

2 90

patient.primary_pathology.metastatic_neoplasm_confirmed_diagnosis_method_names.n

excision of brain met operation resection
1 1 1

surgical resection NA's

1 88

patient.primary_pathology.metastatic_neoplasm_initial_diagnosis_anatomic_sites.n
bone liver lung other, specify NA's
2 L 9 2 72

patient.primary_pathology.metastatic_neoplasm_initial_diagnosis_anatomic_sites.n
liver lung other, specify NA's
2 1 2 87

patient.primary_pathology.metastatic_neoplasm_initial_diagnosis_anatomic_sites.n
other, specify peritoneum NA's
1 1 90

patient.primary_pathology.mitoses_count:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 4.00 7.00 19.03 18.00 129.00 31

patient.primary_pathology.number_of_lymphnodes_positive_by_he:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 0.000 2.548 0.500 52.000 61

patient.primary_pathology.primary_lymph_node_presentation_assessment:
no yes NA's
40 35 17

patient.primary_pathology.residual_tumor:
r0 rl r2 rx NA's
64 7 12 6 3

patient.primary_pathology.tumor_tissue_site:
adrenal
92

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.at
atypical mitotic figures absent atypical mitotic figures present
35 33
NA's



ACC 29

24

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

cytoplasm presence <= 25
12 57
NA's
23

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

diffuse architecture absent diffuse architecture present
20 50

NA's

22

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

invasion of tumor capsule absent invasion of tumor capsule present
35 48

NA's

9

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

mitotic rate > 5/50 hpf absent mitotic rate > 5/50 hpf present
32 48

NA's

12

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

necrosis absent necrosis present NA's
20 67 5

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

nuclear grade iii or iv absent nuclear grade iii or iv present
15 56

NA's

21

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

sinusoid invasion absent sinusoid invasion present NA's
39 29 24

patient.primary_pathology.weiss_assessment_report.weiss_assessment_categories.

venous invasion absent venous invasion present NA's
43 36 13

patient.primary_pathology.weiss_assessment_report.weiss_score:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.000 4.000 6.000 5.543 7.000 9.000 22

patient.primary_pathology.year_of_initial_ pathologic_diagnosis:
Min. 1lst Qu. Median Mean 3rd Qu. Max .
1997 2005 2008 2007 2011 2012

CYy

in

mi

ne

nv

si

we
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patient.primary_therapy_outcome_success:
complete remission/response progressive disease

42 20
stable disease NA's
1 29

patient.prior_dx:
no yes
86 6

patient.race:
asian black or african american
2 1
NA's
11

patient.radiation_therapy:
no yes NA's
70 17 5

patient.radiations.radiation.l0.anatomic_treatment_site:
distant recurrence NA's
1 91

patient.radiations.radiation.10.bcr_radiation_barcode:
tcga-pk-a5hb-r50633 NA's
1 91

patient.radiations.radiation.10.bcr_radiation_uuid:
0d175898-2cda-4d50-b5b7-5f0ded9f0ee’”
1

patient.radiations.radiation.10.day_of_ form_completion:
29 NA's
1 91

patient.radiations.radiation.l1l0.days_to_radiation_therapy_end:
1192 NA's
1 91

patient.radiations.radiation.l10.days_to_radiation_therapy_start:
1172 NA's
1 91

patient.radiations.radiation.10.month_of_ form_completion:
10 NA's
1 91

patient.radiations.radiation.l0.numfractions:
15 NA's
1 91

white

78
NA's
91
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patient.radiations.radiation.
40 NA's
1 91
patient.radiations.radiation.
no NA's
1 91
patient.radiations.radiation.
external NA's
1 91
patient.radiations.radiation.
gy NA's
1 91
patient.radiations.radiation.
2013 NA's
1 91
patient.radiations.radiation
distant site regional site
1 5
patient.radiations.radiation
6 9 10 30 NA's
1 2 2 86

10

10

10

10

10

31

.radiation_dosage:

.radiation_treatment_ongoing:

.radiation_type:

.units:

.year_of_form_completion:

.2.anatomic_treatment_site:

NA's
86

.2.day_of_form_completion:

patient.radiations.radiation.2.days_to_radiation_therapy_end:

Min. 1lst Qu. Median
85.50 253

70.00 76.25

.17

Mean 3rd Qu. Max. NA's

90.25 1113.00 86

patient.radiations.radiation.2.days_to_radiation_therapy_start:

Min. 1lst Qu. Median

36.00 41.25

.00

Mean 3rd Qu. Max. NA's
48.50 223

52.00 1113.00 86

patient.radiations.radiation.2.measure_of_response:
partial response radiographic progressive disease

NA's
90

1

patient.radiations.radiation.2.month_of_form_completion:

2 9 NA's
1 5 86

patient.radiations.radiation.2.numfractions:

1 25 NA's
1 2 89
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patient.radiations

.radiation

10 42.8 43.2 45 NA's

1 1 1

patient.radiations
no NA's
6 86

patient.radiations
external NA's
6 86

patient.radiations
gy NA's
6 86

patient.radiations
2013 2014 NA's
5 1 86

patient.radiations.

distant site
1

patient.radiations

3 86

.radiation.

.radiation.

.radiation.

.radiation.

radiation
NA's
91

.radiation.

tcga-pk-a5hb-r48535

1

ACC

.2.radiation_dosage:

2.radiation_treatment_ongoing:

2.radiation_type:

2.units:

2.year_of_form_completion:

.3.anatomic_treatment_site:

3.bcr_radiation_barcode:
NA's
91

patient.radiations.radiation.3.bcr_radiation_uuid:
b05f7ed0-99b4-4c26-b0ac-75elcloafd8a NA's

patient.radiations
29 NA's
1 91

patient.radiations
1072 NA's
1 91

patient.radiations
1058 NA's
1 91

patient.radiations
partial response
1

patient.radiations.

10 NA's
1 91

.radiation

.radiation

.radiation

.radiation

radiation

1 91

.3.day_of_form_completion:

.3.days_to_radiation_therapy_end:

.3.days_to_radiation_therapy_start:

.3.measure_of_response:
NA's
91

.3.month_of_form_completion:
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patient.radiations.

10 NA's
1 91

patient.radiations
30 NA's
1 91

patient.radiations
no NA's
1 91

patient.radiations
external NA's
1 91

patient.radiations
gy NA's
1 91

patient.radiations.

2013 NA's
1 91

patient.radiations
distant site
1

patient.radiations.
tcga-pk-a5hb-r50639

radiation.

.radiation.

.radiation.

.radiation.

.radiation.

radiation.

.radiation.

NA's
91

radiation.

33

.numfractions:

.radiation_dosage:

.radiation_treatment_ongoing:

.radiation_type:

.units:

.year_of_form_completion:

.anatomic_treatment_site:

.bcr_radiation_barcode:

NA's
91

patient.radiations.radiation.4.bcr_radiation_uuid:

90d87¢c53-17£4-4749-b39¢c-3b25cb8c7206

patient.radiations
29 NA's
1 91

patient.radiations
1303 NA's
1 91

patient.radiations
1289 NA's
1 91

patient.radiations.

10 NA's
1 91

.radiation.

.radiation.

.radiation.

radiation.

NA's
1 91

.day_of_form completion:

.days_to_radiation_therapy_end:

.days_to_radiation_therapy_start:

.month_of_form_completion:
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patient.radiations.

10 NA's
1 91

patient.radiations
30 NA's
1 91

patient.radiations
no NA's
1 91

patient.radiations
external NA's
1 91

patient.radiations
gy NA's
1 91

patient.radiations.

2013 NA's
1 91

patient.radiations
distant site
1

patient.radiations.
tcga-pk-a5hb-r50638

radiation.

.radiation.

.radiation.

.radiation.

.radiation.

radiation.

.radiation.

NA's
91

radiation.

ACC

.numfractions:

.radiation_dosage:

.radiation_treatment_ongoing:

.radiation_type:

.units:

.year_of_form_completion:

.anatomic_treatment_site:

.bcr_radiation_barcode:

NA's
91

patient.radiations.radiation.5.bcr_radiation_uuid:

4282fef7-b0be-4d96-8d81-c3279%ad4dfab

patient.radiations
29 NA's
1 91

patient.radiations
1303 NA's
1 91

patient.radiations
1289 NA's
1 91

patient.radiations.

10 NA's
1 91

.radiation.

.radiation.

.radiation.

radiation.

NA's
1 91

.day_of_form completion:

.days_to_radiation_therapy_end:

.days_to_radiation_therapy_start:

.month_of_form_completion:
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patient.radiations.radiation.5.numfractions:
10 NA's
1 91
patient.radiations.radiation.5.radiation_dosage:
30 NA's
1 91
patient.radiations.radiation.5.radiation_treatment_ongoing:
no NA's
1 91
patient.radiations.radiation.5.radiation_type:
external NA's
1 91
patient.radiations.radiation.5.units:
gy NA's
1 91
patient.radiations.radiation.5.year_of_form completion:
2013 NA's
1 91
patient.radiations.radiation.6.anatomic_treatment_site:
distant recurrence NA's
1 91
patient.radiations.radiation.6.bcr_radiation_barcode:
tcga-pk-a5hb-r50637 NA's
1 91
patient.radiations.radiation.6.bcr_radiation_uuid:
a509fba2-7e82-43f2-b257-a4b28487bc7a NA's
1 91

patient.radiations
29 NA's
1 91

patient.radiations
1303 NA's
1 91

patient.radiations
1289 NA's
1 91

patient.radiations.

10 NA's
1 91

.radiation

.radiation

.radiation

radiation

.6.day_of_form_completion:

.6.days_to_radiation_therapy_end:

.6.days_to_radiation_therapy_start:

.6.month_of_form_completion:
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patient.radiations.

10 NA's
1 91

radiation.

ACC

.numfractions:

patient.radiations.radiation.6.radiation_dosage:
30 NA's
1 91
patient.radiations.radiation.6.radiation_treatment_ongoing:
no NA's
1 91
patient.radiations.radiation.6.radiation_type:
external NA's
1 91
patient.radiations.radiation.6.units:
gy NA's
1 91
patient.radiations.radiation.6.year_of_form completion:
2013 NA's
1 91
patient.radiations.radiation.7.anatomic_treatment_site:
distant site NA's
1 91
patient.radiations.radiation.7.bcr_radiation_barcode:
tcga-pk-a5hb-r50636 NA's
1 91

patient.radiations.radiation.7.bcr_radiation_uuid:
6f22f0ba-2a6d-493¢c-9233-2a364c42d265

patient.radiations
29 NA's
1 91

patient.radiations
1303 NA's
1 91

patient.radiations
1289 NA's
1 91

patient.radiations.

10 NA's
1 91

.radiation.

.radiation.

.radiation.

radiation.

1

.day_of_form completion:

.days_to_radiation_therapy_end:

.days_to_radiation_therapy_start:

.month_of_form_completion:

NA's
91
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patient.radiations.radiation.7.numfractions:
10 NA's
1 91
patient.radiations.radiation.7.radiation_dosage:
30 NA's
1 91
patient.radiations.radiation.7.radiation_treatment_ongoing:
no NA's
1 91
patient.radiations.radiation.7.radiation_type:
external NA's
1 91
patient.radiations.radiation.7.units:
gy NA's
1 91
patient.radiations.radiation.7.year_of_form completion:
2013 NA's
1 91
patient.radiations.radiation.8.anatomic_treatment_site:
distant site NA's
1 91
patient.radiations.radiation.8.bcr_radiation_barcode:
tcga-pk-a5hb-r50635 NA's
91
patient.radiations.radiation.8.bcr_radiation_uuid:
5092687f-5ed4e-4fb4d-add7-91d628e80c86 NA's
1 91

patient.radiations
29 NA's
1 91

patient.radiations
1246 NA's
1 91

patient.radiations
1233 NA's
1 91

patient.radiations.

10 NA's
1 91

.radiation

.radiation

.radiation

radiation

.8.day_of_form_completion:

.8.days_to_radiation_therapy_end:

.8.days_to_radiation_therapy_start:

.8.month_of_form_completion:
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patient.radiations.

10 NA's
1 91

patient.radiations
30 NA's
1 91

patient.radiations
no NA's
1 91

patient.radiations
external NA's
1 91

patient.radiations
gy NA's
1 91

patient.radiations.

2013 NA's
1 91

patient.radiations
distant site
1

patient.radiations.
tcga-pk-a5hb-r50634

radiation.

.radiation.

.radiation.

.radiation.

.radiation.

radiation

.radiation.

NA's
91

radiation.

ACC

8.numfractions:

8.radiation_dosage:

8.radiation_treatment_ongoing:

8.radiation_type:

8.units:

.8.year_of_form_completion:

9.anatomic_treatment_site:

9.bcr_radiation_barcode:
NA's
91

patient.radiations.radiation.9.bcr_radiation_uuid:
f71fafda-6b2f-4213-bc66-494650bf7d67

patient.radiations
29 NA's
1 91

patient.radiations
1246 NA's
1 91

patient.radiations
1233 NA's
1 91

patient.radiations.

10 NA's
1 91

.radiation

.radiation

.radiation

radiation

1

.9.day_of_form_completion:

.9.days_to_radiation_therapy_end:

.9.days_to_radiation_therapy_start:

.9.month_of_form_completion:

NA's
91
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patient.radiations.
10 NA's
1 91

patient.radiations
30 NA's
1 91

patient.radiations
no NA's

1 91
patient.radiations
external NA's

1 91
patient.radiations
gy NA's

1 91

patient.radiations.
2013 NA's
1 91

radiation.

.radiation.

.radiation.

.radiation.

.radiation.

radiation.

.numfractions:

.radiation_dosage:

.radiation_treatment_ongoing:

.radiation_type:

.units:

.year_of_form_completion:

patient.radiations.radiation.anatomic_treatment_site:
distant site primary tumor field

distant recurrence
1

1 12

patient.radiations.radiation.day_of_ form completion:
dian Mean 3rd Qu. Max. NA's

Min. 1lst Qu. Me
3.00 8.25 1

0.00 11.38

11.00 30.00 76

patient.radiations.radiation.days_to_radiation_therapy_end:
i dian Mean 3rd Qu. Max. NA's

Min. 1st Qu. Me
70.0 84.5

patient.radiations.radiation.days_to_radiation_therapy_start:

Min. 1lst Qu. Me
16.00 39.00 5

95.0 187.1

117.8 1099.0 76

dian Mean 3rd Qu. Max. NA's

0.50 146.00

85.25 1099.00 76

patient.radiations.radiation.measure_of_response:
complete response radiographic progressive disease

2

stable disease

2

patient.radiations.radiation.month_of_form_completion:

2 9 10 12
1 11 3 1

NA's
76

39

4
NA's
84

NA's
78
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patient.radiations.
1 4 25 28
1 1 3 1

patient.radiations.
Min. 1lst Qu. Me
8.0 49.8

patient.radiations
no NA's
16 76

patient.radiations
external internal
14 1

patient.radiations

cgy gy NA's
1 11 80

patient.radiations
2013 2014 NA's
14 2 76

patient.stage_event
stage i stage ii
9 44

patient.stage_event
m0 ml NA's
72 18 2

patient.stage_event
nO nl NA's
80 10 2

patient.stage_event
tl t2 t3 t4
9 49 11 21

patient.therapeutic
no yes NA's
8 22 62

patient.therapeutic
no yes NA's
2 4 86

patient.therapeutic
no yes NA's
1 3 88

ACC

radiation.numfractions:
NA's
86

radiation.radiation_dosage:
dian Mean 3rd Qu. Max.
52.8 417.7 55.0 4500.0

NA's
80

.radiation.radiation_treatment_ongoing:

.radiation.radiation_type:

NA's
77

.radiation.units:

.radiation.year_of_form_completion:

.pathologic_stage:
stage iii stage iv
19 18

NA's

.tnm_categories.clinical_categories.clinical_m:

.tnm_categories.pathologic_categories.pathologic_n:

.tnm_categories.pathologic_categories.pathologic_t:
NA's
2

_mitotane_levels_achieved:

_mitotane_lvl_macroscopic_residual:

_mitotane_1lvl_progression:
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patient.therapeutic_mitotane_lvl_recurrence:
no yes NA's
16 4 72

patient.tissue_prospective_collection_indicator:
no yes
89 3

patient.tissue_retrospective_collection_indicator:
no yes
3 89

patient.tissue_source_site:
or ou p6 pa pk
82 1 3 1 5

patient.vital_status:
alive dead
61 31

patient.year_of_ form_completion:
2013 2014
75 17

patient.bcr_canonical_check.bcr_patient_canonical_reasons.bcr_canonical_reason:
extension set NA's
12 80

patient.bcr_canonical_check.bcr_patient_canonical_status:
canonical non-canonical
80 12

patient.biospecimen_cqgcf.consent_or_death_status:
consented deceased waiver
75 6 11

patient.biospecimen_cqgcf.days_to_pathology_review:
Min. 1lst Qu. Median Mean 3rd Qu. Max .
10.0 615.2 1427.5 1809.4 2596.5 5550.0

patient.biospecimen_cqgcf.days_to_sample_procurement:
Min. 1st Qu. Median Mean 3rd Qu. Max.
-16.000 -1.250 0.000 2.739 0.000 168.000

patient .biospecimen_cqgcf.ethnicity:
hispanic or latino not hispanic or latino NA's
8 39 45

patient.biospecimen_cqgcf.histological_type:
adrenocortical carcinoma- myxoid type
1
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adrenocortical carcinoma- oncocytic type

4

adrenocortical carcinoma- usual type

patient.biospecimen_cqgcf.history_of_neoadjuvant_treatment:

YES,

patient.biospecimen_cqgct.
left right
52 40

87

laterality:

no
91

pharmaceutical treatment prior to resection

1

patient.biospecimen_cqgcf.maximum_tumor_dimension:

Median
9.80

1st Qu.
7.35

Min.
2.20

Mean 3rd Qu.
10.35 13.25

Max.
20.00 1

patient.biospecimen_cqgcf.method_of_ sample_procurement:

surgical resection
92

patient.biospecimen_cqgcf.
Min. 1lst Qu. Median
-6.0 436.5 620.0

patient.biospecimen_cqgcf.
0.0753 0.1134 0.174
1 1 1

patient.biospecimen_cqgct.
nanodrop NA's
3 89

patient.biospecimen_cqgcf.
16 NA's
3 89

patient.biospecimen_cqgcf.
92 142 213 NA's
1 1 1 89

patient.biospecimen_cqgct.
blood draw NA's
7 85

patient.biospecimen_cqgct.
1 NA's
7 85

normal_controls
Mean 3rd Qu.
754.4 824.0

normal_controls

NA's

89

normal_controls

normal_controls

normal_controls

normal_controls

normal_controls

.normal_control.

NA's
85

Max.
2146.0

.normal_control.

.normal_control.

.normal_control.

.normal_control.

.normal_control.

.normal_control.

ACC

.extracted_dna.

.extracted_dna.

.extracted_dna.

.extracted_dna.

.vial_number:

.days_to_normal_sample_

ncedna_C

ncedna_o

ncedna_cC

ncedna_c

.method_of_normal_sampl
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patient.biospecimen_cqgcf.normal_controls.normal_control.days_to_normal_sample_pr
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-1776.0 -3.0 0.0 161.4 35.5 2335.0 2

patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.ncedna_dna
Min. l1st Qu. Median Mean 3rd Qu. Max. NA's
0.0594 0.1127 0.2026 68.8023 0.3180 2467.0000 56

patient.biospecimen_cgcf.normal_controls.normal_control.extracted_dna.ncedna_dns
cdrop nanodrop spectrophotometry NA's
1 27 8 56

patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.ncedna_dns
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
15.00 15.00 16.00 18.28 19.25 50.00 56

patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.ncedna_dna
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
18.60 53.25 92.00 102.83 156.55 256.00 56

patient.biospecimen_cqgcf.normal_controls.normal_control.method of normal_sample_
blood draw surgical resection NA's
87 3 2

patient.biospecimen_cgcf.normal_controls.normal_control.normal_tissue.normal_tis
kidney other NA's
3 1 88

patient.biospecimen_cqgcf.normal_controls.normal_control.normal_tissue.normal_tis
distal (>2cm) NA's
4 88

patient.biospecimen_cqgcf.normal_controls.normal_control.vial_ number:
1
92

patient.biospecimen_cqcf.path_confirm diagnosis_matching:
no yes
1 91

patient.biospecimen_cqgcf.path_confirm_report_attached:
yes
92

patient.biospecimen_cqgcf.path_confirm_tumor_necrosis_metrics:
no yes
1 91

patient.biospecimen_cqgcf.path_confirm_tumor_nuclei_metrics:
yes
92
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patient.biospecimen_cqgcf.race:

asian black or african american

1 1
NA's
12

patient .biospecimen_cqgcf.sample_prescreened:

yes
92

patient.biospecimen_cqcf.site_of_disease:

adrenal gland
92

patient.biospecimen_cqgcf.tumor_samples.tumor_sample.

Min. 1lst Qu.
0.000 0.000

Median Mean 3rd Qu. Max.
0.000 4,728 10.000 60.000

patient.biospecimen_cqgcf.tumor_samples.tumor_sample.

Min. 1st Qu.
60.0 80.0

Median Mean 3rd Qu. Max.
80.0 83.2 90.0 100.0

patient.biospecimen_cqgcf.tumor_samples.tumor_sample.

Min. 1st Qu.
12.00 93.75

Median Mean 3rd Qu. Max.
136.00 160.67 200.00 828.00

patient.biospecimen_cqgcf.tumor_samples.tumor_sample.

1
92

patient.biospecimen_cqcf.vessel_used:
cassette cryomold cryovial

65

1 26

patient.days_to_index:

0
92

patient.samples
Min. 1st Qu.
34.0 718.5

patient.samples
50 140 NA's
2 2 88

patient.samples
no

.sample.2.days_to_collection:
Median Mean 3rd Qu. Max.
1541.5 1890.3 2689.5 5587.0

.sample.2.initial_weight:

.sample.2.is_ffpe:

ACC

white
78

tumor_necrosis_percent:

tumor_nuclei_percent:

tumor_weight:

vial_number:
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92

patient.samples.sample.2.oct_embedded:

false true
91 1

patient.samples.sample.2.portions.portion.analytes.analyte.2.

Min.

1st Qu.

Median

Mean

3rd Qu.

Max.

153884479 153887364 153887388 153887537 153887411 153889238

patient.
10
92

patient.
0.5
92

patient.
24
92

patient.
no
92

patient.
-
92

patient.
Min

. 1st Qu.
1.000

3.000

patient.samples.

a3la a3le
80 12

patient.samples.

40
92

patient.samples.

23
92

patient.samples.

80
92

samples.

samples.

samples.

samples.

samples.

samples.

sample.2.

sample.2

sample.?2

sample.?2

sample.2

sample.2.
Median
5.000

sample.2.

sample.2.

sample.2.

sample.?2.

.portions

.portions

.portions

.portions

portions

portions.portion.

Mean 3rd Qu.
5.859 9.000

portions

portions

portions

portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes
Max

12.000

analytes

analytes

analytes

analytes

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2.

45

aliquots

aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot

.aliquot.

.aliquot.

Cce

CC

da

is

mcC

Pl

Pl

.qu

SC

VC
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patient.

2013
92

patient.

repli-g

patient.

\
92

patient.

yes
92

patient.

yes
92

patient

(giagen) dna
92

.samples.sample.

https://sharedoc.nchri

patient
no
92

patient
repli-g
92

patient

1 NA
4

patient

.samples.sample

.samples.sample

.samples.sample
A}
S

88

.samples.sample

Min. 1st Qu.
132266233 145634419 145634444 143890887 145634469 145634494

samples.sample.

samples.sample.

samples.sample.

samples.sample.

samples.sample.

2.portions

2.portions

2.portions

2.portions

2.portions

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

2.portions.portion.analytes

.org/tcga-bcr/default.aspx

.2.portions

.2.portions

.2.portions

.2.portions
Median

.portion.

.portion.

.portion.

.portion.

Mean

92

analytes

analytes

analytes

analytes
3rd Qu.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

ACC

2.aliquots.aliquot.ye

2.analyte_type:

2.analyte_type_id:

2.dna.normal_tumor_ge

2.dna.pcr_amplificati

2.gel_image_file:

2.1is_derived_from_ffp

2.protocols.protocol.

2 .subportion_sequence

.aliquots.aliquot.2.bi

Max.

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.ce

10
92

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.cc
0.07 0.08 0.09

33

53 6
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patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.ds
8 12
80 12

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.1is
no
92

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.mc
5 6
80 12

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.pl
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 3.000 5.000 5.859 9.000 12.000

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.pl
a291 a30a
80 12

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.qu
2.8 3.2 3.6
33 53 6

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.sc
23
92

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.vc
40
92

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.ye
2013
92

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.bios
Min. 1st Qu. Median Mean 3rd Qu. Max.
132266234 145630007 145630032 143887091 145630055 145630078

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.cent
1
92

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.conc
0.14 0.15 0.16 0.17
19 30 26 17
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patient.

8 12
80 12

patient.

no
92

patient.

5 6
80 12

patient.

Min.
1.000

patient.

samples.

samples.

samples.

samples.

1st Qu.
3.000

samples.

a2% a309

80

patient.samples.sample.?2

12

sample.2.

sample.2.

sample.2.

sample.2.
Median
5.000

sample.2.

0.94 1.01 1.07 1.14

19

patient.

23
92

patient.

6.7
92

patient.

2013
92

patient.

Min.
4.940

patient.

dna
92

patient.

d
92

patient.

30 26

samples.

samples.

samples.

samples.

1st Qu.
9.912

samples.

samples.

samples.

17

sample.?2

sample.?2

sample.2

sample.2.
Median
14.960

sample.2.

sample.2.

sample.2.

portions.portion.analytes

portions.portion.analytes

portions.portion.analytes

portions.portion.analytes
Mean 3rd Qu. Max.
5.859 9.000 12.000

portions.portion.analytes

.portions.portion.analytes

.portions.portion.analytes

.portions.portion.analytes

.portions.portion.analytes

portions.portion.analytes
Mean 3rd Qu. Max.
20.091 21.970 86.130

portions.portion.analytes

portions.portion.analytes

portions.portion.analytes

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

ACC

aliquots.aliquot

aliquots.aliquot.

aliquots.aliquot

.aliquots.aliquot

aliquots.aliquot

aliquots.aliquot

aliquots.aliquot.

aliquots.aliquot

aliquots.aliquot

amount :

analyte_type:

analyte_type_id:

concentration:

.day_

is_o©

.mont

.plat

.plat

.quar

Sour

.volu

.year
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0.14 0.15 0.16 0.17
19 30 26 17

patient.samples.sample.
yes
92

patient.samples.sample.
yes
92

patient.samples.sample.
https://sharedoc.nchri

patient.samples.sample.
no
92

patient.samples.sample.

patient.samples.sample.
picogreen
92

patient.samples.sample.
1 NA's
4 88

patient.samples.sample.
Min. 1st Qu. Median
6.0 12.0 17.0

patient.samples.sample.
no
92

patient.samples.sample.
1 2 3 4
33 48 1 10

patient.samples.sample.
111
88 4

patient.samples.sample.
1
92

2.portions.portion.analytes.analyte.

2.portions.portion.analytes.analyte.

2.portions.portion.analytes.analyte.
.org/tcga-bcr/default.aspx

2.portions

2.portions

56

2 .portions

2 .portions

2 .portions

.portion.

92

analytes.analyte.

49

dna.normal_tumor_genc

dna.pcr_amplification

gel_image_file:

is_derived_from_ ffpe:

.portion.analytes.analyte.protocols.protocol.ex
adna preparation type pre-extracted dna received by tss

.portion.

.portion.

.portion.

Mean 3rd Qu.

18.7

2.portions

2.portions

2.portions

2 .portions

22.0

.portion.

.portion.

.portion.

.portion.

analytes.analyte.

analytes.analyte.

day_of_creation:
Max.
28.0

is_ffpe:

36

spectrophotometer_met

subportion_sequence:

month_of_creation:

portion_number:

portion_sequence:



50
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patient.samples.sample.2.portions.portion.slides.slide.bcr_slide_barcode:
tcga-or-abSk9-11la-01-tsl tcga-or-abkb-1la-0l-tsa tcga-pk-abhb-11a-01-tsl

tcga-pk-aShc-11a-01-tsl

1
NA's
88

1

patient.samples.sample.2.portions.portion.slides.slide.bcr_slide_uuid:
la2443ec-274d-4dbb-bd6b-4d7elb4c6f47 4200b785-70dc-46e5-9bed-69915138685d

1

1

dbae8fbc-2b4b-4140-9e8e-6e0b1fa63439 e5691cf0-c485-4c84-9170-fafd25929621

1

NA's

88

1
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34.0 688.5

Median
1541.5

Mean 3rd Qu.
1878.9 2660.2

patient.samples.sample.diagnostic_slides
bbada09f-0al5-466b-bl0ea-1266e799746f
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repli-g
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15.0 16.9

sample.portions

sample.portions

sample.portions

sample.portions

sample.portions

sample.portions
Median Mean
0.000 3.717

sample.portions

sample.portions
Median Mean
0.000 2.587

sample.portions

sample.portions

sample.portions
Median Mean
1.000 3.946

sample.portions

.portion.

3rd Qu.
28.0

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

3rd Qu.
2.000

.portion.

.portion.

3rd Qu.
2.000

.portion.

.portion.

.portion.

3rd Qu.
5.000

.portion.

ACC

day_of_creation:
Max.
30.0

is_ffpe:

month_of_creation:

portion_number:

portion_sequence:

slides.slide.is_derived_from_ffpe:

slides.slide.
Max.
40.000

percent_lymphocyte_infiltra

slides.slide.percent_monocyte_infiltrati

slides.slide.
Max.
20.000

percent_necrosis:

slides.slide.percent_neutrophil_infiltra

slides.slide.percent_normal_cells:

slides.slide.percent_stromal_cells:
Max.
20.000

slides.slide.percent_tumor_cells:
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Min. 1lst Qu. Median
60.00 90.00 95.00

patient.samples.sample.
Min. 1lst Qu. Median
65.00 85.00 90.00

patient.samples.sample.
top
92

patient.samples.sample.
10 20 30
3 4 85

patient.samples.sample.
2013
92

patient.samples.sample.
20 NA's
46 46

patient.samples.sample.
no NA's
46 46

patient.samples.sample.
a39% NA's
46 46

patient.samples.sample.
11 21 41 NA's
1 44 1 46

patient.samples.sample.
1 2 NA's
1 41 50

patient.samples.sample.
7 NA's
46 46

patient.samples.sample.
5 NA's
46 46

patient.samples.sample.
2014 NA's
46 46

Mean
92.98

portions.
Mean
90.92

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

63
3rd Qu. Max.
100.00 100.00
portion.slides.slide.percent_tumor_nuclei:

3rd Qu. Max.
97.00 100.00

portion.slides.slide.section_location:

portion.weight:

portion.year_of_creation:

shipment_portion.center_id:

shipment_portion.is_ffpe:

shipment_portion.plate_id:

shipment_portion.portion_number:

shipment_portion.portion_sequence:

shipment_portion.shipment_portion_day_of_shipmen

shipment_portion.shipment_portion_month_of_ shipn

shipment_portion.shipment_portion_year_of_shipme
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patient.samples.sample.sample_type:

primary tumor
92

patient.samples.sample.sample_type_id:

1
92

patient.samples.sample.vial_number:

a
92

Histology:

ACC

Myxoid Type Oncocytic Type Sarcomatoid Type Usual Type

1
NA's
1

ClA.C1B:
ClA C1B NA's
43 35 14

2 84

steroid-phenotype-high steroid-phenotype-high+tproliferation

mRNA_K4:
25
steroid-phenotype-low
27
NA's
14
MethyLevel:
CIMP-high CIMP-intermediate
20 27
SCNA.cluster:
Chromosomal Noisy Quiet
54 27 8

protein.cluster:
1 2 3 NA's
11 19 15 47

cocC:
COC1 COC2 COC3 NA's
33 19 24 16

purity:
Min. 1st Qu. Median
0.2000 0.7500 0.8500

Mean 3rd Qu.

0.8171

0.9200

CIMP-1low NA's
32 13
NA's
3
Max NA's

1.0000 8

22

steroid-phenotype-low+proliferation

4
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ploidy:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.190 1.505 2.350 2.424 3.018 5.650 8

genome_doublings:

0 1 2 NA's
41 37 6 8
ADS:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-3.370000 -0.610000 0.070000 -0.000128 0.737500 1.590000 14
BLCA Bladder Urothelial Carcinoma
Description

A document describing the TCGA cancer code

Details

> experiments ( BLCA )
ExperimentList class object of length 11:

[1] CNASeqg-20160128: RaggedExperiment with 35692 rows and 232 columns
] CNASNP-20160128: RaggedExperiment with 479978 rows and 806 columns
] CNVSNP-20160128: RaggedExperiment with 104349 rows and 797 columns
] GISTIC_AllByGene-20160128: SummarizedExperiment with 24776 rows and 408 col
] GISTIC_ThresholdedByGene-20160128: SummarizedExperiment with 24776 rows anc
] Methylation-20160128: SummarizedExperiment with 485577 rows and 434 columns
] miRNASeqgGene-20160128: SummarizedExperiment with 1046 rows and 429 columns
] Mutation—-20160128: RaggedExperiment with 39312 rows and 130 columns
] RNASeg2GeneNorm-20160128: SummarizedExperiment with 20501 rows and 427 colt
0] RNASegGene-20160128: SummarizedExperiment with 20502 rows and 67 columns
1] RPPAArray-20160128: SummarizedExperiment with 208 rows and 344 columns

> rownames ( BLCA )
CharacterList of length 11

[["CNASeg—-20160128"]] character (0)

[["CNASNP-20160128"]] character (0)

[["CNVSNP-20160128"]] character (0)

[["GISTIC_AllBRyGene-20160128"]] ACAP3 ACTRT2 ... WASIRI1|ENSG00000185203.7
[["GISTIC_ThresholdedByGene-20160128"]] ACAP3 ... WASIRI1|ENSG00000185203.7
[["Methylation-20160128"]] cg00000029 cg00000108 ... rs966367 rs9839873

[ ["miRNASegGene-20160128"]] hsa-let-7a-1 hsa-let-7a-2 ... hsa-mir-99b
[["Mutation—-20160128"]] character (0)

[ ["RNASeg2GeneNorm-20160128"]] A1BG Al1CF A2BP1l A2LD1 ... ZZZ3 psiTPTE22 tAKR
[ ["RNASegGene-20160128"]] A1BG A1CF A2BP1 A2LD1 ... ZZEF1l ZZZ3 psiTPTE22 tAKR

<1l more element>
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> colnames ( BLCA )

CharacterList of length 11

["CNASeg-20160128"]] TCGA-BL-A(0C8-01A-11D-A10R-02
["CNASNP-20160128"]] TCGA-2F-A9KO-01A-11D-A38F-01
["CNVSNP-20160128"]1] TCGA-2F-A9KO-01A-11D-A38F-01
["GISTIC_AllByGene-20160128"]] TCGA-2F-A9KO-01A-11D-A38F-01
["GISTIC_ThresholdedByGene-20160128"]] TCGA-2F-A9KO-01A-11D-A38F-01
["Methylation-20160128"]] TCGA-2F-A9KO-01A-11D-A38H-05
["miRNASeqGene-20160128"]] TCGA-2F-A9KO-01A-11R-A38M-13
["Mutation-20160128"]] TCGA-BL-AOC8-01A-11D-A10S-08
["RNASeg2GeneNorm-20160128"]] TCGA-2F-A9KO-01A-11R-A38B-07
["RNASegGene-20160128"]] TCGA-BL-A0C8-01A-11R-A10U-07

e B T e T e R e T e R e B s R e B

<l more element>
Sizes of each ExperimentList element:

assay size.Mb

1 CNASeg-20160128 1 Mb
2 CNASNP-20160128 13 Mb
3 CNVSNP-20160128 3 Mb
4 GISTIC_Al1lByGene-20160128 4.4 Mb
5 GISTIC_ThresholdedByGene-20160128 4.4 Mb
6 Methylation-20160128 67.5 Mb
7 miRNASeqgGene-20160128 0.1 Mb
8 Mutation-20160128 53.5 Mb
9 RNASeq2GeneNorm-20160128 1.2 Mb
10 RNASegGene-20160128 1.1 Mb
11 RPPAArray-20160128 0 Mb

Overall survival time-to-event summary (in years):

Call: survfit (formula = survival::Surv(colDat$days_to_death/365, colDat$vital_st
_l>

232 observations deleted due to missingness

n events median 0.95LCL 0.95UCL
180.000 180.000 1.125 0.992 1.332

years_to_lbirth:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
34.00 60.00 69.00 68.08 76.00 90.00 1
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vital_status:
0 1
230 182

days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
19.0 235.8 410.5 552.8 654.5 3183.0 232

days_to_last_followup:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-64.0 398.2 639.0 1016.7 1458.8 5050.0 182

tumor_tissue_site:
bladder
412

pathologic_stage:
stage i stage ii stage iii stage iv NA's
2 131 141 136 2

pathology_M_stage:
mO0 ml mx NA's
196 11 202 3

gender:
female male
108 304

date_of_initial_pathologic_diagnosis:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1999 2009 2011 2010 2012 2013 18

radiation_therapy:
no yes NA's
366 20 26

karnofsky_performance_score:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
30.00 80.00 90.00 83.09 90.00 100.00 276

histological_type:
muscle invasive urothelial carcinoma (pt2 or above)
409
NA's
3

number_pack_years_smoked:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.15 20.00 30.00 39.04 50.00 730.00 188
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number_of_lymph_nodes:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 0.000 2.088 2.000 97.000 115
race:
asian black or african american
44 23
NA's
18
ethnicity:
hispanic or latino not hispanic or latino
9 371

admin.bcr:
nationwide children's hospital
412

admin.day_of_dcc_upload:
412

admin.disease_code:
blca
412

admin.month_of_dcc_upload:
10
412

admin.patient_withdrawal.withdrawn:
false
412

admin.project_code:
tcga
412

admin.year_of_dcc_upload:
2015
412

patient.additional_studies.additional_study.disease_code:
fppp NA's
3 409

patient.additional_studies.additional_study.project_code:
tcga NA's
3 409

patient.age_at_initial pathologic_diagnosis:

BLCA

white
327

NA's
32
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69
Min. 1lst Qu. Median Mean 3rd Qu. Max.
34.0 60.0 69.0 68.1 76.0 90.0
patient.age_began_smoking_in_years:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
9.0 16.0 20.0 32.9 25.0 1966.0 237
patient.anatomic_neoplasm_subdivision.4:
wall anterior wall lateral wall posterior NA's
2 6 9 395

patient.anatomic_neoplasm subdivision.b5:
wall lateral wall posterior
2 4

patient.anatomic_neoplasm_subdivision.6:
wall posterior NA's
2 410

NA's
406

patient.bladder_carcinoma_extracapsular_extension_status:

NA's
358

extensive focal
17 37

patient.blood_relative_cancer_history_list
lungbronchus NA's
1 411

patient.blood_relative_cancer_history_list
multiple myeloma NA's
1 411

patient.blood_relative_cancer_history_list
breast-fem lungbronchus NA's
1 3 408

patient.blood_relative_cancer_history_list
melanoma NA's
1 411

patient.blood_relative_cancer_history_list
brother child NA's
2 1 409

patient.blood_relative_cancer_history_list

.blood_relative_cancer_history.

.blood_relative_cancer_history.

.blood_relative_cancer_history.

.blood_relative_cancer_history.

.blood_relative_cancer_history.

.blood_relative_cancer_history.

.cance

.cance

.cance

.cance

.famil

.cance
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prostate NA's
1 411

patient.blood_relative_cancer_history_list
brother NA's
1 411

patient.blood_relative_cancer_history_list
breast—-fem NA's
1 411

patient.blood_relative_cancer_history_list
child NA's
1 411

patient.blood_relative_cancer_history_list
breast-fem lungbronchus uterine
1 1 1

BLCA

.blood_relative_cancer_history.

.blood_relative_cancer_history.

.blood_relative_cancer_history.

.blood_relative_cancer_history.

NA's
409

patient.clinical_cgcf.anatomic_neoplasm_subdivision:
dome neck trigone NA's
13 2 30 367
patient.clinical_cgcf.consent_or_death_status:
consented deceased
391 21
patient.clinical_cgcf.days_to_consent:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-533.00 4.00 30.00 112.09 64.25 3891.00 40
patient.clinical_ cqgcf.days_to_death:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's

149.0 251.0 393.0 428.8 579.0 835.0 391
patient.clinical_cqgcf.diagnosis_subtype:
non-papillary papillary NA's

224 110 78
patient.clinical_cgcf.histological_type:
muscle invasive urothelial carcinoma (pt2 or above)
410
NA's
2

patient.clinical_cqgcf.history_of_neoadjuvant_treatment:

no
402

5.famil

6.cance

6.famil

cancer_
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yes, pharmaceutical treatment prior to resection

10

patient.clinical_ cgcf.normal_tissue_anatomic_site:
macroscopic urothelial tissue

bladder;

16
smooth muscle
33

patient.clinical_cqgcf.normal_tissue_proximity:

distal

(>2cm)

58

NA's
354

patient.clinical_cqgcf.tumor_type:

tumor specimen from de novo untreated malignancy of the bladder
411
NA's

patient
Min.
1.00

patient
Min.
-32918

patient
Min.
19.0

patient
0
412

patient
Min.
-64.0

patient
Min.
48.00

1st Qu.
7.00

.days_to_.

1st Qu.
-27942

.days_to_

1st Qu.
179.8

.days_to_

.days_to_

1st Qu.
86.0

1st Qu.
61.50

.day_of_form completion:

Median Mean 3rd Qu. Max.
14.50 14.61 21.00 31.00

birth:

Median Mean 3rd Qu. Max. NA's
-25259 -25037 -22208 -12557 1

death:

Median Mean 3rd Qu. Max. NA's
342.0 508.2 594.5 2828.0 304

initial_pathologic_diagnosis:

last_followup:
Median Mean 3rd Qu. Max. NA's
238.0 627.5 790.0 4684.0 109

.diagnosis_age:

Median Mean 3rd Qu. Max. NA's
74.00 70.05 78.50 90.00 392

patient.diagnosis_subtype:
non-papillary

274

papillary NA's
133 5

patient.disease_extracapsular_extension_ind.3:
no yes NA's

89

73 250

patient.drugs.drug.1l0.bcr_drug_barcode:

1

71

other
10
NA's
353



72
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tcga-xf-aan0-d62524 NA's
1 411

patient.drugs.drug.1l0.bcr_drug_uuid:
f0ff819c-fa2c—-4e7b-alca-8cd498bd3371
1

patient.drugs.drug.10.day_of_form completion:
19 NA's
1 411

patient.drugs.drug.10.days_to_drug_therapy_end:
1318 NA's
1 411

patient.drugs.drug.10.days_to_drug_therapy_start:
1265 NA's
1 411

patient.drugs.drug.1l0.drug_name:
adriamycin (doxorubicin) NA's
1 411

patient.drugs.drug.1l0.measure_of_response:
partial response NA's
1 411

patient.drugs.drug.10.month_of_form_completion:
7 NA's
1 411

patient.drugs.drug.10.therapy_ongoing:
no NA's
1 411

patient.drugs.drug.1l0.therapy_types.therapy_type:
chemotherapy NA's
1 411

patient.drugs.drug.10.tx_on_clinical_trial:
no NA's
1 411

patient.drugs.drug.l1l0.year_of_ form completion:
2014 NA's
1 411

patient.drugs.drug.ll.bcr_drug_barcode:
tcga-xf-aan0-d62525 NA's
1 411

patient.drugs.drug.ll.bcr_drug_uuid:

NA's
411
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2a7e98ea—-34ff-45bb-bb07-d816e£52d85b NA's
1 411

patient.drugs.drug.ll.day_of_form completion:
19 NA's
1 411

patient.drugs.drug.ll.days_to_drug_therapy_end:
1318 NA's
1 411

patient.drugs.drug.ll.days_to_drug_therapy_start:
1265 NA's
1 411

patient.drugs.drug.ll.drug_name:
gemcitabine NA's
1 411

patient.drugs.drug.ll.measure_of_response:
partial response NA's
1 411

patient.drugs.drug.ll.month_of_ form_completion:
7 NA's
1 411

patient.drugs.drug.ll.therapy_ongoing:
no NA's
1 411

patient.drugs.drug.ll.therapy_types.therapy_type:
chemotherapy NA's
1 411

patient.drugs.drug.ll.tx_on_clinical_trial:
no NA's
1 411

patient.drugs.drug.ll.year_of_form_ completion:
2014 NA's
1 411

patient.drugs.drug.l1l2.bcr_drug_barcode:
tcga-xf-aan0-d62526 NA's
1 411

patient.drugs.drug.l2.bcr_drug_uuid:
dlbb434a-£94e-4706-a788-71d092772679 NA's
1 411

patient.drugs.drug.l2.day_of_form completion:
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19 NA's
1 411

patient.drugs.drug.

1486 NA's
1 411

patient.drugs.drug.

1423 NA's
1 411

patient.drugs.drug.

gemcitabine
1

patient.drugs.drug.

partial response
1

patient.drugs.drug.

7 NA's
1 411

patient.drugs.drug.

no NA's
1 411

patient.drugs.drug.

chemotherapy
1

patient.drugs.drug.

no NA's
1 411

patient.drugs.drug.

2014 NA's
1 411

patient.drugs.drug.
tcga-xf-aan0-d62527

patient.drugs.drug.
4e2ad69a-535£-4040-

patient.drugs.drug.

19 NA's
1 411

patient.drugs.drug.

BLCA

12.days_to_drug_therapy_end:

12.days_to_drug_therapy_start:

12.drug_name:
NA's
411
12 .measure_of_response:
NA's
411

12.month_of_form completion:

12.therapy_ongoing:

12.therapy_types.therapy_type:
NA's
411

12.tx_on_clinical_trial:

12.year_of_ form_completion:

13.bcr_drug_barcode:
NA's
411

13.bcr_drug_uuid:
b362-1fed4451470f1
1

13.day_of_form_completion:

13.days_to_drug_therapy_end:

NA's
411
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1486 NA's
1 411

patient.drugs.drug.l3.days_to_drug_therapy_start:
1465 NA's
1 411

patient.drugs.drug.1l3.drug_name:
adriamycin (doxorubicin) NA's
1 411

patient.drugs.drug.l3.measure_of_response:
partial response NA's
1 411

patient.drugs.drug.1l3.month_of_ form_completion:
7 NA's
1 411

patient.drugs.drug.1l3.therapy_ongoing:
no NA's
1 411

patient.drugs.drug.l3.therapy_types.therapy_type:
chemotherapy NA's
1 411

patient.drugs.drug.13.tx_on_clinical_trial:
no NA's
1 411

patient.drugs.drug.l1l3.year_of_ form completion:
2014 NA's
1 411

patient.drugs.drug.l4.bcr_drug_barcode:
tcga-xf-aan0-d62528 NA's
1 411

patient.drugs.drug.l4.bcr_drug_uuid:
bf52cad0-17af-465d-b6b0-3e4368d6a4dfd NA's
1 411

patient.drugs.drug.l4.day_of_form completion:
19 NA's
1 411

patient.drugs.drug.l4.days_to_drug_therapy_end:
1598 NA's
1 411

patient.drugs.drug.l4.days_to_drug_therapy_start:
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1598 NA's
1 411

patient.drugs.drug.l4.drug_name:
gemcitabine NA's
1 411

patient.drugs.drug.l4.measure_of_response:
clinical progressive disease
1

BLCA

NA's
411

patient.drugs
7 NA's
1 411

patient.drugs
no NA's
1 411

patient.drugs
chemotherapy
1

patient.drugs
no NA's
1 411

patient.drugs
2014 NA's
1 411

patient.drugs

tcga-xf-aan0-d62529

patient.drugs
226b95ea-5675

patient.drugs
19 NA's
1 411

patient.drugs
1598 NA's
1 411

patient.drugs
1598 NA's
1 411

patient.drugs

.drug.l4.month_of_form_completion:

.drug.l4.therapy_ongoing:

.drug.l4.therapy_types.therapy_type:
NA's
411

.drug.l4.tx_on_clinical_trial:

.drug.l4.year_of_form_completion:

.drug.15.bcr_drug_barcode:
NA's
1 411

.drug.l5.bcr_drug_uuid:

-4bab5-a592-3fd8a86e53c5S

1

.drug.l5.day_of_form_completion:

.drug.l15.days_to_drug_therapy_end:

.drug.1l5.days_to_drug_therapy_start:

.drug.15.drug_name:

NA's
411
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adriamycin (doxorubicin) NA's
1 411

patient.drugs.drug.l5.measure_of_response:
clinical progressive disease NA's
1 411

patient.drugs.drug.l5.month_of_ form_completion:
7 NA's
1 411

patient.drugs.drug.l15.therapy_ongoing:
no NA's
1 411

patient.drugs.drug.l15.therapy_types.therapy_type:
chemotherapy NA's
1 411

patient.drugs.drug.15.tx_on_clinical_trial:
no NA's
1 411

patient.drugs.drug.l5.year_of_form_completion:
2014 NA's
1 411

patient.drugs.drug.l6.bcr_drug_barcode:
tcga—-xf-aan0-d62530 NA's
1 411

patient.drugs.drug.l6.bcr_drug_uuid:
1e22652b-7f6c-469d-bfc7-4ae593aaeeal NA's
1 411

patient.drugs.drug.l6.clinical_trail_drug_classification:
mtor inhibitor NA's
1 411

patient.drugs.drug.l6.day_of_form completion:
19 NA's
1 411

patient.drugs.drug.l6.days_to_drug_therapy_end:
1703 NA's
1 411

patient.drugs.drug.l6.days_to_drug_therapy_start:
1703 NA's
1 411

patient.drugs.drug.l6.drug_name:
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temsirolimus
1

patient.drugs.

7 NA's
1 411

patient.drugs.

no NA's
1 411

patient.drugs.

chemotherapy
1

patient.drugs.

yes NA's
1 411

patient.drugs.

2014 NA's
1 411

patient.drugs.
tcga-xf-aan0-d62531

patient.drugs.
6b5260d5-8811—

patient.drugs.

anti-mitotic,

patient.drugs.

19 NA's
1 411

patient.drugs.

1703 NA's
1 411

patient.drugs.

1703 NA's
1 411

patient.drugs.

vinorelbine
1

patient.drugs.

NA's
411

drug.l6.month_of_ form completion:

drug.l6.therapy_ongoing:

drug.l6.therapy_types.therapy_type:
NA's
411

drug.l6.tx_on_clinical_trial:

drug.l6.year_of_ form completion:

drug.1l7.bcr_drug_barcode:
NA's
1 411
drug.17.bcr_drug_uuid:
491d-a355-746ec69dd098
1
drug.l7.clinical_trail_drug_classification:
vinca alkaloid NA's

1 411

drug.l7.day_of_form completion:

drug.l7.days_to_drug_therapy_end:

drug.1l7.days_to_drug_therapy_start:

drug.1l7.drug_name:
NA's
411

drug.l7.month_of_ form completion:

BLCA

NA's
411
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7 NA's
1 411

patient.drugs.drug.l7.therapy_ongoing:
no NA's
1 411

patient.drugs.drug.l7.therapy_types.therapy_type:

chemotherapy NA's
1 411

patient.drugs.drug.17.tx_on_clinical_trial:
yes NA's
1 411

patient.drugs.drug.l7.year_of_ form completion:

2014 NA's
1 411

patient.drugs.drug.2.clinical_trail_drug_classification:

chemoprotectant NA's
1 411

patient.drugs.drug.2.day_of_form completion:

Mean 3rd Qu.
15.46 21.00

Median
16.00

Min. 1st Qu.
1.00 8.00

Max. NA's
31.00 306

patient.drugs.drug.2.days_to_drug_therapy_end:

Min. 1lst Qu.
0.0 138.0

Mean 3rd Qu.
279.8 276.5

Median
177.0

Max. NA's
2543.0 317

patient.drugs.drug.2.days_to_drug_therapy_start:

Mean 3rd Qu.
206.1 170.0

Median
121.0

Min. 1st Qu.
0.0 67.0

patient.drugs.drug.2.measure_of_response:
clinical progressive disease

Max. NA's
2500.0 309

complete response

27 38
partial response stable disease
13 9
NA's
325
patient.drugs.drug.2.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 6.000 7.000 7.028 9.000 12.000 306

patient.drugs.drug.2.therapy_ongoing:
no yes NA's

79
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97 8 307

patient.drugs.drug.2.therapy_types.therapy_type:
ancillary chemotherapy immunotherapy NA's
1 101 2 308

patient.drugs.drug.2.tx_on_clinical_trial:
no yes NA's
94 11 307

patient.drugs.drug.2.year_of_form completion:
2012 2013 2014 2015 NA's
35 16 38 17 306

patient.drugs.drug.3.clinical_trail_drug_classification:
platinum-based antineoplastic NA's
1 411

patient.drugs.drug.3.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.00 17.00 15.33 20.75 28.00 382

patient.drugs.drug.3.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
38.0 130.2 184.0 361.1 335.2 2543.0 384

patient.drugs.drug.3.days_to_drug_therapy_start:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
5.0 58.0 142.0 329.7 327.0 2500.0 383

patient.drugs.drug.3.measure_of_response:

clinical progressive disease complete response
10 6
partial response stable disease
7 3
NA's
386

patient.drugs.drug.3.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2.000 6.000 7.000 7.367 8.750 12.000 382

patient.drugs.drug.3.therapy_ongoing:
no yes NA's
28 2 382

patient.drugs.drug.3.therapy_types.therapy_type:
chemotherapy NA's
30 382
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patient.drugs.drug.3.tx_on_clinical_trial:
no yes NA's
24 6 382

patient.drugs.drug.3.year_of_form completion:
2012 2013 2014 2015 NA's
11 5 13 1 382

patient.drugs.drug.4.clinical_trail_drug_classification:
anti-tubulin agent NA's
1 411

patient.drugs.drug.4.day_of_ form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 6.00 16.00 13.81 19.00 28.00 391

patient.drugs.drug.4.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
9.00 87.75 157.50 327.10 333.75 1782.00 392

patient.drugs.drug.4.days_to_drug_therapy_start:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 50.75 124.00 282.55 287.25 1759.00 392

patient.drugs.drug.4.measure_of_response:

clinical progressive disease complete response
8 2
partial response stable disease
4 4
NA's
394

patient.drugs.drug.4.month_of_ form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.000 6.000 7.000 7.095 8.000 12.000 391

patient.drugs.drug.4.therapy_ongoing:
no yes NA's
20 1 391

patient.drugs.drug.4.therapy_types.therapy_type:
chemotherapy NA's
20 392

patient.drugs.drug.4.tx_on_clinical_trial:
no yes NA's
14 7 391
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patient.drugs.drug.4.year_of_form completion:
2012 2013 2014 2015 NA's
9 1 10 1 391

patient.drugs.drug.5.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 13.00 17.00 15.80 19.75 28.00 402

patient.drugs.drug.5.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
9.0 119.5 284.5 462.0 431.8 1782.0 402

patient.drugs.drug.5.days_to_drug_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.0 89.0 204.5 410.5 414.8 1759.0 402

patient.drugs.drug.5.drug_name:
cisplatin doxorubicin ifosfamide mesna NA's

6 2 1 1 402

patient.drugs.drug.5.measure_of_response:

clinical progressive disease complete response
6 1
partial response stable disease
2 1
NA's
402

patient.drugs.drug.5.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2.0 6.0 7.0 6.8 7.0 11.0 402

patient.drugs.drug.5.therapy_ongoing:
no NA's
10 402

patient.drugs.drug.5.therapy_types.therapy_type:
ancillary chemotherapy NA's
1 9 402

patient.drugs.drug.5.tx_on_clinical_trial:
no yes NA's
9 1 402

patient.drugs.drug.5.year_of_form completion:
2012 2013 2014 NA's
3 1 6 402

patient.drugs.drug.6.bcr_drug_barcode:

tcga-fd-a3sj-d33648 tcga-g2-a31ie-d36980 tcga-xf-aan0-d62520 tcga-xf-aan7-d62549
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1 1 1
NA's
408

patient.drugs.drug.6.bcr_drug_uuid:
0dbb730£f-938a-4675-a8de-8575aca2lcba 10d93d30-4ac6-484£f-8772-54a424c9799%>

1 1
535127d6-b422-4608-a7d1-1b0ed7d63611 e6e275ff-bdea-4f7a-b8da-3579d%9a765£8
1 1

NA's

408

patient.drugs.drug.6.clinical_trail_drug_classification:
blinded: zactima or placebo. zactima is a kinase inhibitor

1
NA's
411
patient.drugs.drug.6.day_of_form completion:
16 19 20 21 NA's
1 1 1 1 408
patient.drugs.drug.6.days_to_drug_therapy_end:
100 275 442 1052 NA's
1 1 1 1 408
patient.drugs.drug.6.days_to_drug_therapy_start:
81 274 399 898 NA's
1 1 1 1 408
patient.drugs.drug.6.drug_name:
docetaxel +/- zactima methotrexate taxol
1 1 1
vinblastine NA's
1 408

patient.drugs.drug.6.measure_of_response:

clinical progressive disease partial response
2 1

stable disease NA's

1 408

patient.drugs.drug.6.month_of_ form completion:
7 11 NA's
3 1 408

patient.drugs.drug.6.therapy_ongoing:
no NA's
4 408

patient.drugs.drug.6.therapy_types.therapy_type:
chemotherapy NA's
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4 408

patient.drugs.drug.6.tx_on_clinical_trial:
no yes NA's
3 1 408

patient.drugs.drug.6.year_of_form completion:
2012 2014 NA's
2 2 408

patient.drugs.drug.7.bcr_drug_barcode:
tcga-g2-a3ie-d36983 tcga-xf-aan0-d62521 NA's
1 1 410

patient.drugs.drug.7.bcr_drug_uuid:
60£d150c-836a-4098-905f-cb879f56d£f75 70591683-fcf3-48e0-8e19-6d155909419d
1 1
NA's
410

patient.drugs.drug.7.day_of_form completion:
19 20 NA's
1 1 410

patient.drugs.drug.7.days_to_drug_therapy_end:
100 1052 NA's
1 1 410

patient.drugs.drug.7.days_to_drug_therapy_start:
81 898 NA's
1 1 410

patient.drugs.drug.7.drug_name:
cisplatin NA's
2 410

patient.drugs.drug.7.measure_of_response:

clinical progressive disease partial response
1 1

NA's

410

patient.drugs.drug.7.month_of_ form completion:
7 11 NA's
1 1 410

patient.drugs.drug.7.therapy_ongoing:
no NA's
2 410

patient.drugs.drug.7.therapy_types.therapy_type:
chemotherapy NA's
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2 410

patient.drugs.drug.7.tx_on_clinical_trial:
no NA's
2 410

patient.drugs.drug.7.year_of_form completion:
2012 2014 NA's
1 1 410

patient.drugs.drug.8.bcr_drug_barcode:
tcga-xf-aan0-d62522 NA's
1 411

patient.drugs.drug.8.bcr_drug_uuid:
bal0fac90-b83b-4b17-9c03-35c0198a3273 NA's
1 411

patient.drugs.drug.8.day_of_form completion:
19 NA's
1 411

patient.drugs.drug.8.days_to_drug_therapy_end:
1136 NA's
1 411

patient.drugs.drug.8.days_to_drug_therapy_start:
1094 NA's
1 411

patient.drugs.drug.8.drug_name:
adriamycin (doxorubicin) NA's
1 411

patient.drugs.drug.8.measure_of_response:
partial response NA's
1 411

patient.drugs.drug.8.month_of_form_completion:
7 NA's
1 411

patient.drugs.drug.8.therapy_ongoing:
no NA's
1 411

patient.drugs.drug.8.therapy_types.therapy_type:
chemotherapy NA's
1 411

patient.drugs.drug.8.tx_on_clinical_trial:
no NA's



1 411
patient.drugs
2014 NA's

1 411

patient.drugs

tcga-xf-aan0-d62523

patient.drugs
bb3fecdf-1£45

patient.drugs
19 NA's
1 411

patient.drugs
1136 NA's
1 411

patient.drugs
1094 NA's
1 411

patient.drugs
gemcitabine

1

patient.drugs

partial response

patient.drugs
7 NA's
1 411

patient.drugs
no NA's
1 411

patient.drugs
chemotherapy
1

patient.drugs
no NA's
1 411

patient.drugs
2014 NA's

BLCA

.drug.8.year_of_form_completion:

.drug.9.bcr_drug_barcode:
NA's
1 411

.drug.9.bcr_drug_uuid:

—-42b9-bcl8-242ab337cfel

1

.drug.9.day_of_form completion:

.drug.9.days_to_drug_therapy_end:

.drug.9.days_to_drug_therapy_start:

.drug.9.drug_name:

NA's
411
.drug.9.measure_of_response:
NA's
1 411

.drug.9.month_of_form completion:

.drug.9.therapy_ongoing:

.drug.9.therapy_types.therapy_type:
NA's
411

.drug.9.tx_on_clinical_trial:

.drug.9.year_of_form_completion:

NA's
411
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1 4

patient
chemoth

patient
Min.
1.00

patient
Min.
-368.0

patient

Min.
0.0

patient

clinical progressive disease

patient
Min.
1.000

patient
4
1

patient
800 10
1

patient
mg/m2
3

patient

11

.drugs.drug.clinical_trail_drug_classification:
erapy NA's
1 411

.drugs.drug.day_of_form_completion:
1st Qu. Median Mean 3rd Qu. Max. NA's
10.00 16.00 15.89 21.00 31.00 292

.drugs.drug.days_to_drug_therapy_end:
1st Qu. Median Mean 3rd Qu. Max. NA's
126.5 177.0 275.5 318.0 2569.0 305

.drugs.drug.days_to_drug_therapy_start:
1st Qu. Median Mean 3rd Qu. Max. NA's
65.0 121.0 205.1 198.0 2569.0 299

.drugs.drug.measure_of_response:

31
partial response stable disea
13
NA's
319

.drugs.drug.month_of_ form_completion:
1st Qu. Median Mean 3rd Qu. Max. NA's
4.000 7.000 6.592 9.000 12.000 292

.drugs.drug.number_cycles:
6 NA's
2 409

.drugs.drug.prescribed_dose:
00 NA's
2 409

.drugs.drug.prescribed_dose_units:
NA's
409

.drugs.drug.regimen_indication:

adjuvant progression NA's

patient

2 4 406

.drugs.drug.regimen_number:
1st line adjuvant (lst line)
3 2

complete response

38
se
11

NA's
407
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patient.drugs.drug.route_of_administrations.route_of_administration:
intravenous (iv) NA's
4 408

patient.drugs.drug.therapy_ongoing:
no yes NA's
111 7 294

patient.drugs.drug.therapy_types.therapy_type:
chemotherapy immunotherapy NA's
107 7 298

patient.drugs.drug.total_dose:
129 1200 1300 NA's
1 1 1 409

patient.drugs.drug.total_dose_units:
mg NA's
3 409

patient.drugs.drug.tx_on_clinical_trial:
no yes NA's
99 13 300

patient.drugs.drug.year_of_ form_ completion:
2012 2013 2014 2015 NA's
42 20 42 16 292

patient.eastern_cancer_oncology_group:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0000 0.0000 1.0000 0.8713 1.0000 4.0000 311

patient.ethnicity:
hispanic or latino not hispanic or latino NA's
9 371 32

patient.follow_ups.follow_up.2.additional_pharmaceutical_therapy:
no NA's
1 411

patient.follow_ups.follow_up.2.additional_surgery_locoregional_procedure:
no NA's
1 411

patient.follow_ups.follow_up.2.additional_treatment_completion_success_outcome:
complete response progressive disease stable disease NA's
42 18 3 349

patient.follow_ups.follow_up.2.day_of_form completion:
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89

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.00 10.00 15.00 16.08 22.50 31.00 341
patient.follow_ups.follow_up.2.days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
146 433 665 767 756 3183 389
patient.follow_ups.follow_up.2.days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
110.0 621.8 826.0 1133.8 1475.5 4967.0 364
patient.follow_ups.follow_up.2.days_to_new_tumor_event_after_initial_treatment:
528 NA's
1 411

patient.follow_ups.follow_up.2.followup_case_report_form_submission_reason:

additional new tumor event
1

patient.follow_ups.follow_up.2.lost_follow_up:
no yes NA's
64 5 343

NA's
411

patient.follow_ups.follow_up.2.month_of_ form_completion:

Max.
12.000

Mean 3rd Qu.
6.775 10.000

Median
7.000

Min.
1.000

1st Qu.
3.000

NA's
341

patient.follow_ups.follow_up.2.new_neoplasm_event_occurrence_anatomic_site:

bone NA's
1 411

patient.follow_ups.follow_up.2
metastatic NA's
1 411

patient.follow_ups.follow_up.2
yes NA's
1 411
patient.follow_ups. .new_tumor_events
no yes NA's
2 2 408

follow_up.2

patient.follow_ups.follow_up.2.new_tumor_events

no yes NA's
3 1 408
patient.follow_ups.follow_up.2.new_tumor_events
791 NA's
1 411
follow_up.2

patient.follow_ups. .new_tumor_events

.new_neoplasm_event_type:

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event_after_initial_ treatment:

.additional_pha

.additional_rac

.days_to_new_tu

.days_to_new_tu
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462 651
1 1 1

1

791 3086 NA's

408

BLCA

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.2.new_neoplasm_e¢

bladder
1

patient.follow_ups.

patient.follow_ups.

no yes NA's
3 1 408

patient.follow_ups.

no yes NA's
1 1 410

patient.follow_ups.

no NA's
2 410

patient.follow_ups.

501 651 NA's
1 1 410

patient.follow_ups.

other, specify

2

patient.follow_ups.

bone lung
1 1

lymph node only
1

NA's
408

follow_up.2.new_tumor_events.new_tumor_event.2.new_neoplasm_e

distant metastasis locoregional

3
NA's
408

follow_up.2.new_tumor_events

follow_up.2.new_tumor_events

follow_up.2.new_tumor_events

follow_up.2.new_tumor_events

follow_up.2.new_tumor_events
NA's
410

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

(urothelial tumor event)

1

.new_tumor_ever

.additional_phasa

.additional_rac

.days_to_new_tu

.new_neoplasm_e

follow_up.2.new_tumor_events.new_tumor_event.3.new_neoplasm_e

distant metastasis locoregional

1
NA's
410

patient.follow_ups.follow_up.2.new_tumor_events

adrenal soft tissue

1

NA's
1 410

patient.follow_ups.follow_up.2.new_tumor_events

no NA's
2 410

patient.follow_ups.follow_up.2.new_tumor_events

no NA's
2 410

patient.follow_ups.follow_up.2.new_tumor_events

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

(urothelial tumor event)

1

.new_neoplasm_c

.new_tumor_ever

.additional_phs

.additional_rac
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no vyes NA's
1 1 410

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.4.days_to_new_ttu
580 651 NA's
1 1 410

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.4.new_neoplasm_e
bone lymph node only NA's
1 1 410

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.4.new_neoplasm_e¢
distant metastasis locoregional (urothelial tumor event)
1 1
NA's
410

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.4.new_tumor_ever
no NA's
2 410

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.additional_pharn
no yes NA's
6 4 402

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.additional_ radis
no yes NA's
9 2 401

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.days_to_new_tumc
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
394.0 486.8 842.0 1171.5 1300.0 3130.0 406

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.days_to_new_tumc
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
139.0 288.0 479.5 691.3 645.8 3086.0 398

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.new_neoplasm_eve
distant metastasis locoregional (urothelial tumor event)

10 1
new primary tumor NA's
1 400

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.new_neoplasm_occ
abdominal wall NA's
1 411

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event.new_tumor_event_
no yes NA's
5 6 401
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patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event_after initial_tr
no yes NA's
43 14 355

patient.follow_ups.follow_up.2.person_neoplasm_cancer_status:
tumor free with tumor NA's
39 19 354

patient.follow_ups.follow_up.2.postoperative_rx_tx:
no yes NA's

43 21 348

patient.follow_ups.follow_up.2.primary_therapy_outcome_success:

complete remission/response progressive disease
51 9

stable disease NA's

2 350

patient.follow_ups.follow_up.2.radiation_therapy:
no yes NA's
64 1 347

patient.follow_ups.follow_up.2.targeted_molecular_therapy:
no NA's
1 411

patient.follow_ups.follow_up.2.vital_status:
alive dead NA's
48 23 341

patient.follow_ups.follow_up.2.year_of_form completion:
2012 2013 2014 2015 NA's
4 6 43 18 341

patient.follow_ups.follow_up.3.additional_treatment_completion_success_outcome:
complete response stable disease NA's
5 2 405

patient.follow_ups.follow_up.3.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
11.0 15.5 16.0 20.0 26.0 30.0 405

patient.follow_ups.follow_up.3.days_to_death:
904 1008 NA's
1 1 410

patient.follow_ups.follow_up.3.days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1219 1845 2024 2258 2886 3314 407



BLCA 93

patient.follow_ups.follow_up.3.lost_follow_up:
no NA's
7 405

patient.follow_ups.follow_up.3.month_of form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.000 7.000 6.571 11.000 12.000 405

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event_after_initial_tr
no NA's
7 405

patient.follow_ups.follow_up.3.person_neoplasm_cancer_status:
tumor free with tumor NA's
5 1 406

patient.follow_ups.follow_up.3.postoperative_rx_tx:
no NA's
7 405

patient.follow_ups.follow_up.3.primary_therapy_outcome_success:
complete remission/response NA's
6 406

patient.follow_ups.follow_up.3.radiation_therapy:
no NA's
7 405

patient.follow_ups.follow_up.3.vital_status:
alive dead NA's
5 2 405

patient.follow_ups.follow_up.3.year_of_ form_completion:
2013 2014 2015 NA's
1 4 2 405

patient.follow_ups.follow_up.additional_pharmaceutical_therapy:
no yes NA's
3 4 405

patient.follow_ups.follow_up.additional_radiation_therapy:
no yes NA's
2 3 407

patient.follow_ups.follow_up.additional_surgery_locoregional_procedure:
no yes NA's
8 1 403

patient.follow_ups.follow_up.additional_treatment_completion_success_outcome:
complete response partial response progressive disease stable disease
180 6 96 15
NA's
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115

patient.follow_ups.follow_up.day_of_ form completion:
Min. 1lst Qu. Median
1.00 10.00 19.00

17.73 25.00

Mean 3rd Qu. Max. NA's
31.00 83

BLCA

patient.follow_ups.follow_up.days_to_additional_surgery_metastatic_procedure:

185 NA's
1 411

patient.follow_ups.follow_up.days_to_death:
Min. 1st Qu. Median
56.0 250.8 377.5 486.0 568.5
patient.follow_ups.follow_up.days_to_last_followup:
Min. 1st Qu. Median

46.0 389.0 542.0 959.4 1255.0

Mean 3rd Qu. Max. NA's
2954.0 324

Mean 3rd Qu. Max. NA's
5050.0 185

patient.follow_ups.follow_up.days_to_new_tumor_event_after_ initial_ treatment:

Median
215.0

Min. 1st Qu.

111.0 141.2 217.4 267.0

Mean 3rd Qu. Max. NA's
364.0 402

patient.follow_ups.follow_up.followup_case_report_form_submission_reason:

additional new tumor event scheduled follow-up submission

1
NA's
396

patient.follow_ups.follow_up.lost_follow_up:
no yes NA's
280 27 105

patient.follow_ups.follow_up.month_of_form completion:
Min. 1lst Qu. Median

1.000 3.000 6.000 6.432 10.000

Mean 3rd Qu. Max. NA's
12.000 83

patient.follow_ups.follow_up.new_neoplasm_event_occurrence_anatomic_site:

bone lung lymph node only other,

2 3 2

patient.follow_ups.follow_up.new_neoplasm_event_type:

metastatic no new tumor event NA's
10 2 400

specify NA's

2 403

patient.follow_ups.follow_up.new_neoplasm_occurrence_anatomic_site_text:

lower abdominal wall and right pelvis
1

NA's

410

peritoneum
1
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patient.follow_ups.follow_up.
no yes NA's
38 8 396

patient.follow_ups.follow_up.
yes NA's
15 380

no
17

patient.follow_ups.follow_up.
no yes NA's

22 9 381

patient.follow_ups.follow_up.

991 1274 3130 NA's
1 1 1 409

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.
Mean 3rd Qu.
493.2

lst Qu. Me
211.8 3

Min.
110.0

dian
12.0

95

new_tumor_event_after_initial_treatment:

new_tumor_events.

new_tumor_events.

new_tumor_events.

584.8

Max.
3086.

new_tumor_event.

new_tumor_event.

new_tumor_event.

NA's
0 376

.additional_pharn

.additional_radis

.days_to_new_tumc

.days_to_new_tumc

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.2.new_neoplasm_eve

patient.follow_ups.
no yes NA's
30 3 379
patient.follow_ups.
no yes NA's
6 8 398
patient.follow_ups.
no yes NA's
11 2 399
patient.follow_ups.
1779 NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.
Mean 3rd Qu.
545.3

1st Qu.
230.5 4

Min.
110.0

Median

distant metastasis locoregional

24

new primary tumor

follow_up.

follow_up.

follow_up.

follow_up.

99.0

3

new_tumor_events.

new_tumor_events.

new_tumor_events.

new_tumor_events.

704.5

Max.
1779.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

NA's
0 397

(urothelial tumor event)

9
NA's
376

.new_tumor_event_

.additional_pharn

.additional_radis

.days_to_new_tumc

.days_to_new_tumc

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.3.new_neoplasm_eve

distant metastasis locoregional

11

(urothelial tumor event)

4



patient.follow_ups.

follow_up.

NA's
397

new_tumor_events.

BLCA

new_tumor_event.3

.new_neoplasm_occ

adrenal lymph nodes pelvic side wall soft tissue
1 1 1 1
NA's
408
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.3.new_tumor_event_
no yes NA's
13 1 398
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.additional_pharn
no yes NA's
4 1 407
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.additional_radis
no yes NA's
4 1 407
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.days_to_new_tumc
2135 NA's
1 411
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.days_to_new_tumc
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
303.0 580.0 651.0 885.4 758.0 2135.0 407
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.new_neoplasm_eve
bladder bone lymph node only other, specify NA's
1 1 1 2 407
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.new_neoplasm_eve
distant metastasis locoregional (urothelial tumor event)
3 2
NA's
407
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.new_neoplasm_occ
adrenal metastases pancreas NA's
1 1 410
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.4.new_tumor_event_
no yes NA's
4 1 407
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.5.additional_pharn
no vyes NA's
1 1 410
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.5.additional_radis
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no NA's
2 410

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.5.days_to_new_tumc
2298 NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.5.days_to_new_tumc
303 2298 NA's
1 1 410

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.5.new_neoplasm_eve
bladder lymph node only NA's
1 1 410

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.5.new_neoplasm_eve
distant metastasis locoregional (urothelial tumor event)
1 1
NA's
410

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.5.new_tumor_event_
no yes NA's
1 1 410

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.6.additional_pharn
no NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.6.additional_radis
no NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.6.days_to_new_tumc
303 NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.6.new_neoplasm_eve
other, specify NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.6.new_neoplasm eve
locoregional (urothelial tumor event) NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.6.new_neoplasm_occ
pelvic sidewall soft tissue recurrence NA's
1 411

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.6.new_tumor_event_
no NA's
1 411
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patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

no yes NA's
40 33 339

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event

no yes NA's
58 19 335

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
i Mean 3rd Qu.
978.0

Min. 1st Qu.
105.0

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
Mean 3rd Qu.
552.8

Min. 1st Qu.
32.0

256.5

178.0

Median

446.5 699.1

Median

314.5 523.9

Max. NA's
2222.0 402

Max. NA's
4907.0 326

BLCA

.additional_pharmac

.additional_radiati

.days_to_new_tumor_

.days_to_new_tumor_

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_neoplasm_event

distant metastasis locoregional

57

new primary tumor

3

(urothelial tumor event)

28
NA's
324

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_tumor_event_ac

no vyes NA's
70 10 332

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event_after initial_ tres

no yes NA's
179 87 146

patient.follow_ups.follow_up.person_neoplasm_cancer_status:
tumor free with tumor

181

NA's
109 122

patient.follow_ups.follow_up.postoperative_rx_tx:

no yes NA's
188 85 139

patient.follow_ups.follow_up.primary_therapy_outcome_success:
complete remission/response

202

progressive disease

46
NA's
134

partial remission/response

11
stable disease
19

patient.follow_ups.follow_up.radiation_therapy:

no yes NA's
280 18 114
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patient.follow_ups.follow_up.targeted_molecular_therapy:
no yes NA's
15 4 393

patient.follow_ups.follow_up.vital_status:
alive dead NA's
228 89 95

patient.follow_ups.follow_up.year_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2013 2014 2014 2014 2015 83

patient.gender:
female male
108 304

patient.height:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
139.0 165.0 172.7 171.6 179.0 196.0 49

patient.histological_type:
muscle invasive urothelial carcinoma (pt2 or above)
409
NA's
3

patient.history_non_muscle_invasive_blca.complete_response_observed:
no yes NA's
26 5 381

patient.history_non_muscle_invasive_blca.hist_of _non_mibc:
no yes NA's
241 66 105

patient.history_non_muscle_invasive_blca.induction_course_complete:
no yes NA's
1 32 379

patient.history_non_muscle_invasive_blca.maint_therapy_course_complete:
no yes NA's
19 14 379

patient.history_non_muscle_invasive_blca.mibc_90day_post_resection_bcg:
no yes NA's
35 2 375

patient.history_non_muscle_invasive_blca.non_mibc_tx:
bacillus calmette-guerin (bcqg) transurethral resection alone
37 24
NA's
351
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patient.history_non_muscle_invasive_blca.resp_maint_from_bcg_admin_month_dur:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
6.0 8.0 12.0 15.8 26.0 27.0 407

patient.history_of_neoadjuvant_treatment:
no yes
402 10

patient.icd_o_3_histology:
8010/3 8070/3 8120/3 8130/3 8260/3
1 1 341 68 1

patient.informed_consent_verified:
yes
412

patient.initial_ pathologic_diagnosis_method:

endoscopic biopsy other method, specify:

45 53

transurethral resection (turbt) NA's
306 8

patient.karnofsky_performance_score:
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
30.00 80.00 90.00 83.09 90.00 100.00 276

patient.lymph_node_examined_count:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 11.00 18.00 27.06 34.00 170.00 109

patient.lymphovascular_invasion_present:
no yes NA's
132 153 127

patient.malignant_neoplasm_metastatic_involvement_sites.malignant_neoplasm_metas
bone 1lung other NA's
1 1 1 409

patient.malignant_neoplasm_metastatic_involvement_sites.malignant_neoplasm_metas
liver NA's
1 411

patient .month_of_ form_ completion:
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 4.000 7.000 6.954 9.000 12.000

patient.neoplasm_histologic_grade:
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high grade
388

low grade
21

patient.new_tumor_events.

no
11

yes NA's
11 390

patient.new_tumor_events.

no
14 8

yes NA's
390

patient.new_tumor_events.

991 2135 3130 NA's
1 1 1 409

patient.new_tumor_events.

Median
468.5

1st Qu.
194.8

Min.
-775.0

NA's

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event
Mean 3rd Qu.
626.0 826.0

101

.2.additional_pharmaceutical_therapy:

.2.additional_radiation_therapy:

.2.days_to_new_tumor_event_additional_su

.2.days_to_new_tumor_event_after_initial

NA's
388

Max.
3086.0

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_event_type:

distant metastasis locoregional

patient .new_tumor_events.

pelvis rectal wall
2 1

patient.new_tumor_events.

no yes NA's
20 3 389

patient.new_tumor_events.

no yes NA's
4 6 402

patient.new_tumor_events.

no yes NA's
8 2 402

patient.new_tumor_events.

2298 NA's
1 411

patient.new_tumor_events.

Median
540.5

Min.
157.0

1st Qu.
286.8

patient.new_tumor_events.

13
NA's
388
new_tumor_event
vagina

2

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event.
Mean 3rd Qu.
831.4 801.8

new_tumor_event.

(urothelial tumor event)
11

.2.new_neoplasm_occurrence_anatomic_site

NA's
407

.2.new_tumor_event_additional_surgery_pr

.3.additional_pharmaceutical_therapy:

.3.additional_radiation_therapy:

.3.days_to_new_tumor_event_additional_su

3.days_to_new_tumor_event_after_ initial
Max. NA's
2420.0 402

3.new_neoplasm_event_type:



distant metastasis locoregional

patient
adrenal
1

NA's
411

patient
no yes NA's
8 2 402

patient.new_tumor_events.

no NA's
4 408

patient.new_tumor_events.

no
3

yes NA's
1 408

patient .new_tumor_events.

2509 NA's
1 411

patient.new_tumor_events.

343 651 2509 2663 NA's
1 1 1 1 408
patient.new_tumor_events.new_tumor_event
liver lymph node only other,
1 1
patient
distant metastasis locoregional
2
NA's
408
patient.new_tumor_events.new_tumor_event.
adrenal NA's
1 411
patient.new_tumor_events.new_tumor_event.
no yes NA's
3 1 408

patient.new_tumor_events.

no NA's
1 411

patient.new_tumor_events.

.new_tumor_events.

.new_tumor_events.

8
NA's
402

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

BLCA

(urothelial tumor event)
2

.new_neoplasm_occurrence_anatomic_site

.new_tumor_event_additional_surgery_pr

.additional_pharmaceutical_therapy:

.additional_radiation_therapy:

.days_to_new_tumor_event_additional_st

.days_to_new_tumor_event_after_initial

.4.new_neoplasm_event_occurrence_anatomi
specify NA's
1 409

.new_tumor_events.new_tumor_event.4.new_neoplasm_event_type:

(urothelial tumor event)
2

.new_neoplasm_occurrence_anatomic_site

.new_tumor_event_additional_surgery_pr

.additional_pharmaceutical_therapy:

.additional_radiation_therapy:
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no NA's
1 411

patient.new_tumor_events.

2663 NA's
1 411

patient.new_tumor_events
lung NA's
1 411

patient.new_tumor_events.

distant metastasis
1

patient.new_tumor_events
no NA's
1 411

patient.new_tumor_events.

no
33

yes NA's
29 350

patient.new_tumor_events.

no
46

yes NA's
16 350

patient.new_tumor_events.

Median
521.0

Min

. 1st Qu.
103.0

219.5

patient.new_tumor_events.

Median
377.0

1st Qu.
191.5

Min.
16.0

new_tumor_event

.new_tumor_event

new_tumor_event
NA's
411

.new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event
Mean 3rd Qu.
812.3 1586.5

new_tumor_event
Mean 3rd Qu.
536.5 648.5

103

.5.days_to_new_tumor_event_after_initial

.5.new_neoplasm_event_occurrence_anatomi

.5.new_neoplasm_event_type:

.5.new_tumor_event_additional_surgery_pr

.additional_pharmaceutical_therapy:

.additional_radiation_therapy:

.days_to_new_tumor_event_additional_surg

NA's
400

Max.
1779.0

.days_to_new_tumor_event_after_initial_t

NA's
340

Max.
3086.0

patient.new_tumor_events.new_tumor_event.new_neoplasm_event_type:

distant metastasis locoregional

41

new primary tumor

3

(urothelial tumor event)
27

NA's

341

patient.new_tumor_events.new_tumor_event.new_tumor_event_additional_surgery_proc

no
53

yes NA's
12 347

patient.new_tumor_events.new_tumor_event_after_initial_treatment:

no
231

yes NA's
71 110

patient.number_of_ lymphnodes_positive_by_he:
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Min. 1lst Qu. Median Mean 3rd Qu.

0.000 0.000 0.000 2.088 2.000
patient.number_pack_years_smoked:

Min. 1lst Qu. Median Mean 3rd Qu.

0.15 20.00 30.00 39.04 50.00

patient.person_concomitant_prostate_carcinoma_occurrence_indicator:

no yes NA's
255 86 71

patient .person_neoplasm_cancer_status:

tumor free with tumor NA's
235 137 40

patient.person_occupation_years_number:
Min. 1lst Qu. Median Mean 3rd Qu.

10.00 20.00 30.00 30.55

patient.postoperative_rx_tx:
no yes NA's
187 78 147

38.50

Max.
97.000

Max.
730.00

Max.
57.00

patient.primary_lymph_node_presentation_assessment:

no yes NA's
79 296 37

patient.primary_therapy_outcome_success:

NA's
115

NA's
188

NA's
372

complete remission/response partial remission/response

154
progressive disease
42
NA's
176
patient.prior_dx:
no yes

303 109

patient.race:

asian black or african american

44
NA's
18

patient.radiation_therapy:

stable dis

23

17
ease
23

BLCA

white
327
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no yes NA's
269 10 133

patient.radiations.radiation.2.anatomic_treatment_site:
distant site local recurrence regional site NA's
1 1 4 406

patient.radiations.radiation.2.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
5.00 11.00 14.00 17.00 25.25 30.00 406

patient.radiations.radiation.2.days_to_radiation_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
10.0 187.0 299.0 754.2 662.0 2613.0 407

patient.radiations.radiation.2.days_to_radiation_therapy_start:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
5.0 200.8 447.5 763.8 858.5 2569.0 406

patient.radiations.radiation.2.measure_of_response:

complete response partial response

1 3

radiographic progressive disease NA's
2 406

patient.radiations.radiation.2.month_of_form_completion:
1 7 11 12 NA's
1 2 1 2 406

patient.radiations.radiation.2.numfractions:
5 10 NA's
1 2 409

patient.radiations.radiation.2.radiation_dosage:
50 60 2000 3000 NA's
1 1 1 2 407

patient.radiations.radiation.2.radiation_treatment_ongoing:
no NA's
6 406

patient.radiations.radiation.2.radiation_type:
external internal NA's
5 1 406

patient.radiations.radiation.2.units:
cgy gy NA's
3 2 407

patient.radiations.radiation.2.year_of_ form_ completion:
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2012 2013 2014 NA's
1 1 4 406

patient.radiations.radiation.3.anatomic_treatment_site:
regional site NA's
1 411

patient.radiations.radiation.3.bcr_radiation_barcode:
tcga-fj-a3ze-r56453 NA's
1 411

patient.radiations.radiation.3.bcr_radiation_uuid:
023ba78f-c50f-4eb6a-abb2-9f1lc9bfalbd’ NA's
1 411

patient.radiations.radiation.3.day_of_ form_completion:
7 NA's
1 411

patient.radiations.radiation.3.days_to_radiation_therapy_end:
99 NA's
1 411

patient.radiations.radiation.3.days_to_radiation_therapy_start:
56 NA's
1 411

patient.radiations.radiation.3.measure_of_response:
radiographic progressive disease NA's
1 411

patient.radiations.radiation.3.month_of_form completion:
2 NA's
1 411

patient.radiations.radiation.3.numfractions:
28 NA's
1 411

patient.radiations.radiation.3.radiation_dosage:
5600 NA's
1 411

patient.radiations.radiation.3.radiation_treatment_ongoing:
no NA's
1 411

patient.radiations.radiation.3.radiation_type:
external NA's

1 411

patient.radiations.radiation.3.units:
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cgy NA's
1 411

patient.radiations.radiation.3.year_of_ form_ completion:
2014 NA's
1 411

patient.radiations.radiation.course_number:
1 NA's
3 409

patient.radiations.radiation.day_of_ form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.00 10.00 15.00 17.54 27.00 31.00 373

patient.radiations.radiation.days_to_radiation_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
10.0 131.0 235.0 328.1 397.0 1871.0 375

patient.radiations.radiation.days_to_radiation_therapy_start:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
5.0 107.0 174.0 301.6 369.0 1821.0 375

patient.radiations.radiation.measure_of_response:

complete response partial response
11 5
radiographic progressive disease stable disease
9 3
NA's
384

patient.radiations.radiation.month_of_ form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 6.000 5.667 7.500 12.000 373

patient.radiations.radiation.numfractions:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
3.00 10.00 14.00 17.22 25.00 35.00 385

patient.radiations.radiation.radiation_dosage:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
20.00 42.75 64.00 1598.19 3000.00 5940.00 380

patient.radiations.radiation.radiation_treatment_ongoing:
no NA's
39 373

patient.radiations.radiation.radiation_type:
external external beam other: specify in notes
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35 1
NA's
375

patient.radiations.radiation.radiation_type_notes:
cyberknife NA's
1 411

patient.radiations.radiation.regimen_indication:
palliative progression recurrence NA's
1 1 1 409

patient.radiations.radiation.units:

cgy gy NA's
13 18 381

patient.radiations.radiation.year_of_form_ completion:
2012 2013 2014 2015 NA's
7 7 16 9 373

patient.stage_event.gleason_grading.gleason_score:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
5.000 6.000 6.000 6.353 7.000 9.000 327

patient.stage_event.pathologic_stage:
stage 1 stage ii stage iii stage iv NA's
2 131 141 136 2

patient.stage_event.tnm categories.pathologic_categories.pathologic_m:
mO ml mx NA's
196 11 203 2

patient.stopped_smoking_ year:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1946 1976 1988 1989 2004 2013 238

patient.tissue_prospective_collection_indicator:
no yes
200 212

patient.tissue_retrospective_collection_indicator:
no yes NA's
211 200 1

patient.tumor_tissue_site:
bladder
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412

patient.vital_status:
alive dead
303 109

patient.weight:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
41.00 65.00 78.00 80.98 92.00 292.00 43

patient.year_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max.
2010 2012 2013 2013 2014 2015

patient.year_of_initial pathologic_diagnosis:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1999 2009 2011 2010 2012 2013 18

patient.bcr_canonical_check.bcr_patient_canonical_ reasons.bcr_canonical_reason.?

case matched methylation control germline comparison
14 1

NA's

397

patient.bcr_canonical_check.bcr_patient_canonical_ reasons.bcr_canonical_reason.?C
germline comparison NA's
8 404

patient.bcr_canonical_check.bcr_patient_canonical_status:
canonical canonical - plus
382 30

patient.biospecimen_cqgcf.consent_or_death_status:
consented deceased
391 21

patient.biospecimen_cqcf.days_to_pathology_review:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-6.00 74.75 223.00 851.50 1401.50 4912.00 24

patient.biospecimen_cqgcf.days_to_sample_procurement:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-64.00 11.00 36.00 63.88 66.00 1361.00 19

patient.biospecimen_cqgcf.digital_ image_submitted:
no yes
383 29

patient.biospecimen_cqgcf.ethnicity:
hispanic or latino not hispanic or latino NA's
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213

patient.biospecimen_cqgcf.ffpe_tumor_slide_submitted:

digital image slide
5 85

NA's
322

patient.biospecimen_cqgcf.histological_type:

muscle invasive urothelial carcinoma

patient.biospecimen_cqgcf.history_of_neoadjuvant_treatment:

yes,

patient.biospecimen_cqgcf.method_.

cystectomy

303

transurethral resection (turbt)
58

patient.biospecimen_cqgcf.normal_

Mean
48.75

Median
40.50

Min.
-3.00

1st Qu.
25.50

patient.biospecimen_cgcf.normal_.

0.043 0.439
1 1

NA's
410

patient.biospecimen_cqgcf.normal_

NA's
410

cdrop nanodrop
1 1

patient.biospecimen_cqgcf.normal_.

15 NA's
2 410

patient.biospecimen_cqgcf.normal_

34.1 351 NA's
1 1 410

patient.biospecimen_cqgcf.normal_.

(pt2 or above)
410

NA's

2

no
402

pharmaceutical treatment prior to resection

10

of_sample_procurement:
other

controls
3rd Qu.
59.75

NA's
372

Max.
221.00

controls

controls

controls

controls

controls.normal_control.

blood draw surgical excision specimen

21
surgical resection
3

17
NA's
371

.normal_control.

.extracted_dna.

.normal_control.

.extracted_dna.

.normal_control.

.normal_control.

.extracted_dna.

.normal_control.2.extracted_dna.

BLCA

193

(please specify)

51

.days_to_normal_sample_

ncedna_c

ncedna_c

ncedna_C

ncedna_c

.method_of_normal_sampl



BLCA

patient.biospecimen_cqgcf.normal_controls
bladder; macroscopic urothelial tissue
12
smooth muscle
7

patient.biospecimen_cqgcf.normal_controls
distal (>2cm) NA's
20 392

patient.biospecimen_cqgcf.normal_controls
1 2 NA's
37 18 357

patient.biospecimen_cqgcf.normal_controls
Min. 1st Qu. Median Mean 3rd Qu.
-24.00 22.50 37.50 116.70 44,25

patient.biospecimen_cqgcf.normal_controls.

.normal_control.

.normal_control.

.normal_control.

.normal_control.

NA's
402

Max.
935.00

normal_control.

blood draw surgical excision specimen

8
NA's
402

patient.biospecimen_cqgcf.normal_controls
bladder; macroscopic urothelial tissue
1
NA's
410

patient.biospecimen_cqgcf.normal_controls
distal (>2cm) NA's
2 410

patient.biospecimen_cqgcf.normal_controls
1 3 NA's
10 1 401

patient.biospecimen_cqgcf.normal_controls
Min. 1lst Qu. Median Mean 3rd Qu.
-24.0 -1.5 33.0 170.5 52.5

patient.biospecimen_cqgcf.normal_controls
blood draw NA's
6 406

patient.biospecimen_cqgcf.normal_controls
2 4 NA's
6 1 405

2

.normal_control.

.normal_control.

.normal_control.

.normal_control.

NA's
406

Max.
935.0

.normal_control.

.normal_control.

111

.normal_tissue.normal_t

other
1
NA's
392

.normal_tissue.normal_t

.vial_number:

.days_to_normal_sample_

.method_of_normal_sampl

.normal_tissue.normal_t

smooth muscle
1

.normal_tissue.normal_t

.vial_number:

.days_to_normal_sample_

.method_of_normal_sampl

.vial_number:
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patient.biospecimen_cqgcf.normal_controls.normal_control.5.bcr_sample_uuid:
85aeb98d-aad3-46£f9-9af8-665f65617eff ead2cb20-£f83f-435d-bbe6-722211c8520

1 1
£03e629a-9£75-4711-97ba-1£7£fbl12£f643d NA's
1 409

patient.biospecimen_cqgcf.normal_controls.normal_control.5.days_to_normal_sample_
-9 45 55 NA's
1 1 1 409

patient.biospecimen_cqgcf.normal_controls.normal_control.5.method_of_normal_sampl
blood draw NA's
3 409

patient.biospecimen_cgcf.normal_controls.normal_control.5.vial_number:
3 NA's
3 409

patient.biospecimen_cqgcf.normal_controls.normal_control.6.bcr_sample_uuid:
17fae696-d6b4-4524-b1fb-3b86a930ae29 975d9b1d-9dfe-428f-b6f6-04fcf4£45c85
1 1

NA's

410

patient.biospecimen_cqgcf.normal_controls.normal_control.6.days_to_normal_sample_
-9 55 NA's
1 1 410

patient.biospecimen_cqgcf.normal_controls.normal_control.6.method_of_ normal_sampl
blood draw NA's
2 410

patient.biospecimen_cqgcf.normal_controls.normal_control.6.vial_number:
1 NA's
2 410

patient.biospecimen_cgcf.normal_controls.normal_control.7.bcr_sample_uuid:
15e027b6-c6bd-4c88-bfb3-6e61339531cd 73aalb8e-0fe3-4594-94bc-5d774adde2ab
1 1

NA's

410

patient.biospecimen_cqgcf.normal_controls.normal_control.7.days_to_normal_sample_
-9 55 NA's
1 1 410

patient.biospecimen_cgcf.normal_controls.normal_control.7.method_of_ normal_sampl
blood draw NA's
2 410

patient.biospecimen_cqgcf.normal_controls.normal_control.7.vial_number:
2 NA's
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2 410

patient.biospecimen_cgcf.normal_controls.normal_control
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-363.0 16.0 40.0 173.7 80.0 4670.0 29

patient.biospecimen_cqgcf.normal_controls.normal_control.

3rd Qu. Max.
0.3765 709.0000

Mean
20.7232

Median
0.2440

Min.
0.0550

1st Qu.
0.1765

patient.biospecimen_cqgcf.normal_controls
Min. 1lst Qu. Median Mean 3rd Qu.
10.2 30.0 50.0 107.4 184.8

.normal_control
Max. NA's
986.4 322

.normal_control
Max. NA's
1200.0 322

patient.biospecimen_cqgcf.normal_controls
Min. 1lst Qu. Median Mean 3rd Qu.
25.0 109.9 222.2 467.6 1200.0

patient.biospecimen_cqgcf.normal_controls.normal_control
bladder; macroscopic urothelial tissue
2
smooth muscle
29

patient .biospecimen_cqgcf.normal_controls.normal_control

113

extracted_dna.

NA's
322

.extracted_dna.

.extracted_dna.

.normal_tissue.

.normal_tissue.

.days_to_normal_sample_pr

ncedna_dna

ncedna_dna

ncedna_dna

normal_tis
other
11
NA's
370

normal_tis

.vial_ number:

distal (>2cm) NA's
39 373
patient.biospecimen_cqgcf.normal_controls.normal_control
1 2 NA's
401 5 6
patient.biospecimen_cqgcf.path_confirm diagnosis_matching:
no yes
12 400
patient.biospecimen_cqgcf.path_confirm_report_attached:
no yes
18 394
patient.biospecimen_cqgcf.path_confirm_tumor_necrosis_metrics:
no yes
1 411
patient.biospecimen_cqgcf.path_confirm_tumor_nuclei_metrics:
no yes

1 411
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patient.biospecimen_cqgcf.race:
asian black or african american

29
NA's
182

7

BLCA

white
194

patient.biospecimen_cqgcf.reason_path_confirm_diagnosis_not_matching:
macrodissection performed at tss to select f

macrodissection performed at tss to select for a region containi

pathology analysis at tss determined a specific histological subtype different

pathology review of frozen section for tcga determined histological subtype diff

patient.biospecimen_

yes
412

patient.biospecimen_

bladder
412

patient.biospecimen_

no yes NA's
268 27 117

patient.biospecimen_

no yes
31 381

patient.biospecimen_cqgct.

0 5 NA's
3 1 408

patient.biospecimen_cqgcf.

70 80 90 100
1 1 1 1

patient.biospecimen_cqgcf.

200 210 217 270
1 1 1 1

patient.biospecimen_cqgct.

1 2 NA's
4 1 407

cgcft.

cqgcf.

cqgcf.

cqgcf.

NA's
408

NA's
408

sample_prescreened:

site_of_disease:

submitted_for__

lce:

top_slide_submitted:

tumor_samples

tumor_samples

tumor_samples

tumor_samples

.tumor_sample.

.tumor_sample.

.tumor_sample.

.tumor_sample.

.tumor_necrosis_percent:

.tumor_nuclei_percent:

.tumor_weight:

.vial_number:
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patient.biospecimen_cqgcf.tumor_samples.tumor_sample
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.3.bcr_sample_uuid:

657e5c7£f-7601-4948-a088-d23ea5d95b2c NA's
1 411
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.3.vial_ number:
3 NA's
1 411
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.tumor_necrosis_percent:
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.000 0.000 1.000 7.328 10.000 70.000
patient.biospecimen_cgcf.tumor_samples.tumor_sample.tumor_nuclei_percent:
Min. 1st Qu. Median Mean 3rd Qu. Max.
35.00 70.00 80.00 76.17 85.00 100.00
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.tumor_weight:
Min. 1lst Qu. Median Mean 3rd Qu. Max .
6.0 190.0 240.0 342.9 387.8 3274.0
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.vial_number:
1
412
patient.biospecimen_cqgcf.vessel_used:
biospecimen storage bag cassette cryomold
30 80 81
cryovial other (please specify)
141 80
patient.days_to_index:
0 NA's
393 19
patient.samples.sample.2.bcr_biospecimen_canonical_reasons.bcr_canonical_reason:
primary tumor and metastatic tumor (s) NA's
1 411
patient.samples.sample.2.days_to_collection:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
14 139 316 911 1434 4919 19
patient.samples.sample.2.initial_ weight:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
40.0 197.5 245.0 494.0 390.0 3800.0 392
patient.samples.sample.2.is_ffpe:

no yes
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409 3

patient.samples.sample.2.oct_embedded:
false true
395 17

patient.samples.sample.2.pathology_report_file_name:
tcga-bl-a0c8.5077d8c6-57d2-4c6a-9316-71bed0224195.pdf
1
tcga-bl-al3i.976fbdbf-55c5-4957-986b-d2de85££7540.pdf
1
tcga-bl-al3j.3abf8c6b-606c-41a9-b050-e115834a7616.pdf
1
tcga-dk-ala6.fa3a7697-0e2c-4c79-b486-0aae52065be3.pdf
1
NA's
408

patient.samples.sample.2.pathology_report_uuid:

BLCA

3abf8c6b-606c—-41a9-b050-e115834a7616 5077d8c6-57d2-4c6a—-9316-71bed0224195

1

1

976fbdbf-55¢c5-4957-986b-d2de85££7540 £a3a7697-0e2c-4c79-b486-0aae52065be3

1
NA's
408

patient.samples.sample.2.portions.portion.analytes.analyte.2

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's

1.710 1.775 1.820 1.815 1.860 1.910 401
patient.samples.sample.2.portions.portion.analytes.analyte.?2
frpp NA's

3 409
patient.samples.sample.2.portions.portion.analytes.analyte.?2
tcga NA's

3 409

patient.samples.sample.2.portions.portion.analytes.analyte.?2
Min. 1st Qu. Median Mean 3rd Qu. Max.
97491253 97491278 113390007 116511658 132179172 167823137

patient.samples.sample.2.portions.portion.analytes.analyte.2.
7 13 NA's
6 5 401

patient.samples.sample.2.portions.portion.analytes.analyte.2.
0.13 0.16 0.17 NA's
1 7 3 401

.aliquots

.aliquots

.aliquots

NA's
401

aliquots

aliquots.

1

.a260_a280_ratio:

.aliquot.

.aliquot.

.aliquot.

.aliquot.

aliquot.
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patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
3.00 3.00 13.00 11.73 15.50 27.00 401

N

patient.samples.sample.2.portions.portion.analytes.analyte.
no vyes NA's
8 3 401

.aliquots.aliquot.

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's

1.000 3.000 5.000 4.636 5.500 9.000 401
patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's

1.000 2.000 5.000 3.909 5.500 7.000 401

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's

2.080 2.900 3.400 3.379 4.270 4.270 401
patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.

23 NA's

11 401

N

patient.samples.sample.2.portions.portion.analytes.analyte.
13 20 26.7 NA's
2 5 4 401

.aliquots.aliquot.

N

patient.samples.sample.2.portions.portion.analytes.analyte.
2011 2013 2014 NA's
7 3 1 401

.aliquots.aliquot.

N

patient.samples.sample.2.portions.portion.analytes.analyte.
tcga-bl-a0c8-01b-04r-a46x-36 tcga-bl-al3j-01b-04r-a46x-36

.aliquots.aliquot.

1 1
tcga-dk-ala6-06a-11r-a466-07 NA's
1 409

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
1b11b644-£9d9-4ba5-9beb-ce054c0e0£86 2cbedcfe-bc3b-4e96-8c5e-7b49£d566050

1 1
54bc6778-9clc-4db6-8764-79ccdB841£566 NA's
1 409

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
167812948 167814186 167814191 NA's
1 1 1 409

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
7 36 NA's
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1 2 409

patient.samples.sample.

0.16 0.17 NA's
1 2 409

patient.samples.sample.

9 26 NA's
1 2 409

patient.samples.sample.

no vyes NA's
1 2 409

patient.samples.sample.

8 12 NA's
2 1 409

patient.samples.sample.

1 5 6 NA's
1 1 1 409

patient.samples.sample.

ad66 ad6x NA's
1 2 409

patient.samples.sample.

d e NA's
1 2 409

patient.samples.sample.

0.8 0.85 1.12 NA's
1 1 1 409

patient.samples.sample.

23 NA's
3 409

patient.samples.sample.

5 6.6 NA's
2 1 409

patient.samples.sample.

2014 2015 NA's
1 2 409

patient.samples.sample.

fppp NA's
3 409

patient.samples.sample.

tcga NA's

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BLCA

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

ac

ac



BLCA 119

3 409

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
97490606 122968432 150706080 144261464 167803013 167822561 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
7 8 13 NA's
5 355 6 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
0.13 0.16 0.17 0.5 NA's
1 7 3 355 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
1.0 8.0 15.5 15.3 22.0 30.0 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.i

no yes NA's
363 3 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 5.00 7.00 6.06 7.00 12.00 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.000 6.000 6.068 9.000 12.000 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.08 40.00 40.00 38.88 40.00 40.00 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
23 NA's
366 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
13 20 26.7 80 NA's
4 6 1 355 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.
2011 2012 2013 2014 NA's
49 84 78 155 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.amount:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's



120 BLCA

6.17 10.76 14.22 26.45 44.77 57.79 401

patient.samples.sample.2.portions.portion.analytes.analyte.2.analyte_type:
repli—-g (giagen) dna rna NA's
355 11 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.analyte_type_id:
r w NA's
11 355 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.concentration:
0.13 0.16 0.17 NA's
1 7 3 401

patient.samples.sample.2.portions.portion.analytes.analyte.2.dna.normal_tumor_ge
yes NA's
355 57

patient.samples.sample.2.portions.portion.analytes.analyte.2.dna.pcr_amplificati
yes NA's
355 57

patient.samples.sample.2.portions.portion.analytes.analyte.2.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
366
NA's
46
patient.samples.sample.2.portions.portion.analytes.analyte.2.is_derived_from_ ffy
no vyes NA's

363 3 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.protocols.protocol.

highpure mirna (allprep dna) ffpe rna mirvana (allprep dna) rna
3 8

repli-g NA's

355 46

patient.samples.sample.2.portions.portion.analytes.analyte.2.rna.ratio_28s_18s:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.500 1.200 1.006 1.280 2.200 401

patient.samples.sample.2.portions.portion.analytes.analyte.2.rna.rinvalue:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.300 4.750 7.800 6.464 8.150 9.000 401

patient.samples.sample.2.portions.portion.analytes.analyte.2.spectrophotometer_n
uv spec NA's
11 401
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patient.samples.sample.2.portions.portion.analytes.analyte.2.subportion_sequence
1 2 NA's
24 2 386

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.bi
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
108433927 113388440 113420020 112699495 113421860 113421918 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.ce
8 NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.cc
0.5 NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.ds
6 15 20 21 NA's
1 1 1 4 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.is
no NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.mc
4 6 9 11 NA's
1 4 1 1 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.pl
7 8 11 NA's
4 2 1 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.pl
al2w aléj al8a al9s NA's
1 4 1 1 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.qu
40 NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.sc
23 NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.vc
80 NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.ye
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2011 NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.analyte_type:
repli-g (giagen) dna NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.analyte_type_id:
w NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.dna.normal_tumor_ge
yes NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.dna.pcr_amplificati
yes NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
5
NA's
405

patient.samples.sample.2.portions.portion.analytes.analyte.3.is_derived_from_ ffy
no NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.protocols.protocol.
repli-g NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.3.subportion_sequence
1 NA's
7 405

patient.samples.sample.2.portions.portion.analytes.analyte.a260_a280_ratio:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.760 1.895 1.945 1.939 1.980 2.110 378

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.ac
fppp NA's
3 409

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.2.ac
tcga NA's
3 409
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patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.

Min. 1st Qu.

Median Mean

3rd Qu.

123

Max.

97484813 122967204 153878363 144803296 164106186 174164734

patient.

1 2
38 3

patient.

Min.
0.07000

patient.

Min.
3.0

patient.

no yes
409 3

patient.

Min.
1.000

patient.

Min.
1.000

patient.

Min.
0.770

patient.

23
412

patient.

Min.
6.67

patient.samples.sample.2.portions.portion.

samples.

5 8
1 370

samples.

1st Qu.
0.07000

samples.

1st Qu.
18.0

samples.

samples.

1st Qu.
3.000

samples.

1st Qu.
2.000

samples.

1st Qu.
2.800

samples.

samples.

1st Qu.
40.00

sample.2.portions.portion

sample.2.portions.portion.

Median Mean 3rd Qu.
0.08000 0.08502 0.08000 O

sample.2.portions.portion.

Mean 3rd Qu.
22.5 29.0

Median
26.0

sample.2.portions.portion.

sample.2.portions.portion.
Median Mean 3rd Qu.
4.000 4.869 6.000
sample.2.portions.portion
Median Mean 3rd Qu.
6.000 5.883 9.000

sample.2.portions.portion.

Mean 3rd Qu.
2.834 3.200

Median
3.200

sample.2.portions.portion.

sample.2.portions.portion.
Median Mean 3rd Qu.
40.00 36.29 40.00

2011 2012 2013 2014

55

patient.samples.sample.2.portions.portion.

94

92

fprpp NA's
2 410

patient.samples.sample.2.portions.portion.

171

.analytes

analytes
Max.
.20000

analytes
Max

31.0

analytes

analytes
Max

12.000

.analytes
Max

12.000

analytes
Max.
3.600

analytes

analytes
Max.
40.00

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

.analyte.aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

.aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. C€

. CC

.da

S

.MC

.pl

. SC

. VC

.ac

.ac
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tcga NA's
2 410

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Median
97486989 113388216 117830960 118110558 122970312 174164674

Min. 1st Qu.

patient.samples.

Min. 1st Qu. Median
1.00 8.00 26.00
patient.samples.sample.2.
Min. 1lst Qu. Median
0.0500 0.0900 0.1500
patient.samples.sample.2.
Min. 1lst Qu. Median
3.00 7.00 27.00
patient.samples.sample.2.

no yes NA's
133 2 277
patient.samples.sample.2.
Min. 1st Qu. Median
1.00 3.00 5.00
patient.samples.sample.2.
Min. 1st Qu. Median
2.000 7.000 8.000
patient.samples.sample.2.
Min. 1lst Qu. Median
0.930 1.500 1.600
patient.samples.sample.2.
23 NA's
135 277
patient.samples.sample.2.
Min. 1st Qu. Median
6.67 10.00 10.00

patient.samples.sample.2.
2011 2012 2013 2014 NA's
54 77 2 2 277

Mean

Mean 3rd Qu.
17.41 26.00

portions.portion.

Mean 3rd Qu.
0.1342 0.1600

portions.portion.

Mean 3rd Qu.
19.39 29.00

portions.portion.

portions.portion.

Mean 3rd Qu.
5.17 8.00

portions.portion.

Mean 3rd Qu.
8.281 10.000

portions.portion.

Mean 3rd Qu.
1.998 3.200

portions.portion.

portions.portion.

Mean 3rd Qu.
18.37 40.00

portions.portion.

3rd Qu.

sample.2.portions.portion.analytes

Max.
26.00

analytes
Max

0.1700

analytes
Max.
31.00

analytes

analytes
Max.
12.00

analytes
Max

12.000

analytes
Max.
4.000

analytes

analytes
Max.
40.00

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

BLCA

NA's
277

Max.

.analyte.aliquots.aliquot.

NA's
277

aliquots.
NA's
277

aliquots.
NA's
277

aliquots.

aliquots.
NA's
277

aliquots.
NA's
277

aliquots.
NA's
277

aliquots.

aliquots.
NA's
277

.aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. CE€

. CC

.da

.is

Rle

.qu

. SC

. VC



BLCA

patient.samples.sample.2.portions.portion.analytes.

Min. 1st Qu. Median Mean 3rd Qu.

125

analyte.aliquots.aliquot.

Max. NA's

99039608 100475901 113421396 122338000 132158658 167811833 394

patient.samples.sample.2.portions.portion.analytes
5 8 9 NA's
10 5 3 394

patient.samples.sample.2.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.0700 0.0800 0.1450 0.1233 0.1600 0.1800

patient.samples.sample.2.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu. Max.
3.00 3.00 16.50 14.33 21.00 30.00

patient.samples.sample.2.portions.portion.analytes
no yes NA's
16 2 394

patient.samples.sample.2.portions.portion.analytes
Min. 1lst Qu. Median Mean 3rd Qu. Max .
1.000 1.000 5.000 4.111 5.750 9.000

patient.samples.sample.2.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 6.250 7.000 6.333 7.000 11.000

patient.samples.sample.2.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.940 1.600 2.015 2.598 4.205 4.540

patient.samples.sample.2.portions.portion.analytes
23 NA's
18 394

patient.samples.sample.2.portions.portion.analytes
13 13.4 20 26.7 NA's
3 3 5 7 394

patient.samples.sample.2.portions.portion.analytes
2011 2013 2015 NA's
10 3 5 394

patient.samples.sample.2.portions.portion.analytes
tcga-bt-a20v-11a-11d-a23d-05
1

patient.samples.sample.2.portions.portion.analytes

.analyte.aliquots.aliquot.

.analyte.aliquots.aliquot.

NA's
394

.analyte.aliquots.aliquot.

NA's
394

.analyte.aliquots.aliquot.

.analyte.aliquots.aliquot.

NA's
394

.analyte.aliquots.aliquot.

NA's
394

.analyte.aliquots.aliquot.

NA's
394

.analyte.aliquots.aliquot.

.analyte.aliquots.aliquot.

.analyte.aliquots.aliquot.

.analyte.aliquots.aliquot.

NA's
411

.analyte.aliquots.aliquot.

. C€

. CC

.da

S

.MC

.pl

. SC

. VC

.bc
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ebdldd4e-47ed-484e-abed-c44424764ddc

patient.samples.
NA's

132268714
1

patient.samples.

5 NA's
1 411

patient.samples.

0.16 NA's
1 411

patient.samples.

31 NA's
1 411

patient.samples.

no NA's
1 411

patient.samples.

7 NA's
1 411

patient.samples.

8 NA's
1 411

patient.samples.

a23d NA's
1 411

patient.samples.

f NA's
1 411

patient.samples.

6.4 NA's
1 411

patient.samples.

23 NA's
1 411

patient.samples.

40 NA's
1 411

patient.samples.

sample

411

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

.2.portions

2.portions

2 .portions

2.portions

2.portions

2.portions

2 .portions

2.portions

2.portions

2.portions

2.portions

2.portions

2.portions

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BLCA

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

NA's
411

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. CE€

. CC

Lis

.IC

.pl

. SC

. VC

. Y€
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2012 NA's
1 411

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.addi
fppp NA's
3 409

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.addi
tcga NA's
3 409

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.bios
Min. 1st Qu. Median Mean 3rd Qu. Max.
97486797 122969676 153879396 145100203 164104510 174164729

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.cent
1 2 8
363 46 3

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.conc
Min. 1lst Qu. Median Mean 3rd Qu. Max .
0.0700 0.1400 0.1500 0.1532 0.1600 0.2000

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.day_
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.00 18.00 25.00 21.92 29.00 31.00

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.is_c
no yes
409 3

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.mont
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 3.000 4.000 4.888 6.000 12.000

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.plat
Min. 1lst Qu. Median Mean 3rd Qu. Max .
1.000 2.000 6.000 5.883 9.000 12.000

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.quan
Min. 1lst Qu. Median Mean 3rd Qu. Max .
0.94 1.01 1.01 1.13 1.07 2.34

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.sour
23
412

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.volt
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6.7 7
362 1

10
15

13 20
31 3

patient.samples.sample.2.
2011 2012 2013 2014
55 94 92 171

samples.
1st Qu.
14.73

sample.2.
Median
26.19

patient.
Min.
5.30

patient.
dna
412

samples.sample.2.

patient.
d
412

samples.sample.2.

patient.
Min.
0.1100

samples.
1st Qu.
0.1500

sample.2.
Median
0.1500

patient.
yes
412

samples.sample.2.

patient.
yes
412

samples.sample.?2

patient.samples.sample.2.

https://sharedoc.nchri

patient L2,
no yes

409 3

.samples.sample

patient.samples.sample.2.

portions.portion.analytes

portions.portion.analytes
Mean 3rd Qu. Max.
32.75 45.80 178.36

portions.portion.analytes

portions.portion.analytes.

portions.portion.analytes
Mean 3rd Qu. Max.
0.1538 0.1600 0.2000

portions.portion.analytes

.portions.portion.analytes

portions.portion.analytes

.org/tcga-bcr/default.aspx

412

portions.portion.analytes

portions.portion.analytes

adna preparation type

308

pre—extracted dna received by tss

patient.samples.sample.2.
picogreen uv spec
378 34

patient.samples.sample.2.

101

portions.portion.analytes

portions.portion.analytes

.analyte.

.analyte.

.analyte.

analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

allprep

.analyte.

.analyte.

BLCA

aliquots.aliquot.year

amount :

analyte_type:

analyte_type_id:

concentration:

dna.normal_tumor_genac

dna.pcr_amplification

gel_image_file:

is_derived_from_ ffpe:

protocols.protocol.ex
ffpe dna
3

spectrophotometer_met

subportion_sequence:
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1 2 NA's
25 3 384

patient.samples.sample.2.portions.portion.day_of_creation:
Min. 1lst Qu. Median Mean 3rd Qu. Max .
1.00 7.75 15.00 16.03 25.00 31.00

patient.samples.sample.2.portions.portion.is_ffpe:
no yes
409 3

patient.samples.sample.2.portions.portion.month_of_ creation:
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 2.000 4.000 5.189 8.000 12.000

patient.samples.sample.2.portions.portion.portion_number:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
1.000 1.000 1.000 1.973 1.000 31.000

patient.samples.sample.2.portions.portion.portion_sequence:
1 2 3 4 NA's
240 8 2 3 159

patient.samples.sample.2.portions.portion.slides.slide.2.bcr_slide_barcode:
tcga-bl-al0c8-01b-04-bs4 tcga-bl-al3i-01b-04-bs4 tcga-bl-al3j-01b-04-bs4
1 1 1
NA's
409

patient.samples.sample.2.portions.portion.slides.slide.2.bcr_slide_uuid:
0d55¢c909-15b8-464c-a663-6cb80d28c82c 1061ba%91-692b-4183-b473-99236£a21899

1 1
8ab97d27-3fbl-41cl-aad9-ab244adbdbce NA's
1 409

patient.samples.sample.2.portions.portion.slides.slide.2.image_file_name:
tcga-bl-al0c8-01b-04-bs4.8ab97d27-3fbl-41cl-aad9-ab244adb4dbce.svs
1
tcga-bl-al3i-01b-04-bs4.0d55¢c909-15b8-464c-a663-6cb80d28c82c.svs
1
tcga-bl-al3j-01b-04-bs4.1061ba91-692b-4183-b473-99236£fa21899.svs
1
NA's
409
patient.samples.sample.2.portions.portion.slides.slide.2.is_derived_from_ffpe:
yes NA's
3 409

patient.samples.sample.2.portions.portion.slides.slide.2.percent_lymphocyte_infi
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0 NA's

3 409
patient.samples.sample.

0 NA's

3 409
patient.samples.sample.

0 5 NA's

2 1 409
patient.samples.sample.

0 NA's

3 409
patient.samples.sample.

0 15 NA's
2 1 409

patient.samples.sample.
5 10 20 NA's
1 1 1 409

patient.samples.sample.
80 85 NA's
2 1 409

patient.samples.sample.

80 90 95 NA's
1 1 1 409
patient.samples.sample.
bottom NA's
3 409
patient.samples.sample.
no yes NA's
21 3 388

patient.samples.
Min. 1st Qu.
0.000 0.000

Median
0.000

patient.samples.
0 NA's
24 388

patient.samples.
0 5 NA's

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

sample.2.

sample.2.

sample.2.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

portions.portion.
Mean 3rd Qu.
2.333 1.250

Max.
30.000

portions.portion.slides.

portions.portion.slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

BLCA

slide.2.percent_monocyte_infilt

slide.2.percent_necrosis:

slide.2.percent_neutrophil_infi

slide.2.percent_normal_cells:

slide.2.percent_stromal_cells:

slide.2.percent_tumor_cells:

slide.2.percent_tumor_nuclei:

slide.2.section_location:

slide.is_derived_from_ffpe:

slide.percent_lymphocyte_infilt
NA's
388

slide.percent_monocyte_infiltrs

slide.percent_necrosis:
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23 1 388

patient.samples.sample.2.portions.portion.slides.slide.percent_neutrophil_infilt
0 5 NA's
23 1 388

patient.samples.sample.2.portions.portion.slides.slide.percent_normal_cells:
0 15 20 100 NA's
11 1 1 11 388

patient.samples.sample.2.portions.portion.slides.slide.percent_stromal_cells:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 0.00 2.50 38.12 100.00 100.00 388

patient.samples.sample.2.portions.portion.slides.slide.percent_tumor_cells:
0 80 85 100 NA's
20 2 1 1 388

patient.samples.sample.2.portions.portion.slides.slide.percent_tumor_nuclei:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 0.00 0.00 13.96 0.00 95.00 388

patient.samples.sample.2.portions.portion.slides.slide.section_location:
top NA's
24 388

patient.samples.sample.2.portions.portion.weight:
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
2.00 2.00 2.00 10.45 2.00 400.00 104

patient.samples.sample.2.portions.portion.year_of_creation:
2010 2011 2012 2013 2014
20 53 84 107 148

patient.samples.sample.2.sample_type:

blood derived normal metastatic primary tumor
388 1 3
solid tissue normal
20

patient.samples.sample.2.sample_type_1id:
1 6 10 11
3 1 388 20

patient.samples.sample.3.bcr_biospecimen_canonical_reasons.bcr_canonical_reason:
germline comparison NA's
7 405

patient.samples.sample.3.days_to_collection:
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1st Qu.
123

Min.
76

patient.samples.

Min.
50.0

1st Qu.
100.0

patient.samples.

no NA's
19 393

patient.samples.
NA's
393

false true
12 7

patient.samples.

1st Qu.
1.820

Min.
1.780

Median
154

sample. 3.
Median

130.0

sample. 3.

sample. 3.

sample. 3.
Median
1.840

Mean 3rd Qu.
212 235

initial weight:
Mean 3rd Qu.
187.3 215.0

is_ffpe:

oct_embedded:

Max.
874

Max.
490.0

NA's
393

NA's
397

BLCA

portions.portion.analytes.analyte.2.a260_a280_ratio:

Mean 3rd Qu.
1.839 1.865

Max.
1.880

NA's
401

patient.samples.sample.3.portions.portion.analytes.analyte.2.aliquots
case matched expression control

1

NA's
411

patient.samples.sample.3.portions.portion.analytes.analyte.2.

Min.

1st Qu.

Median

Mean

3rd Qu.

Max.

100491801 115624498 117832676 124436879 134303165 150756695

patient.samples.

7 13 NA's
3 8 401

patient.
Min

. 1st Qu.
0.1300

0.1550

patient.
Min

. 1st Qu.
12.00

25.50

patient.samples.

no NA's
11 401

patient.
Min

. 1st Qu.
1.000

4.000

patient.
Min

. 1st Qu.
1.000

3.000

samples.

samples.

samples.

samples.

sample.3.portions.portion.analytes

sample. 3.
Median
0.1600

sample. 3.
Median
27.00

sample. 3.

sample. 3.
Median
6.000

sample. 3.
Median
4.000

portions.portion.analytes

Mean 3rd Qu.
0.1618 0.1750

Max.
0.1800

portions.portion.analytes

Mean 3rd Qu.
25.36 28.50

portions.portion.

portions.portion.

Mean 3rd Qu.
5.182 6.500

portions.portion.

Mean 3rd Qu.
4.455 5.500

Max.
31.00

analytes

analytes
Max.
9.000

analytes
Max.
10.000

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2.

NA's
401

NA's
401

NA's
401

NA's
401

aliquots
NA's
401

aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.



BLCA

patient.samples.sample.3.portions

.portion.

Min. 1st Qu. Median Mean 3rd Qu.

2.080 2.470 3.000 2.918

patient.samples.sample.3.portions
23 NA's
11 401

patient.samples.sample.3.portions
13 20 NA's
3 8 401

patient.samples.sample.3.portions
2011 2012 2013 NA's
3 5 3 401

patient.samples.sample.3.portions
case matched expression control
1

patient.samples.sample.3.portions
Min. 1st Qu. Median

97490975 113396671 130615875 130133789 151834247 167802542

3.300

.portion.

.portion.

.portion.

.portion.

.portion.

Mean

analytes
Max.
3.600

analytes

analytes

analytes

analytes

analytes
3rd Qu.

patient.samples.sample.3.portions.portion.analytes

7 8 13 NA's
8 7 3 394

patient.samples.sample.3.portions.portion.analytes
Min. 1lst Qu. Median Mean 3rd Qu.

0.1300 0.1600 0.1800 0.2933

0.5000

Max

0.5000

patient.samples.sample.3.portions.portion.analytes
Min. 1lst Qu. Median Mean 3rd Qu.

3.00 13.25 24.00 20.61

27.00

Max.
31.00

patient.samples.sample.3.portions.portion.analytes

no NA's
18 394

patient.samples.sample.3.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu.

1.000 4.000 6.000 5.611

7.000

Max

10.000

patient.samples.sample.3.portions.portion.analytes
Min. 1lst Qu. Median Mean 3rd Qu.

1.000 4.000 5.500 6.278

9.750

Max

12.000

.analyte.

NA's
401

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

Max.

.analyte.

.analyte.

NA's
394

.analyte.

NA's
394

.analyte.

.analyte.

NA's
394

.analyte.

NA's
394

133

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2.aliquots
NA's

411
2.aliquots
NA's
394

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot

.aliquot.

bc

bi

Cce

CC

da

is

.IC
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patient.samples.sample.3.
Min. 1st Qu. Median
1.950 2.243 3.335
patient.samples.sample.3.
23 NA's
18 394
patient.samples.sample.3.
13 20 26.7 80 NA's
7 3 1 7 394

patient.samples.sample.3.
2011 2012 2013 2014 NA's

6 5 6 1 394
patient.samples.sample.3.
Min. 1st Qu. Median
6.850 8.155 10.270
patient.samples.sample.3.

repli-g (giagen) dna
-
patient.samples.sample.3.
r w NA's
11 7 394
patient.samples.sample.3.
Min. 1st Qu. Median
0.1300 0.1550 0.1600
patient.samples.sample.3.
yes NA's
7 405
patient.samples.sample.3.
yes NA's
7 405

patient.samples.sample.3.

https://sharedoc.nchri

patient.samples.sample.3.

portions.portion.analytes
Mean 3rd Qu. Max.
17.134 40.000 40.000

portions.portion.analytes

portions.portion.analytes

portions.portion.analytes

portions.portion.
Mean 3rd Qu.
10.953 12.940

analytes
Max.
16.840

portions.portion
rna
11

.analytes

portions.portion.analytes

portions.portion
Mean 3rd Qu.
0.1618 0.1750

.analytes
Max.
0.1800

portions.portion.analytes

portions.portion.analytes

portions.portion.analytes

.org/tcga-bcr/default.aspx

18
NA's
394

portions.portion.analytes

.analyte.

NA's
394

.analyte.

.analyte.

.analyte.

.analyte.

NA's
401

.analyte

.analyte.

NA's
401

.analyte.

.analyte.

.analyte.

.analyte.

BLCA

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2 .amount :

394

.aliquot

.aliquot.

.aliquot.

.aliquot.

.analyte.2.analyte_type:
NA's

.2.analyte_type_id:

2.concentration:

2.gel_image_file:

.qu

SC

VC

2.dna.normal_tumor_ge

2.dna.pcr_amplificati

2.is_derived_from_ ffg



BLCA

no NA's
18 394

patient.samples.sample.3.portions.portion.

mirvana (allprep dna) rna
11

patient.samples.sample.3.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.
1.100 1.300 1.400 1.389 1.465

patient.samples.sample.3.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.
7.000 7.300 7.400 7.718 8.200

patient.samples.sample.3.portions.portion.

uv spec NA's
11 401

patient.samples.sample.3.portions.portion.

1 2 3 NA's
12 1 1 398

patient.samples.sample.3.portions.portion.

Min. 1st Qu. Median Mean

patient.samples.sample.3.portions.portion.

8 NA's
11 401

patient.samples.sample.3.portions.portion.

0.5 NA's
11 401

patient.samples.sample.3.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.
6.00 15.50 21.00 17.91 22.00

patient.samples.sample.3.portions.portion.

no NA's
11 401

patient.samples.sample.3.portions.portion.

Min. 1st Qu. Median Mean 3rd Qu.
4.000 5.500 8.000 7.636 9.000

patient.samples.sample.3.portions.portion.

3 6 11 12 NA's
1 6 2 2 401

analytes.analyte.

repli-g
7

analytes.analyte.

Max. NA's
1.700 401

analytes.analyte.

Max. NA's
9.000 401

analytes.analyte.

analytes.analyte.

analytes.analyte.
3rd Qu. Max.
108433932 113390993 118956637 125654040 136838008 153887522

analytes.analyte.3

analytes.analyte.

analytes.analyte.

Max. NA's
24.00 401

analytes.analyte.

analytes.analyte.

Max NA's

12.000 401

analytes.analyte.
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.protocols.protocol.

NA's
394

.rna.ratio_28s_18s:

.rna.rinvalue:

.spectrophotometer_n

.subportion_sequence

.aliquots.aliquot.bi

NA's
401

.aliquots.aliquot.ce

.aliquots.aliquot.cc

.aliquots.aliquot.ds

.aliquots.aliquot.is

.aliquots.aliquot.mc

.aliquots.aliquot.pl
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patient.samples.sample.

40 NA's
11 401

patient.samples.sample.

23 NA's
11 401

patient.samples.sample.

80 NA's
11 401

patient.samples.sample.

2011 2012 2013 NA's
3 5 3 401

patient.samples.sample.

repli-g (giagen) dna
11

patient.samples.sample.

w NA's
11 401

patient.samples.sample.

yes NA's
11 401

patient.samples.sample.

yes NA's
11 401

patient.samples.sample.

https://sharedoc.nchri

patient.samples.sample
no NA's
11 401

patient.samples.sample
repli-g NA's
11 401

patient.samples.sample

3.portions

3.portions

3.portions

3.portions

3.portions

3.portions

3.portions

3.portions

.portion.

.portion.

.portion.

.portion.

.portion.

NA's
401

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

3.portions.portion.analytes

.org/tcga-bcr/default.aspx

11
NA's
401

.3.portions.portion.analytes

.3.portions.portion.analytes

.3.portions.portion.analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BLCA

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot

.aliquot.

.aliquot.

.aliquot.

.analyte_type:

.analyte_type_id:

.gel_image_file:

.qu

SC

VC

Y€

.dna.normal_tumor_ge

.dna.pcr_amplificati

.is_derived_from_ffy

.protocols.protocol.

.subportion_sequence



BLCA

1 3 NA's
10 1 401

137

patient.samples.sample.3.portions.portion.analytes.analyte.a260_a280_ratio:

1.93 1.95
1 1 1

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
1st Qu.
100489209 113396484 120403001 124468169 132271747 160339694

Min.

patient.samples.

1 8 NA's
3 15 394

patient.samples.

Min

. 1st Qu.
0.0700

0.0800

patient.samples.

Min

. 1st Qu.
6.0

12.0

patient.samples.

no NA's
18 394

patient.samples.

Min

. 1st Qu.
1.000

2.250

patient.
Min

. 1st Qu.
3.000

6.000

patient.
Min

. 1st Qu.
1.050

1.885

patient.samples.

23 NA's
18 394

patient.samples.

1st Qu.
26.00

Min.
6.67

patient.samples.

samples.

samples.

2 2.03 NA's

2 407

Median

Mean

3rd Qu.

sample.3.portions.portion.analytes

sample. 3.
Median
0.0800

sample. 3.
Median
25.5

sample. 3.

sample. 3.
Median
5.000

sample. 3.
Median
8.500

sample. 3.
Median
3.200

sample. 3.

sample. 3.
Median
40.00

sample. 3.

portions.portion.

Mean 3rd Qu.
0.0928 0.0800

portions.portion.

Mean 3rd Qu.
21.5 27.0

portions.portion.

portions.portion.

Mean 3rd Qu.
4.556 6.000

portions.portion.

Mean 3rd Qu.
8.278 11.000

portions.portion.

Mean 3rd Qu.
2.617 3.200

portions.portion.

portions.portion.

Mean 3rd Qu.
32.13 40.00

portions.portion.

analytes
Max

0.1800

analytes
Max.
31.0

analytes

analytes
Max.
9.000

analytes
Max

12.000

analytes
Max.
3.600

analytes

analytes
Max.
40.00

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

NA's
394

Max.

.analyte.aliquots.aliquot.

aliquots.
NA's
394

aliquots.
NA's
394

aliquots.

aliquots.
NA's
394

aliquots.
NA's
394

aliquots.
NA's
394

aliquots.

.aliquots.
NA's
394

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. CE€

. CC

S

.ImC

. SC

. VC

. Y€
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BLCA

2011 2012 2013 2014 NA's
6 5 6 1 394

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

case matched methylation control NA's
1 411

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
100487780 109702730 117830904 119877424 122971551 150754466 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

1 5 8 26 NA's
3 6 3 2 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0800 0.1400 0.1500 0.1414 0.1600 0.1700 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
12.00 18.75 27.00 23.79 29.25 31.00 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

no NA's
14 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.250 4.000 4.429 6.000 9.000 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
3.000 6.000 7.000 8.143 11.000 12.000 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.930 1.425 2.080 2.074 2.210 3.600 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

23 NA's
14 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

6.67 10 13 40 NA's
3 2 6 3 398

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

. CE€

. CC

S

.ImC

. SC

. VC

. Y€



BLCA

2011 2012 2013 NA's

6 5 3

patient.samples.

fppp NA's
2 410

patient.samples.

tcga NA's
2 410

patient.samples.

ffpe validation
2

patient.samples.
1st Qu.
100492185 117830909 122971497 122927704 132160690 132173115

Min.

398

sample. 3.

sample. 3.

sample. 3.

sample. 3.

portions.portion.

portions.portion.

portions.portion.

NA's
410

portions.portion.
Median

Mean

analytes

analytes

analytes

analytes
3rd Qu.

patient.samples.sample.3.portions.portion.analytes

5 8
4 2 3

patient.
Min

. 1st Qu.
0.0700

0.1400

patient.
Min

. 1st Qu.
12.00

12.00

patient.samples.

no NA's
9 403

patient.samples.

Min

. 1st Qu.
1.000

3.000

patient.
3 6 7
2 4 2

patient.
Min.
1.400

samples
1st Qu.
1.500

patient.

samples.

samples.

samples.

samples.

26 NA's

403

sample. 3.
Median
0.1500

sample. 3.
Median
14.00

sample. 3.

sample. 3.
Median
4.000

sample. 3.
11 NA's
1 403

.sample.3.

Median
1.700

sample. 3.

portions.portion.

Mean 3rd Qu.
0.1367 0.1600

portions.portion.

Mean 3rd Qu.
20.22 30.00

portions.portion.

portions.portion.

Mean 3rd Qu.
5.222 8.000

portions.portion.

portions.portion.

Mean 3rd Qu.
1.966 1.950

portions.portion.

analytes
Max

0.1700

analytes
Max.
31.00

analytes

analytes
Max.
9.000

analytes

analytes
Max.
4.270

analytes

.analyte

.analyte.

.analyte.

.analyte.

.analyte.

Max.

.analyte.

.analyte.

NA's
403

.analyte.

NA's
403

.analyte.

.analyte.

NA's
403

.analyte.

NA's
403

.analyte.

.aliquots.
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aliquots.aliquot.

aliquots.aliquot.

aliquots.aliquot.

aliquots.aliquot.

NA's
403

aliquots.aliquot.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

.ac

.ac

.bc

. C€

. CC

.da

S

.MC

.pl

. SC
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23 NA's
9 403

patient.samples.sample.3.portions
10 13 20 26.7 NA's
3 3 2 1 403

patient.samples.sample.3.portions
2011 2012 2013 NA's
2 5 2 403

patient.samples.sample.3.portions
fppp NA's
2 410

patient.samples.sample.3.portions
tcga NA's
2 410

patient.samples.sample.3.portions.portion.analytes.analyte.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

tcga-bl-a0c8-10a-01d-a273-01 tcga-bl-al3j-10a-01d-a273-01

1
NA's
410

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

1

.analyte.

.analyte.

.analyte.

.analyte.

BLCA

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

4a0f7adl1-73d5-460f-a3cb-7b8856eeac79 51e58d38-23bd-4426-9960-d2edb865falb

1
NA's
410
patient.samples.sample.3.portions.portion.
ffpe validation NA's
2 410
patient.samples.sample.3.portions.portion.
132158820 132158825 NA's
1 1 410
patient.samples.sample.3.portions.portion.
1 NA's
2 410
patient.samples.sample.3.portions.portion.
0.14 0.15 NA's
1 1 410
patient.samples.sample.3.portions.portion.
14 NA's
2 410
patient.samples.sample.3.portions.portion.

analytes

analytes

analytes

analytes

analytes

.analyte

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

aliquots.

aliquots.

aliquots.

aliquots.

.aliquots.

aliquots.

1

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. VC

. Y€

. ac

.ac

.bc

.bc

. C€

. CC

RS



BLCA

no NA's
2 410

patient.samples.sample.3.portions.portion.analytes
3 NA's
2 410

patient.samples.sample.3.portions.portion.analytes
7 NA's
2 410

patient.samples.sample.3.portions.portion.analytes
a273 NA's
2 410

patient.samples.sample.3.portions.portion.analytes
a c NA's
1 1 410

patient.samples.sample.3.portions.portion.analytes
0.94 1.01 NA's
1 1 410

patient.samples.sample.3.portions.portion.analytes
23 NA's
2 410

patient.samples.sample.3.portions.portion.analytes
6.7 NA's
2 410

patient.samples.sample.3.portions.portion.analytes
2013 NA's
2 410

patient.samples.sample.3.portions.portion.analytes.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

analyte.

tcga-bl-a0c8-10a-01d-a46w-08 tcga-bl-al3j-10a-01d-a46w-08

1
NA's
410

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

1
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aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

49a3a01dd-8cdc—-47£f6-9d09-87d4862fa071 c56a2abe-72ae-4e66-956a-c20c23cel2dc

1
NA's
410

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

132159825 132179160 NA's
1 1 410

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

1

.InC

.pl

.pl

.qu

. SC

. VC

.bc

.bc

. CE€
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8 NA's
2 410

patient.samples.

0.07 NA's
2 410

patient.samples.

3 NA's
2 410

patient.samples.

no NA's
2 410

patient.samples.

8 NA's
2 410

patient.samples.

8 11 NA's
1 1 410

patient.samples.

adow NA's
2 410

patient.samples.

a d NA's
1 1 410

patient.samples.

1.4 NA's
2 410

patient.samples.

23 NA's
2 410

patient.samples.

20 NA's
2 410

patient.samples.

2015 NA's
2 410

patient.samples.

fprpp NA's
1 411

patient.samples.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BLCA

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

addi

addi
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tcga NA's
1 411

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.bcr_
ffpe validation NA's
1 411

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.bios
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
100490636 113403678 122971349 127522269 148189549 160338062 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.cent
1 2 8 NA's
12 6 1 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.conc
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0300 0.1500 0.1500 0.1511 0.1700 0.1800 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.day_
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
1.00 12.00 24.00 19.53 27.00 30.00 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.is_c
no NA's
19 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.mont
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.500 4.000 4.526 6.000 9.000 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.plat
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
3.00 6.00 8.00 8.21 11.00 12.00 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.quar
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.600 1.010 1.140 1.297 1.650 2.210 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.sour
23 NA's
19 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.volt
6.7 10 13 20 NA's
12 2 4 1 393

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.year
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2011 2012 2013 2014 NA's

6 5 7

patient.samples.

Min.
4.84

1st Qu.
8.23

patient.samples.

dna NA's
19 393

patient.samples.

d NA's
19 393

patient.samples.

Min.
0.0500

1st Qu.
0.1500

patient.samples.

yes NA's
19 393

patient.samples.

yes NA's
19 393

patient.samples.
https://sharedoc.nchri

patient.samples.

no NA's
19 393

patient.samples.sample.3.portions
adna preparation type

patient.samples.sample.3.portions
uv spec

picogreen
14

patient.samples.sample.3.portions
3 NA's

1 2
12 1 1

1 393
sample. 3.
Median

15.01

sample. 3.

sample. 3.

sample. 3.
Median
0.1500

sample. 3.

sample. 3.

portions.portion.

Mean 3rd Qu.
16.27 18.00

portions.portion.

portions.portion.

portions.portion.

Mean 3rd Qu.
0.1521 0.1700

portions.portion.

portions.portion.

analytes
Max.
67.49

analytes

analytes

analytes
Max

0.1800

analytes

analytes

sample.3.portions.portion.analytes

sample. 3.

5

398

portions

18
NA's
393

NA's
393

.portion.

.org/tcga-bcr/default.aspx

19
NA's
393

analytes

.analyte.

NA's
393

.analyte.

.analyte.

.analyte.

NA's
393

.analyte.

.analyte.

.analyte.

.analyte.

BLCA

amount :

analyte_type:

analyte_type_id:

concentration:

dna.normal_tumor_genc

dna.pcr_amplification

gel_image_file:

is_derived_from_ ffpe:

.portion.analytes.analyte.protocols.protocol.ex
pre—-extracted dna received by tss

1

.portion.analytes.analyte.spectrophotometer_met

.portion.analytes.analyte.subportion_sequence:



BLCA

patient.samples.

Min. 1lst Qu.
5.00 10.50

patient.samples.

no NA's
19 393

patient.samples.

Min. 1lst Qu.
2.000 3.500

patient.samples.

Min. 1st Qu.
1.00 11.00

patient.samples.

1 2 NA's
17 2 393

patient.samples.

no NA's
15 397

patient.samples.

Min. 1lst Qu.
0.000 0.000

patient.samples.

sample. 3.
Median
15.00

sample. 3.

sample. 3.
Median
5.000

sample. 3.
Median

11.00

sample. 3.

sample. 3.

sample. 3.
Median
0.000

sample. 3.

0 1 2 NA's

11 2 2

patient.samples.

0 NA's
15 397

patient.samples.

0 1 3
9 3 2

patient.samples.

Min. 1lst Qu.
0.00 10.00

patient.samples.

Min. 1st Qu.

397

sample. 3.

sample. 3.
10 NA's
1 397

sample. 3.
Median
20.00

sample. 3.
Median

portions.portion
Mean 3rd Qu.
16.95 24.50

portions.portion

portions.portion
Mean 3rd Qu.
6.632 10.500

portions.portion
Mean 3rd Qu.
10.63 11.50

portions.portion.

portions.portion.

portions.portion.

Mean 3rd Qu.
8.467 9.000

portions.portion.

portions.portion.

portions.portion.

portions.portion.

Mean 3rd Qu.
42.27 100.00

portions.portion
Mean 3rd Qu.
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.day_of_creation:

Max. NA's
31.00 393
.is_ffpe:

.month_of creation:
Max. NA's

12.000 393

.portion_number:
Max. NA's
21.00 393

portion_sequence:

slides.slide.is_derived_from_ffpe:

slides.slide.percent_lymphocyte_infilt
Max NA's

65.000 397

slides.slide.percent_monocyte_infiltrs

slides.slide.percent_necrosis:

slides.slide.percent_neutrophil_infilt

slides.slide.percent_normal_cells:
Max NA's

100.00 397

.slides.slide.percent_stromal_cells:
Max. NA's



146 BLCA

0.00 0.00 80.00 57.73 90.00 100.00 397

patient.samples.sample.3.portions.portion.slides.slide.percent_tumor_cells:
0 NA's
15 397

patient.samples.sample.3.portions.portion.slides.slide.percent_tumor_nuclei:
0 NA's
15 397

patient.samples.sample.3.portions.portion.slides.slide.section_location:
top NA's
15 397

patient.samples.sample.3.portions.portion.weight:
30 200 NA's
15 3 394

patient.samples.sample.3.portions.portion.year_of_creation:
2010 2011 2012 2013 NA's
5 2 6 6 393

patient.samples.sample.3.sample_type:
blood derived normal solid tissue normal NA's
4 15 393

patient.samples.sample.3.sample_type_id:
10 11 NA's
4 15 393

patient.samples.sample.3.vial_number:
a NA's
19 393

patient.samples.sample.4.bcr_sample_barcode:
tcga-bl-al3i-1la tcga-bl-al3j-1lla NA's
1 1 410

patient.samples.sample.4.bcr_sample_uuid:
2a834a44-9490-4c60-b587-ebe890c3fb0a dd38£f3f6-5a39-41b7-b2ea-8917298e76d2
1 1
NA's
410

patient.samples.sample.4.days_to_collection:
127 246 NA's
1 1 410

patient.samples.sample.4.initial_weight:
500 NA's
1 411



BLCA 147

patient.samples.sample.4.is_ffpe:
no NA's
2 410

patient.samples.sample.4.oct_embedded:
false NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.2.a260_a280_ratio:
1.84 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
tcga-bl-al3j-11a-13r-allv-13 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
d9b6d719-68e5-4994-8b34-1bed9779751a NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
100491812 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
13 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
0.13 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
12 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
no NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
1 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
6 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.
alOv NA's
1 411
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patient.samples.sample.4.portions.portion.analytes.
f NA's
1 411

patient.samples.sample.4.portions.portion.analytes.
2.6 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.
23 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.
20 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.
2011 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

tcga-bl-al3i-1la-11w-ald4t-08 tcga-bl-al3j-11a-13r-allOu-07

1
NA's
410

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.

1

BLCA

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

c7290ba6-5d86-4ebd-9baa-£48c408ad3£f0 c808£209-8527-4105-819b-610508d9d3b3

1
NA's
410
patient.samples.sample.4.portions.portion.analytes.
97490957 100491734 NA's
1 1 410
patient.samples.sample.4.portions.portion.analytes.
7 8 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.
0.13 0.5 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.
3 12 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.
no NA's
2 410

analyte.

analyte.

analyte.

analyte.

analyte.

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2.aliquots

1

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

bc

bc

bi

ce

CC

da

is



BLCA

patient.samples.
1 5 NA's
1 1 410

patient.samples.
6 10 NA's
1 1 410

patient.samples.
alOu al4dt NA's

1 1 410
patient.samples.

e f NA's

1 1 410
patient.samples.
3.47 40 NA's

1 1 410

patient.samples.
23 NA's

2 410
patient.samples.
26.7 80 NA's

1 1 410
patient.samples.
2011 NA's

2 410

patient.samples.
13.01 NA's
1 411

patient.samples.
repli-g (giagen)

patient.samples.
r w NA's
1 1 410

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

dna
1

sample.

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

rna

.portion.analytes

patient.samples.sample.4.portions.portion.analytes
tcga-bl-al3i-1la-11lw tcga-bl-al3j-1la-13r

patient.samples.sample.4.portions.portion.analytes.analyte.2.bcr_analyte_uuid:

1

1

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.
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.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.amount:

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot

.analyte.2.analyte_type:
NA's
410

.analyte.2.analyte_type_id:

2e654640-37£5-4d0e-a221-d027a27317el a4338e9e-9d1e-4b97-8911-049681bf6d54

1

NA's

1

mc

Pl

gu

SC

VC

. Y€

.analyte.2.bcr_analyte_barcode
NA's
410



150

patient.samples.sample.

0.13 NA's
1 411

patient.samples.sample.

yes NA's
1 411

patient.samples.sample.

yes NA's
1 411

patient.samples.sample.

https://sharedoc.nchri

patient.samples.sample
no NA's
2 410

410

4.portions.portion.analytes

4.portions.portion.analytes

4 .portions.portion.analytes

4.portions.portion.analytes
.org/tcga-bcr/default.aspx
2
NA's
410

.4.portions.portion.analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

patient.samples.sample.4.portions

mirvana

patient.samples.

1.1 NA's
1 411

patient.samples.

6.8 NA's
1 411

patient.samples.

uv spec NA's
1 411

patient.samples.

1 3 NA's
1 1 410

(allprep dna)

sample

sample

sample

sample

patient.samples.sample.4.portions
tcga-bl-al3j-11a-13w-al2w-08

.4.portions.portion.analytes.analyte.
.4.portions.portion.analytes.analyte.
.4.portions.portion.analytes.analyte.
.portion.analytes.analyte.

NA's

1 411
analytes.analyte.

patient.samples.sample.4.portions.portion.
b8033al13-4878-43a5-84b9-a20341lac4cac

1

.portion.analytes.analyte.
rna repli-g
1 1
.4.portions.portion.analytes.analyte.

BLCA

.concentration:

.dna.normal_tumor_ge

.dna.pcr_amplificati

.gel_image_file:

.is_derived_from_ffg

.protocols.protocol.

NA's
410

.rna.ratio_28s_18s:

.rna.rinvalue:

.spectrophotometer_n

.subportion_sequence

.aliquots.aliquot.bc

.aliquots.aliquot.bc

NA's
411



BLCA

patient.samples.sample.

108433955 NA's
1 411

patient.samples.sample.

8 NA's
1 411

patient.samples.sample.

0.5 NA's
1 411

patient.samples.sample.

6 NA's
1 411

patient.samples.sample.

no NA's
1 411

patient.samples.sample.

4 NA's
1 411

patient.samples.sample.

12 NA's
1 411

patient.samples.sample.

al2w NA's
1 411

patient.samples.sample.

f NA's
1 411

patient.samples.sample.

40 NA's
1 411

patient.samples.sample.

23 NA's
1 411

patient.samples.sample.

80 NA's
1 411

patient.samples.sample.

2011 NA's
1 411

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.
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.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

bi

ce

CC

da

is

mcC

Pl

Pl

qu

SC

VC

ye
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patient.samples.sample.4.portions.portion.

repli-g (giagen)

dna
1

NA's
411

patient.samples.sample.4.portions.portion.

w NA's
1 411

patient.samples.sample.4.portions.portion.
tcga-bl-al3j-1lla-13w

1

NA's
411

patient.samples.sample.4.portions.portion.
17c49281-bcfa-4708-b3b6-adb20efd9687

patient.samples.

yes NA's
1 411

patient.samples.
yes NA's
1 411

patient.samples.

sample

sample

sample

https://sharedoc.nchri

patient.samples.
no NA's

1 411
patient.samples.
repli-g NA's

1 411
patient.samples.

3 NA's

1 411

patient.samples.
1.94 1.98 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.

sample.

sample.

sample.

sample.

1

.4.portions.portion.

.4.portions.portion.

.4.portions.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.org/tcga-bcr/default.aspx

4.portions.portion.

4.portions.portion.

4 .portions.portion.

4 .portions.portion.

1
NA's
411

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

tcga-bl-al3i-11a-11d-al3v-01 tcga-bl-al3j-11a-13d-al0s-08

1
NA's
410

1

BLCA

3.analyte_type:

3.analyte_type_id:

.3.bcr_analyte_barcode

3.bcr_analyte_uuid:
NA's
411

3.dna.normal_tumor_ge

3.dna.pcr_amplificati

3.gel_image_file:

3.is_derived_from_ffg

3.protocols.protocol.

.3.subportion_sequence

a260_a280_ratio:

aliquots.aliquot.2.bc



BLCA

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

153

3eb2afl4-5a2f-47aa-a421-c70913ab0bd6 7£26857a-3586-4bce—-aa3b-97cc3ad407cl4

1
NA's
410
patient.samples.sample.4.portions.portion.analytes
100489208 108474278 NA's
1 1 410
patient.samples.sample.4.portions.portion.analytes
1 8 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes
0.07 0.16 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes
12 30 NA's

1 1 410
patient.samples.sample.4.portions.portion.analytes
no NA's
2 410
patient.samples.sample.4.portions.portion.analytes
1 3 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes
10 12 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes
alOs al3v NA's

1 1 410
patient.samples.sample.4.portions.portion.analytes

e f NA's

1 1 410

patient.samples.sample.4.portions.portion.analytes
1.07 1.82 NA's

1 1 410
patient.samples.sample.4.portions.portion.analytes
23 NA's
2 410

patient.samples.sample.4.portions.portion.analytes
6.67 26 NA's

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

1

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. C€

. CC

.da

S

.MC

.pl

.pl

. SC

. VC



154

BLCA

1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

2011 NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

tcga-bl-al3i-11a-11d-al3w-08 tcga-bl-al3j-11a-13d-all0t-01
1 1

NA's

410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

5ele29%9aa-bfl11-4297-9681-e883ca7558d3 c71b3462-c2af-433e-9962-3e1a9%a718b03
1 1

NA's

410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

100488982 108474566 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

1 8 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

0.08 0.14 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

12 30 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

no NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

1 3 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

10 12 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

alOt al3w NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.

e f NA's

. Y€

.bc

.bc

. C€

. CC

.da

Lis

.mC

.pl

.pl

.pl



BLCA

1 1 410

patient.samples.

0.93 3.2 NA's
1 1 410

patient.samples.

23 NA's
2 410

patient.samples.

6.67 40 NA's
1 1 410

patient.samples.

2011 NA's
2 410

sample

sample

sample

sample

.4.portions

.4.portions

.4.portions

.4.portions

patient.samples.sample.4.portions
tcga-bl-al3j-11a-13d-al0w-05

1

.portion.

.portion.

.portion.

.portion.

.portion.

patient.samples.sample.4.portions.portion.
e97d7£8c-b9c4-4a21-99bb-508cal7d7dc7

patient.samples.
NA's

100492196
1

patient.samples.

5 NA's
1 411

patient.samples.

0.14 NA's
1 411

patient.samples.

12 NA's
1 411

patient.samples.

no NA's
1 411

patient.samples.

1 NA's
1 411

patient.samples.

6 NA's

sample

411

sample.

sample.

sample.

sample.

sample.

sample.

.4.portions

4 .portions

4 .portions

4 .portions

4 .portions

4 .portions

4 .portions

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

NA's
411

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.
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aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

NA's
411

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. SC

. VC

. Y€

.bc

.bc

. CE

. CC

.da

.1s

.IncC
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1 411

patient.samples.sample.

alOw NA's
1 411

patient.samples.sample.

f NA's
1 411

patient.samples.sample.

3.74 NA's
1 411

patient.samples.sample.

23 NA's
1 411

patient.samples.sample.

26.7 NA's
1 411

patient.samples.sample.

2011 NA's
1 411

patient.samples.sample.4.portions.portion.analytes.analyte.

.portions.portion.

.portions.portion.

.portions.portion.

.portions.portion.

.portions.portion.

.portions.portion.

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

tcga-bl-al3i-11a-11d-al3u-02 tcga-bl-al3j-11a-13d-al0r-02

1

NA's

410

1

BLCA

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot
325dc686-e598-42c6-b2e7-3ael9%leadf9 9b4ffd23-8b53-4dfc-a98e-e4c70£7680£0

patient.samples.sample.

100490635 108474470
1 1

patient.samples.sample.

2 NA's
2 410

patient.samples.sample.

0.14 0.16 NA's
1 1 410

patient.samples.sample.

12 30 NA's

1
NA's
410
.portions.portion.
NA's
410

.portions.portion.

.portions.portion.

.portions.portion.

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

aliquots.

aliquots.

aliquots.

aliquots.

1

aliquot

aliquot

aliquot

aliquot

.bcr_

.bios

.cent

.conc

.day_
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1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.is_c
no NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.mont
1 3 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.plat
10 12 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.plat
alOr al3u NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.plat
e f NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.quar
1.82 2.08 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.sour
23 NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.volt
13 NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.year
2011 NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.amount:
9.8 13.33 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.analyte_type:
dna NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.analyte_type_id:
d NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.bcr_analyte_barcode:
tcga-bl-al3i-11a-11d tcga-bl-al3j-11la-13d NA's



158 BLCA

1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.bcr_analyte_uuid:
11815750-dad7-43d5-8474-4b8d427020b8 8b8d9cbf-a090-4fdl-aal6-e6b9fe2f403c
1 1
NA's
410

patient.samples.sample.4.portions.portion.analytes.analyte.concentration:
0.14 0.16 NA's
1 1 410

patient.samples.sample.4.portions.portion.analytes.analyte.dna.normal_tumor_genc
yes NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.dna.pcr_amplification
yes NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
2
NA's
410

patient.samples.sample.4.portions.portion.analytes.analyte.is_derived_from_ffpe:
no NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.protocols.protocol.ex
adna preparation type NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.spectrophotometer_met
uv spec NA's
2 410

patient.samples.sample.4.portions.portion.analytes.analyte.subportion_sequence:
1 3 NA's
1 1 410

patient.samples.sample.4.portions.portion.bcr_portion_barcode:
tcga-bl-al3i-11la-11 tcga-bl-al3j-11la-13 NA's
1 1 410

patient.samples.sample.4.portions.portion.bcr_portion_uuid:
76763975-cal07-4ab6-b884-90a451a5f9b8 £2202050-aa%9a-41b1-8b18-06a0e0£fb7600
1 1
NA's
410
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patient.samples.sample.4.portions.portion.day_of_creation:
3 NA's
2 410

patient.samples.sample.4.portions.portion.is_ffpe:
no NA's
2 410

patient.samples.sample.4.portions.portion.month_of_ creation:
12 NA's
2 410

patient.samples.sample.4.portions.portion.portion_number:
11 13 NA's
1 1 410

patient.samples.sample.4.portions.portion.portion_sequence:
1 NA's
2 410

patient.samples.sample.4.portions.portion.slides.slide.bcr_slide_barcode:
tcga-bl-al3i-11a-01-tsl tcga-bl-al3j-11la-01-tsl NA's
1 1 410

patient.samples.sample.4.portions.portion.slides.slide.bcr_slide_uuid:
02el153ec—-4497-4d52-a6bl-6b80e50ad426d 6f663daa-1b69-4f51-aleb5-fe61e026d700
1 1
NA's
410

patient.samples.sample.4.portions.portion.slides.slide.image_file_name:
tcga-bl-al3i-11a-01-tsl.6f663daa-1b69-4f51-ale5-fe61e026d700.svs
1
tcga-bl-al3j-11a-01-tsl1.02el153ec-4497-4d52-a6bl-6b80e50a426d.svs
1
NA's
410

patient.samples.sample.4.portions.portion.slides.slide.is_derived_from_ffpe:
no NA's
2 410

patient.samples.sample.4.portions.portion.slides.slide.percent_lymphocyte_infilt
1 2 NA's
1 1 410

patient.samples.sample.4.portions.portion.slides.slide.percent_monocyte_infiltrs
0 NA's
2 410

patient.samples.sample.4.portions.portion.slides.slide.percent_necrosis:
0 NA's
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2 410

patient.samples.

0 NA's
2 410

patient.samples.

3 70 NA's
1 1 410

patient.samples.

30 97 NA's
1 1 410

patient.samples.

0 NA's
2 410

patient.samples.

0 NA's
2 410

patient.samples.

top NA's
2 410

patient.samples.

30 NA's
2 410

patient.samples.

2010 NA's
2 410

patient.samples

.sample.

solid tissue normal

patient.samples
11 NA's
2 410

patient.samples
a NA's
2 410

patient.samples
Min. 1lst Qu.
14.0 135.0

2

.sample.

.sample.

sample.4.portions

sample.4.portions
sample.4.portions
sample.4.portions
sample.4.portions
sample.4.portions
sample.

.portions

sample.4.portions

.portion

.portion

.portion

.portion

.portion

.portion

.portion

.portion

.sample_type:

NA's
410

.sample_type_id:

.vial_number:

.slides.

.slides.

.slides.

.slides.

.slides.

.slides.

.weight:

slide.

slide.

slide

slide.

slide.

slide.

BLCA

percent_neutrophil_infilt

percent_normal_cells:

.percent_stromal_cells:

percent_tumor_cells:

percent_tumor_nuclei:

section_location:

.year_of_creation:

.sample.days_to_collection:

Median
297.0

Mean 3rd Qu.
896.6 1418.0

Max.
4919.0

NA's
19



BLCA
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patient.samples.sample.diagnostic_slides.ffpe_slide_uuid.10:
efdebcl0-7fe6-4a81-984a-9b0fb45bb7be

1

NA's
411

patient.samples.sample.diagnostic_slides.ffpe_slide_uuid.9:
175d6533-186b-4c62-95fc-6cddbdab4278 77e9e77b-0a41-4045-alee-19fec7259910

patient.samples.

Min.
6.0

1st Qu.
160.0

patient.samples.

no
412

patient.samples.

true
351

false
6l

patient.samples.

Min.
0.510

1st Qu.
1.820

patient.samples.

Min. 1st

1

NA's

410
sample.initial_weight:
Median Mean 3rd Qu.

310.0 398.7 550.0

sample.is_ffpe:

sample.oct_embedded:

sample.portions.portion.
Median Mean 3rd Qu.
1.860 1.853 1.890

sample.portions.portion.
Qu. Median Mean

97490568 122940102 150756720 144730551

patient.
7 13
192 220

samples

patient.
Min.
0.0800

samples
1st Qu.
0.1600

samples

patient.
i 1st Qu.

Min.

.sample.portions.portion.

.sample.portions.portion.
Median Mean 3rd Qu.
0.1700 0.1664 0.1700

.sample.portions.portion.
Median Mean 3rd Qu.

1

Max.
1830.0 1

analytes.analyte.2.a260_a280_ratio:
Max.
2.110

analytes.analyte.2.aliquots.
3rd Qu. Max.
164104797 167823161

analytes.analyte.2.aliquots.

analytes.analyte.2.aliquots.
Max.
0.1800

analytes.analyte.2.aliquots.
Max.

aliquot.

aliquot.

aliquot.

aliquot.

. C€

. CC

.da
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3.00 17.00
patient.
no
412

patient.
Min

. 1st Qu.
1.000

3.000

patient.
Min

. 1st Qu.
1.000

2.000

patient.
Min

. 1st Qu.
1.600

2.210

patient.
23
412

patient.samples.

13
169

20 26.7
220 23

patient.samples.

samples.

samples.

samples.

samples.

samples.

26.00 22.65

sample.portions

sample.portions
Median Mean
4.000 5.206

sample.portions
Median Mean
4.000 4.277

sample.portions
Median Mean
3.200 2.909

sample.portions

sample.portions

sample.portions

2010 2011 2012 2013 2014

2 56 95

patient.samples.

fppp NA's
3 409

patient.samples.

tcga NA's
3 409

patient.samples.

ffpe validation
3

patient.samples.

Min. 1st

100 159

sample.portions

sample.portions

sample.portions
NA's
409

sample.portions
Qu. Median

29.00

.portion.

.portion.
3rd Qu.
6.250

.portion.
3rd Qu.
6.000

.portion.
3rd Qu.
3.400

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.
Mean

132178536 145632009 148194505 152326188

patient.samples.sample.portions.portion.

7 13 NA's

31.00

analytes.analyte.

analytes.analyte.

Max.
12.000

analytes.analyte.

Max.
12.000

analytes.analyte.

Max.
4.540

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.2.
Max.
167812920 167812964

3rd Qu.

analytes.analyte.2.aliquots.aliquot.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

BLCA

aliquots.aliquot.

NA's
402

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

S

.mC

.pl

. SC

. VC

. Y€

. ac

.ac

. C€



BLCA

8 2 402

patient.samples.sample.portions
Min. 1lst Qu. Median Mean
0.1400 0.1600 0.1600 0.1610

patient.samples.sample.portions
2 9 14 NA's
3 4 3 402

patient.samples.sample.portions
no NA's

10 402
patient.samples.sample.portions

1 3 10 12 NA's

2 3 1 4 402
patient.samples.sample.portions

1 2 4 7 NA's

2 2 3 3 402

patient.samples.sample.portions
a2b5g a277 a32y ad466 NA's
2 3 1 4 402

patient.samples.sample.portions
Min. 1lst Qu. Median Mean
1.060 1.137 1.885 1.882

patient.samples.sample.portions
23 NA's
10 402

patient.samples.sample.portions
6.6 13 20 NA's
4 4 2 402

patient.samples.sample.portions
2013 2014 NA's
6 4 402

patient.samples.sample.portions
fppp NA's
3 409

patient.samples.sample.portions
tcga NA's
3 409

patient.samples.sample.portions

.portion.

3rd Qu.
0.1675

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

3rd Qu.
2.080

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes.
Max.
0.1800

analytes.

analytes.

analytes.

analytes.

analytes.

analytes.
Max.
3.200

analytes.

analytes.

analytes.

analytes.

analytes.

analytes.

analyte.

NA's
402

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

NA's
402

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

163

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. CC

.da

.1s

.InC

.pl

. SC

. VC

. Y€

. ac

.ac

.bc
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tcga-bl-al0c8-0la-11lr-a27d-13 tcga-bl-al3i-0la-11r-a27d-13

1 1
tcga-bl-al3j-0la-11r-a27d-13 NA's
1 409

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

BLCA

40160bdl-cd4f-4563-a4d6-5e6c88951f7e 50761798-77ec-4£5a-92bf-71b26d49b909

1
99566c9b-b078-463b-8760-354132483a51
1

patient.samples.sample.portions.portion.analytes.analyte.
ffpe validation NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.
132179167 132179176 132179191 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.
13 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.
0.14 0.15 0.16 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.
13 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.
no NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.
3 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.
7 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.
a27d NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.
f g h NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

1
NA's
409

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. CE€

. CC

.1s

.InC

.pl

.pl

.qu
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2.8 3 3.2 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

23 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

20 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

2013 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

tcga-bl-al0c8-0la-11lr-ad46x-36 tcga-bl-al3j-0la-1lr-ad46x-36
1 1

NA's

410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

7Tedlc27a-2632-4475-9fa3-68b837227784 eleb7a37-c452-4b85-872d-6c6999003741
1 1

NA's

410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

167814187 167814190 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

36 NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

0.14 0.15 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

26 NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

no NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

8 NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.2.aliquots.aliquot.

. SC

.VC

. Ce

. CC

.da

.1s

.MC

.pl
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2 5 NA's
1 1 410

patient.samples.

ado6x NA's
2 410

patient.samples.

e NA's
2 410

patient.samples.

0.7 0.75 NA's
1 1 410

patient.samples.

23 NA's
2 410

patient.samples.

5 NA's
2 410

patient.samples.

2015 NA's
2 410

patient.samples.
1st Qu.

Min.

sample.

sample.

sample.

sample.

sample.

sample.

portions

portions

portions

portions

portions

portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

sample.portions.portion.

Median

Mean

97490542 128958364 153879984 144316416

patient.
7 13
220 192

samples.

sample.portions.portion.

patient.
Min.
0.0800

patient.
Min.
3.00

patient.
no
412

patient.
Min.
1.000

samples.

1st Qu.
0.1600

samples.

1st Qu.
17.00

samples.

samples.

1st Qu.
3.000

sample.portions

Median Mean
0.1700 0.1664
sample.portions
Median Mean

26.00 22.65

sample.portions

sample.portions
Median Mean
4.000 5.206

.portion.

3rd Qu.
0.1700

.portion.

3rd Qu.
29.00

.portion.

.portion.

3rd Qu.
6.250

analytes.

analytes.

analytes.

analytes.

analytes.

analytes.

analytes.analyte
3rd Qu.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

BLCA

.2

164105853 167822585

analytes.analyte

analytes.
Max.
0.1800

analytes.
Max.
31.00

analytes.

analytes.
Max.
12.000

analyte.

analyte.

analyte.

analyte.

.2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

.aliquots.
Max.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot

aliquot

aliquot

aliquot

aliquot.

aliquot

.bios

.cent

.conc

.day_

is_c¢

.mont
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patient.
Min.
1.000

patient.
Min.
1.950

patient.
23
412

patient.
13
209

samples.

1st Qu.
2.000

samples.

1st Qu.
2.210

samples.

samples.
20 26.7
192

11

sample.portions.portion.
Median Mean 3rd Qu.
4.000 4.277 6.000

sample.portions.portion.
Median Mean 3rd Qu.
2.340 2.759 3.400

sample.portions.portion.

sample.portions.portion.

patient.samples.sample.portions.portion.
2010 2011 2012 2013 2014

2 56

patient.
Min.
7.31

patient.
rna
412

patient.
r
412

patient.
Min.
0.0800

95

samples.

1st Qu.
33.43

samples.

samples.

samples.

1st Qu.
0.1600

100 159

sample.portions.portion.
Median Mean 3rd Qu.
47.58 47.58 60.55

sample.portions.portion.

sample.portions.portion.

sample.portions.portion.
Median Mean 3rd Qu.
0.1700 0.1664 0.1700

analytes.
Max.
12.000

analytes.
Max.
4.540

analytes.

analytes.

analytes.

analytes.
Max.
129.49

analytes.

analytes.

analytes.
Max.
0.1800

patient.samples.sample.portions.portion.analytes.
https://sharedoc.nchri.org/tcga-bcr/default.aspx

412

patient.samples.sample.portions.portion.analytes.

no
412

patient.samples.sample.portions.portion.analytes.

mirvana

(allprep dna)

rna
412

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

.aliquots.

167

aliquot

aliquot

aliquot

.amount:

.analyte_type:

.analyte_type_id:

.concentration:

.gel_image_file:

aliquot.

aliquot.

.plat

.quan

Sour

volu

.year

.is_derived_from_ffpe:

.protocols.protocol.ex
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patient.
Min

. 1st Qu.
0.500

1.400

patient.
Min

. 1st Qu.
7.000

7.400

patient.
uv spec
412

patient.
1 2 NA's
336 66 10

patient.samples.
1st Qu.

Min.

samples.

samples.

samples.

samples.

sample.portions

Median Mean
1.600 1.612
sample.portions
Median Mean
8.000 8.088

sample.portions

sample.portions

sample.portions
Median

.portion.
3rd Qu.
1.800

.portion.
3rd Qu.
8.600

.portion.

.portion.

.portion.
Mean

97490609 122968438 150705214 144141240

patient.samples.

8 NA's
366 46

patient.samples.

0.5 NA's
366 46

patient.samples.

1st Qu.
8.00

Min.
1.00

patient.samples.

no NA's
366 46

patient.
Min

. 1st Qu.
1.000

5.000

patient.
Min

. 1st Qu.
1.000

2.000

patient.samples.

40 NA's
366 46

samples.

samples.

sample.portions

sample.portions

sample.portions
Median Mean
16.00 15.33

sample.portions

sample.portions
Median Mean
7.000 6.101
sample.portions
Median Mean
3.000 3.536

sample.portions

.portion.

.portion.

.portion.
3rd Qu.
22.00

.portion.

.portion.
3rd Qu.
7.000

.portion.

3rd Qu.
5.000

.portion.

analytes.
Max.
3.300

analytes.
Max.
10.000

analytes.

analytes.

analytes.
3rd Qu.

analyte.

analyte.

analyte.

analyte.

Max.

BLCA

167788667 167804056

analytes.analyte

analytes.

analytes.
Max

. NA's
30.00

46

analytes.

analytes.
Max

. NA's
12.000

46

analytes.
Max

. NA's
12.000

46

analytes.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

.3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

2.rna.rinvalue:

analyte.3.aliquots.aliquot
NA's
46

aliquot

aliquot

aliquot

aliquot.

aliquot

aliquot

aliquot

2.rna.ratio_28s_18s:

2 .spectrophotometer_met

2 .subportion_sequence:

.bios

.cent

.conc

.day_

is_c¢

.mont

.plat

.quan



BLCA

patient.samples.sample.

23 NA's
366 46

patient.samples.sample.

80 NA's
366 46

patient.samples.sample.

portions.portion.analytes.

portions.portion.analytes.

portions.portion.analytes.

2011 2012 2013 2014 NA's

53 84 75 154

patient.samples.sample.

dna
366

repli-g (giagen)

patient.samples.sample.

w NA's
366 46

patient.samples.sample.

yes NA's
366 46

patient.samples.sample.

yes NA's
366 46

patient.samples.sample.
.org/tcga-bcr/default.aspx

https://sharedoc.nchri

patient.samples.sample.
no NA's
366 46
patient.samples.sample.
repli-g NA's
366 46
patient.samples.sample.
1 2 NA's
297 59 56
patient.samples.sample.
Min. 1lst Qu. Median
1.64 1.90 1.94

46

portions.portion.analytes.
NA's
46

portions.portion.analytes.

portions.portion.analytes.

portions.portion.analytes.

portions.portion.analytes.

366
NA's
46

portions.portion.analytes.

portions.portion.analytes.

portions.portion.analytes.

portions.portion.
Mean 3rd Qu.
1.94 2.00

analytes.
Max.
2.28

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

NA's
374

169

3.aliquots.aliquot.sour

3.aliquots.aliquot.volu

3.aliquots.aliquot.year

3.analyte_type:

3.analyte_type_id:

3.dna.normal_tumor_genc

3.dna.pcr_amplification

3.gel_image_file:

3.is_derived_from_ffpe:

3.protocols.protocol.ex

3.subportion_sequence:

a260_a280_ratio:
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patient.samples.sample.portions.portion.

Min.

1st Qu.

Median

Mean

97486215 122850159 150757680 144635549

patient.
1 2
38 3

patient.
Min.
0.07000

patient.
Min.
3.00

patient.
no
412

patient.
Min.
1.000

patient.
Min.
1.000

patient.
Min.
0.940

patient.
23
412

patient.
Min.
6.67

samples.

8
371

samples.

1st Qu.
0.08000

samples.

1st Qu.
18.00

samples.

samples.

1st Qu.
3.000

samples.

1st Qu.
2.000

samples.

1st Qu.
2.800

samples.

samples.

1st Qu.
40.00

sample.portions.

sample.portions
Median Mean
0.08000 0.08641

sample.portions
Median Mean

26.00 22.56

sample.portions

sample.portions
Median Mean
4.000 4.852
sample.portions
Median Mean
3.000 3.558

sample.portions
Median Mean
3.200 2.894

sample.portions

sample.portions
Median Mean
40.00 36.31

patient.samples.sample.portions
2011 2012 2013 2014

59 9

4 89

170

patient.samples.sample.portions

portion.

.portion.

3rd Qu.
0.08000

.portion.

3rd Qu.
29.00

.portion.

.portion.

3rd Qu.
6.000
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3rd Qu.
5.000
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3rd Qu.
3.200
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.portion.

3rd Qu.
40.00
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analytes.analyte.
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BLCA

aliquots

164106237 174163001
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0.18000

analytes.analyte.

Max.
31.00
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12.000
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Min.

1st Qu.

Median

Mean

97486983 122849471 150754512 145355607

patient.
1 5 8
12 330 41

26
29

patient.
Min

. 1st Qu.
0.0700

0.1500

patient.
Min

. 1st Qu.
3.00

17.00

patient.
no
412

patient.
Min

. 1st Qu.
1.000

3.000

patient.
Min

. 1st Qu.
1.000

2.000

patient.
Min

. 1st Qu.
0.930

1.950

patient.
23
412

patient.samples.

6.67
12

10
29

13
330
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samples.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

sample.portions.

sample.portions
Median Mean
0.1500 0.1477
sample.portions
Median Mean

26.00 22.16

sample.portions

sample.portions

Median Mean
4.000 5.238
sample.portions
Median Mean
3.000 3.558

sample.portions
Median Mean
2.080 2.075

sample.portions

sample.portions
40
41

sample.portions

2011 2012 2013 2014

59 94 100
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.portion.
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3rd Qu.
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.portion.
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patient.samples.sample.portions.portion.

Min. 1st

Qu. Median

Mean

99039605 108476663 117830950 116222490

patient.samples.sample.portions.portion.

3rd Qu.
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Max.

164105277 174164653
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analytes.analyte.

Max.
0.1800
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2 5 26 NA's

5 82 48 277
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
0.1400 0.1500 0.1600 0.1573
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135 277
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1.000

1.000

patient.
Min
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58 7277
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2 410
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2 410

patient.samples.
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samples.
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Median Mean
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sample.portions
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analytes.
Max.
0.1800

analytes.
Max.
31.00

analytes.
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BLCA 173
ffpe validation NA's
2 410
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.bios
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
132158639 132160672 132268717 140437313 132268763 167811822 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.cent
5 8 9 NA's
6 4 3 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.conc
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0700 0.0800 0.0900 0.1162 0.1500 0.1700 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.day_
14 21 30 31 NA's
2 3 2 6 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.1is_c
no NA's
13 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.mont
1 3 7 NA's
5 2 6 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.plat
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
1.000 1.000 7.000 5.231 8.000 8.000 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.plat
az3d a2b5t a27l1 a4d6a NA's
6 2 2 3 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.quar
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.070 1.400 1.800 3.642 6.000 6.800 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.sour
23 NA's
13 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.volt
13.4 20 40 NA's
3 4 6 399
patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.5.year

2012 2013 2015 NA's
6 4 3 399



174 BLCA

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.addi
fppp NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.addi
tcga NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.bcr_
tcga-bl-al0c8-01la-11d-a273-01 tcga-bl-al3i-01a-11d-a276-05

1 1
tcga-bl-al3j-01a-11d-a271-08 NA's
1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.bcr_
2cff629b-29ce-43c5-a814-3965a80eaebc 93f66218-ccla-42be-9173-3fb50d£f3d9%7e

1 1
9c0ebb584-c£70-47cd-9902-83d3d5779b85 NA's
1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.bcr_
ffpe validation NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.bios
132158805 132160700 145675760 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.cent
1 5 8 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.conc
0.08 0.15 0.17 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.day_
13 14 NA's
1 2 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.1is_c
no NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.mont
3 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.plat
1 NA's
3 409



BLCA 175

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.plat
a271 a273 a276 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.plat
a b c NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.quar
1.01 1.14 1.6 NA's
1 1 1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.sour
23 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.volu
6.7 20 NA's
2 1 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.6.year
2013 NA's
3 409

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.7.addi
fppp NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.7.addi
tcga NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.7.bcr_
tcga-bl-a0c8-01a-11d-a276-05 tcga-bl-al3j-01a-11d-a273-01
1 1
NA's
410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.7.bcr_
008f75de-3e64-4887-9ec2-85e20ebbaa67 0b4defce-bfc9-419d-9017-075475306fb6
1 1
NA's
410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.7.bcr_
ffpe validation NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.7.bios
132158797 145675767 NA's
1 1 410
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patient.samples.
1 5 NA's
1 1 410

patient.samples.

0.15 0.17 NA's
1 1 410

patient.samples.

13 14 NA's
1 1 410

patient.samples.

no NA's
2 410

patient.samples.
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2 410

patient.samples.

1 NA's
2 410

patient.samples.

a273 a276 NA's

1 1 410
patient.samples.

a c NA's

1 1 410
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patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.addi
tcga NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.bcr
tcga-bl-al0c8-0la-11d-a46w-08 tcga-bl-al3j-0la-11d-a276-05
1 1
NA's
410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.bcr_
075acfe9-bf63-4904-8ba7-df3£f5bl9%ecde 76c0c40d-0ael-494e-96ac-0c043152£d68
1 1
NA's
410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.bcr_
ffpe validation NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.bios
132157308 145675719 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.cent
5 8 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.conc
0.09 0.15 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.day_
3 13 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.1is_c
no NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.mont
3 8 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.plat
1 10 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.plat
a276 adbw NA's
1 1 410



178 BLCA

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.plat
C g NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.quar
1.01 1.8 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.sour
23 NA's
2 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.volt
6.7 20 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.8.year
2013 2015 NA's
1 1 410

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.bcr_
tcga-bl-al3j-0la-11d-ad46w-08 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.bcr_
95694bd7-7201-4a6c-9ebd-1e456972cf76 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.bios
132159824 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.cent
8 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.conc
0.08 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.day_
3 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.is_c
no NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.mont
8 NA's
1 411
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patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.plat
8 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.plat
adé6w NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.plat
b NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.quar
1.6 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.sour
23 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.volu
20 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.9.year
2015 NA's
1 411

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.biospe
Min. 1st Qu. Median Mean 3rd Qu. Max.
97483773 122849369 150756336 144637894 164105181 174163672

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.center
1 2
362 50

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.concer
0.14 0.15 0.16 0.17 0.18
53 126 179 48 6

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.day_of
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.00 18.00 25.00 21.98 29.00 31.00

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.is_der
no
412

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.month_
Min. 1lst Qu. Median Mean 3rd Qu. Max.
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1.000 3.000 4.000 4.871
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
1.000 2.000 3.000 3.558
patient.samples.sample.portions
Min. 1st Qu. Median Mean
0.940 1.010 1.070 1.149
patient.samples.sample.portions
23
412
patient.samples.sample.portions
6.7 7 10 13
361 1 15 35
patient.samples.sample.portions
2011 2012 2013 2014
59 94 89 170
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
6.39 25.43 36.07 37.94
patient.samples.sample.portions
dna
412
patient.samples.sample.portions
d
412

patient.samples.sample.portions
0.14 0.15 0.16 0.17 0.18

53 126 179 48 6
patient.samples.sample.portions
yes
412
patient.samples.sample.portions
yes
412

patient.samples.sample
https://sharedoc.nchri

6.000

.portion.

3rd Qu.
5.000

.portion.

3rd Qu.
1.070

.portion.

.portion.

.portion.

.portion.

3rd Qu.
48.04

.portion.

.portion.

.portion.

.portion.

.portion.

12.000

analytes.
Max.
12.000

analytes.
Max.
2.340

analytes.

analytes.

analytes.

analytes.
Max.
124.41

analytes.

analytes.

analytes.

analytes.

analytes.

.portions.portion.analytes.
.org/tcga-bcr/default.aspx

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

BLCA

aliquots.aliquot.plate_

aliquots.aliquot.quanti

aliquots.aliquot.source

aliquots.aliquot.volume

aliquots.aliquot.year_c
amount:

analyte_type:

analyte_type_id:

concentration:

dna.normal_tumor_genoty

dna.pcr_amplification_s

gel_image_file:



BLCA

patient.samples.

no
412

patient.samples.

sample.portions

sample.portions

adna preparation type

412
patient.samples.sample.portions
picogreen uv spec

374 38
patient.samples.sample.portions
1 2 NA's
336 66 10
patient.samples.sample.portions
Min. 1st Qu. Median Mean
1.00 7.00 14.00 14.63
patient.samples.sample.portions
no
412
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
1.000 3.000 4.000 5.238
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
11.00 11.00 11.00 13.64
patient.samples.sample.portions
Min. 1st Qu. Median Mean
1.000 1.000 1.000 1.284

patient.samples.

no NA's
13 399

patient.samples.

1st Qu.
1.000

Min.
0.000

patient.samples.

sample.portions

sample.portions
Median Mean
3.000 3.308

sample.portions

.portion.

.portion.

.portion.

.portion.

.portion.

3rd Qu.
22.00

.portion.

.portion.

3rd Qu.
8.000

.portion.

3rd Qu.
12.00

.portion.

3rd Qu.
1.000

.portion.

.portion.

3rd Qu.
4.000

.portion.
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412
analytes.analyte.is_derived_from_ffpe:

analytes.analyte.protocols.protocol.expe

analytes.analyte.spectrophotometer_methc

analytes.analyte.subportion_sequence:

day_of_creation:
Max.
31.00

is_ffpe:

month_of_creation:

Max.
12.000

portion_number:
Max.
52.00

portion_sequence:

NA's
141

Max.
5.000

slides.slide.2.is_derived_from_ffpe:

slides.slide.2.percent_lymphocyte_infilt
Max. NA's
10.000 399

slides.slide.2.percent_monocyte_infiltra
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0
11

patient.

Min.
0.000

patient.

Min.
0.000

patient.

Min.
0.000

patient.

Min.
0.00

patient.

Min.
48.00

patient.

Min.
55.00

patient.

bottom
1

patient.

no
412

patient.

Min.
0.00

patient.

Min.
0.0000

patient.

Min.
0.000

patient.

Min.

1 NA's
2 399

samples.

1st Qu.
1.000

samples.

1st Qu.
0.000

samples.

1st Qu.
0.000

samples.

1st Qu.
2.00
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patient.samples.sample.portions.shipment_portion.shipment_portion_month_of_shipn
1 7 11 NA's
54 217 73 68

patient.samples.sample.portions.shipment_portion.shipment_portion_year_of_shipme
2012 2014 NA's
127 217 68

patient.samples.sample.sample_type:
primary tumor
412

patient.samples.sample.sample_type_id:
1
412

patient.samples.sample.vial_number:

a b
409 3
batchID:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
86.0 139.0 199.0 186.5 235.0 249.0 281
studyName:
Bladder NA's
131 281

AdditionalSurgeryForNewTumorEventLocoReg:
No Yes NA's
6 2 404

AddtlTreatmentNewTumorEventPharmaceuticalTherapy:
No Yes NA's
3 5 404

AddtlTreatmentNewTumorEventRadiationTherapy:
No Yes NA's
4 4 404

AdjuvantPostOperativePharmaceuticalTherapy:
No Unknown Yes NA's
19 11 19 363

AdjuvantPostOperativeRadiationTherapy:
No Unknown Yes NA's
37 11 1 363

Age.at.Diagnosis:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
34.38 60.35 68.85 68.49 76.46 87.98 281
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AgeAtOnsetOfTobaccoSmoking:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
9.00 15.00 20.00 21.39 25.00 53.00 355
CancerType3:
Colon Esophagus
1 1
Kidney-except Pelvis,Multiple Myeloma Rectum
1 1
NA's
408
CancerTyped:
Lung Bronchus,Melanoma NA's
1 411

Days.from.Diagnosis.to.Form.Completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
120.0 261.0 344.0 747.9 824.5 4740.0 281

Days.from.Diagnosis.to.New.Tumor.Event:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
84.0 143.0 244.0 353.7 547.0 991.0 403

Days.from.Diagnosis.to.New.Tumor.Event.Surgery:
167 991 NA's
1 1 410

Days.from.Diagnosis.to.Death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
11.0 152.8 258.5 351.1 548.2 1423.0 380

Year.of.Diagnosis:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1999 2009 2011 2010 2011 2012 281

Days.to.Follow.up:

Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
0.0 82.5 187.0 414.4 320.5 3989.0 313
DiagnosisSubtype:
Non-papillary Papillary NA's

88 41 283



186

Ethnicity:
Hispanic or Latino Not Evaluated Not Hispanic or Latino
2 1 117
NA's
292

ExtracapsularExtension:

No Unknown Yes NA's
22 9 21 360
Gender:
Female Male NA's
32 99 281
GleasonScore:
6 7 8 NA's
19 8 1 384
HistologicalSubtype:
Muscle invasive urothelial carcinoma (pT2 or above)
130
NA's
282

IfExtracapsularExtensionPresent:
Extensive Focal Unknown NA's
3 5 9 395

IncidentalProstateCancer:

No Unknown Yes NA's
77 3 28 304
LymphNodesExamined:

No Yes NA's
22 92 298

LymphovascularInvasion:
No Not mentioned in path report

22 8
Yes NA's
45 337

MethodOfInitialPathologicDiagnosis:

BLCA

Endoscopic biopsy Other (please specify)
15 21
Transurethral resection (TURBT) NA's
94 282
NeoAdjuvantTherapy:

No NA's
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131 281

NewTumorEventAfterInitialTreatment:

No Unknown Yes NA's
40 1 8 363
Nodes_Ex:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 8.00 14.00 18.45 26.00 85.00 313

NumberOfPackYearsSmoked:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.50 20.00 30.50 37.18 48.25 132.00 334

OccupationYearsWorked:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
20.00 25.00 40.00 35.44 40.00 49.00 403
OtherMetastaticSite:
ileocecum Lung NA's
1 1 410

OtherSiteOfNewTumorEvent:
Brain
1
pelvic mass with adherence to pelvic sidewall and sigmoid colon
1
pelvis
2
NA's
408

PathologicDistantSpread:
MO M1 MX NA's
77 4 49 282

PatientCompleteResponse:
No Yes NA's
4 2 406

PatientHaveHistoryOfBladderCancer:
No Unknown Yes NA's
34 1 12 365

PatientInductionCourse:
No Unknown Yes NA's
1 1 5 405

187
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PatientMaintenanceCourse:
No Unknown Yes NA's
2 1 4 405

PatientMonthsFromFirstBCG:
8 26 NA's
1 1 410

PatientReceivedBCGTreatment90Days:

No NA's
8 404
PatientTreated:
Bacillus Calmette-Guerin (BCG) Transurethral resection alone
6 3
NA's
403
Pos_Light_Micro:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 0.000 1.812 2.000 22.000 316
PrimarySiteOfDisease:
Bladder NA's
131 281
PriorTumor:
No Yes NA's
98 33 281
ProspectiveCollection:
No Yes NA's
42 89 281
PtHeightCm:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
147.0 166.5 175.0 172.9 180.4 196.0 305
PtWeightKg:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
48.00 70.00 81.00 84.98 92.05 292.00 302
Race:
Asian Black or African American Not Evaluated
8 6 1
White NA's

108 289
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Relative3:
Brother Sister NA's
3 1 408
Relatived:
Child NA's
1 411

RetrospectiveCollection:
No Yes NA's
89 42 281

SiteOfNewTumorEvent:

Liver Lung Lymph Node Only
1 2 2
Other (please specify) NA's
4 403
TumorGrade:
High Grade Low Grade Unknown NA's
124 6 1 281
TumorStage:
Stage I Stage II Stage IIT Stage IV NA's
1 37 44 45 285
TumorStatus:
Tumor Free Unknown With Tumor NA's
71 5 42 294

TypeOfNewTumorEvent:
Distant Metastasis Locoregional (Urothelial tumor event)

5 4
NA's
403
VitalStatus:
Deceased Living NA's
32 99 281
YearTobaccoSmokingCeased:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1950 1980 1995 1991 2008 2012 347

BRCA Breast invasive carcinoma
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Description

A document describing the TCGA cancer code

Details

> experiments ( BRCA )

ExperimentList class object of length 13:
[1] CNASeg-20160128: RaggedExperiment with 5298 rows and 38 columns
[2] CNASNP-20160128: RaggedExperiment with 1132786 rows and 2209 columns
[3] CNVSNP-20160128: RaggedExperiment with 284458 rows and 2199 columns
[4] GISTIC_AllByGene-20160128: SummarizedExperiment with 24776 rows and 1080 cc
[5] GISTIC_ThresholdedByGene-20160128: SummarizedExperiment with 24776 rows anc
[6] Methylation_methyl27-20160128: SummarizedExperiment with 27578 rows and 343
[7] Methylation_methyl450-20160128: SummarizedExperiment with 485577 rows and 8
[8] miRNASegGene—-20160128: SummarizedExperiment with 1046 rows and 849 columns
[9] mRNAArray-20160128: SummarizedExperiment with 17814 rows and 590 columns
[10] Mutation-20160128: RaggedExperiment with 90490 rows and 993 columns
[11] RNASeg2GeneNorm-20160128: SummarizedExperiment with 20501 rows and 1212 cc
[12] RNASegGene-20160128: SummarizedExperiment with 20502 rows and 878 columns
[13] RPPAArray-20160128: SummarizedExperiment with 226 rows and 937 columns

> rownames ( BRCA )

CharacterList of length 13

[["CNASeqg—-20160128"]] character (0)

[["CNASNP-20160128"]] character (0)

[["CNVSNP-20160128"]] character (0)

[["GISTIC_AllByGene-20160128"]] ACAP3 ACTRT2 ... WASIRI|ENSG00000185203.7
[["GISTIC_ThresholdedByGene-20160128"]] ACAP3 ... WASIRI1|ENSG00000185203.7
[["Methylation_methyl27-20160128"]1] cg00000292 cg00002426 ... cg27665659
[["Methylation_methy1450-20160128"]] cg00000029 cg00000108 ... rs9839873

[ ["miRNASegGene-20160128"]] hsa-let-7a-1 hsa-let-7a-2 ... hsa-mir-99b

[ ["mRNAArray-20160128"]] ELMO2 CREB3L1 RPS11 PNMAl ... SLC39A6 SNRPD2 AQP7 CTSC
[["Mutation-20160128"]] character (0)

<3 more elements>

> colnames ( BRCA )
CharacterList of length 13

[["CNASeg—-20160128"]] TCGA-A2-AOEU-01A-22D-A060-02
[["CNASNP-20160128"]] TCGA-3C-AAAU-01A-11D-A41E-01
[["CNVSNP-20160128"]] TCGA-3C-AAAU-01A-11D-A41E-01
[["GISTIC_AllByGene-20160128"]] TCGA-3C-AAAU-01A-11D-A41E-01
[["GISTIC_ThresholdedByGene-20160128"]] TCGA-3C-AAAU-01A-11D-A41E-01
[["Methylation_methyl27-20160128"]] TCGA-A1-A0SD-01A-11D-A112-05
[["Methylation_methyl450-20160128"]] TCGA-3C-AAAU-01A-11D-A41Q-05

[ ["miRNASegGene-20160128"]] TCGA-3C-AAAU-01A-11R-A41G-13

[ ["mRNAArray-20160128"]] TCGA-A1l-A0SD-01A-11R-A115-07
[["Mutation—-20160128"]] TCGA-A1-AOSB-01A-11D-A142-09

<3 more elements>

Sizes of each ExperimentList element:
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assay size.Mb

1 CNASeg-20160128 0.2 Mb
2 CNASNP-20160128 30.9 Mb
3 CNVSNP-20160128 8.2 Mb
4 GISTIC_AllByGene-20160128 4.4 Mb
5 GISTIC_ThresholdedByGene-20160128 4.4 Mb
6 Methylation_methyl27-20160128 4.4 Mb
7 Methylation_methyl450-20160128 67.5 Mb
8 miRNASegGene-20160128 0.1 Mb
9 mRNAArray—-20160128 1 Mb
10 Mutation-20160128 64.6 Mb
11 RNASeg2GeneNorm-20160128 1.2 Mb
12 RNASegGene-20160128 1.2 Mb
13 RPPAArray-20160128 0.1 Mb

Overall survival time-to-event summary (in years):

Call: survfit (formula = survival::Surv(colDat$days_to_death/365, colDat$vital_st
-1)

947 observations deleted due to missingness
n events median 0.95LCL 0.95UCL
151.00 151.00 3.48 2.83 4.50

years_to_birth:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
26.0 49.0 59.0 58.6 68.0 90.0 16

vital_status:
0 1 NA's
945 152 1

days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
116.0 700.5 1272.0 1644.7 2367.0 7455.0 947

days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-7 440 761 1183 1572 8605 153

tumor_tissue_site:
breast NA's
1097 1
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pathology_M_ stage:

cm0  (i+) mO0 ml mx NA's
6 906 22 163 1
gender:
female male NA's
1085 12 1

date_of_initial_pathologic_diagnosis:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1988 2007 2009 2008 2010 2013 3

days_to_last_known_alive:
735 2576 NA's
1 1 1096

radiation_therapy:

no yes NA's
446 556 96

number_of_lymph_nodes:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 1.000 2.363 2.000 35.000 169
race:
american indian or alaska native asian
1 61
black or african american white
183 757
NA's
96
ethnicity:
hispanic or latino not hispanic or latino NA's
39 884 175

admin.bcr:
nationwide children's hospital NA's
1097 1

admin.day_of_dcc_upload:
1 NA's
1097 1

admin.disease_code:
brca NA's
1097 1
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admin.month_of_dcc_upload:
10 NA's
1097 1

admin.patient_withdrawal.withdrawn:
false NA's
1097 1

admin.project_code:
tcga NA's
1097 1

admin.year_of_dcc_upload:
2015 NA's
1097 1

patient.additional_studies.additional_study.disease_code:
fppp NA's
5 1093

patient.additional_studies.additional_study.project_code:
tcga NA's
5 1093

patient.age_at_initial_pathologic_diagnosis:
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
26.00 49.00 58.00 58.46 67.00 90.00 1

patient.anatomic_neoplasm_subdivisions.anatomic_neoplasm_subdivision.5:
left 1left lower outer quadrant

4 1

right right lower outer quadrant

5 1
NA's
1087

patient.breast_cancer_surgery_margin_status:
close negative positive NA's
1 56 2 1039

patient.breast_carcinoma_estrogen_receptor_status:
indeterminate negative positive NA's
2 238 808 50
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patient.breast_carcinoma_immunohistochemistry_er_pos_finding_ scale:
3 point scale 4 point scale NA's
130 17 951

patient.breast_carcinoma_immunohistochemistry_progesterone_receptor_pos_finding_
3 point scale 4 point scale NA's
126 16 956

patient.breast_carcinoma_primary_surgical_procedure_name:

lumpectomy mastectomy nos
9 18
modified radical mastectomy other
14 14
NA's
1043

patient.breast_carcinoma_progesterone_receptor_status:
indeterminate negative positive NA's
4 344 699 51

patient.breast_carcinoma_surgical_procedure_name:
lumpectomy modified radical mastectomy

247 322

other simple mastectomy

272 200
NA's
57

patient.clinical_cgcf.consent_or_death_status:
consented deceased waiver NA's
1055 41 1 1

patient.clinical_cqgcf.days_to_consent:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-1452.00 0.00 15.00 84.77 34.00 6029.00 45

patient.clinical_cqgcf.days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
224 1034 1673 1799 2273 3959 1057

patient.clinical_cqgcf.history_of_ neoadjuvant_treatment:
no
1093
yes, pharmaceutical treatment prior to resection
3
NA's
2
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patient.clinical_cgcf.normal_tissue_anatomic_site:
breast other NA's
281 27 790

patient.clinical_cgcf.normal_tissue_proximity:
distal (>2cm) NA's
283 815

patient.clinical_cqgcf.tumor_type:
primary NA's
1097 1

patient.cytokeratin_immunohistochemistry_staining method_micrometastasis_indicat
no yes NA's
467 263 368

patient.day_of_form_completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 9.00 15.00 16.31 26.00 31.00 1

patient.days_to_birth:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-32873 -24869 -21560 -21587 -18028 -9706 16

patient.days_to_death:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
116.0 752.8 1409.0 1617.3 2384.0 4456.0 994

patient.days_to_initial_ pathologic_diagnosis:
0 NA's
1097 1

patient.days_to_last_followup:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-7.0 109.0 360.0 730.1 1034.0 7067.0 105

patient.distant_metastasis_present_ind2:
no yes NA's
381 12 705

patient.drugs.drug.10.bcr_drug_barcode:
tcga—-az2-alew-d59521 tcga-ao-al03n-d20931 tcga-e2-al07-dl17174 tcga-gm-a2da-d47223
1 1 1 1
NA's
1094

patient.drugs.drug.10.bcr_drug_uuid:

01259757-dd3d-4df9-9686-9cb07ae8al50 1b00197c-7£84-4429-80e9-471£087d8753
1 1

46e34570-da26-49e6-9564-cd69c9a%eceb b90£3a89-5cdc-406e-b9b8-c850c6c5dd76
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1
NA's
1094

patient.drugs.drug.1l0.day_of_form completion:
14 23 24 28 NA's
1 1 1 1 1094

patient.drugs.drug.1l0.days_to_drug_therapy_end:
151 1718 4435 NA's
1 1 1 1095

patient.drugs.drug.10.days_to_drug_therapy_start:
109 1425 1857 4347 NA's
1 1 1 1 1094

patient.drugs.drug.l10.drug_name:

cyclophosphamide denosumab megace vinorelbine
1 1 1 1

NA's

1094

patient.drugs.drug.10.measure_of_response:
clinical progressive disease NA's
2 1096

patient.drugs.drug.1l0.month_of_form_completion:
1 5 8 9 NA's
1 1 1 1 1094

patient.drugs.drug.l0.number_cycles:
4 16 NA's
1 1 1096

patient.drugs.drug.10.prescribed_dose:
25 1050 NA's
1 1 1096

patient.drugs.drug.10.prescribed_dose_units:
mg mg/m2 NA's
1 1 1096

patient.drugs.drug.1l0.regimen_indication:
adjuvant recurrence NA's
1 1 1096

patient.drugs.drug.1l0.regimen_number:
1 12 NA's
1 1 1096

patient.drugs.drug.1l0.route_of_administrations.route_of_administration:
intravenous (iv) NA's
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2 1096

patient.drugs.drug.1l0.therapy_ongoing:
no yes NA's
3 1 1094

patient.drugs.drug.10.therapy_types.therapy_type:
ancillary chemotherapy hormone therapy NA's
1 2 1 1094

patient.drugs.drug.l10.total_dose:
704 4200 NA's
1 1 1096

patient.drugs.drug.1l0.total_dose_units:
mg NA's
2 1096

patient.drugs.drug.10.tx_on_clinical_trial:
no NA's
2 1096

patient.drugs.drug.10.year_of_form_completion:
2011 2012 2013 2014 NA's
1 1 1 1 1094

patient.drugs.drug.ll.bcr_drug_barcode:
tcga—-az2-alew-d59522 tcga-ao-al03n-d20927 tcga-e2-al07-dl17823 tcga-gm-a2da-d47224
1 1 1 1
NA's
1094

patient.drugs.drug.ll.bcr_drug_uuid:
66bf0675-e5ac-453d-b319-3e0dce3cd4c2a b6bdb863-8723-4e39-981c-050bd35d2153

1 1
c89e1f88-a478-4697-9540-2ac63a295747 dc919671-3b3f-4a46-b89c-1b4bb7£356d1
1 1

NA's

1094

patient.drugs.drug.ll.day_of_form completion:
14 23 24 28 NA's
1 1 1 1 1094

patient.drugs.drug.ll.days_to_drug_therapy_end:
333 1722 1762 4494 NA's
1 1 1 1 1094

patient.drugs.drug.ll.days_to_drug_therapy_start:
249 1618 1699 4470 NA's
1 1 1 1 1094
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patient.drugs.drug.ll.drug_name:
bevacizumab tamoxifen tesetaxel xeloda NA's
1 1 1 1 1094

patient.drugs.drug.ll.measure_of_response:
clinical progressive disease NA's
2 1096

patient.drugs.drug.ll.month_of_ form completion:
1 5 8 9 NA's
1 1 1 1 1094

patient.drugs.drug.ll.number_cycles:
4 NA's
2 1096

patient.drugs.drug.ll.prescribed_dose:
27 1049 NA's
1 1 1096

patient.drugs.drug.ll.prescribed_dose_units:
mg mg/m2 NA's
1 1 1096

patient.drugs.drug.ll.regimen_indication:
adjuvant recurrence NA's
1 1 1096

patient.drugs.drug.ll.regimen_number:
3 9 NA's
1 1 1096

patient.drugs.drug.ll.route_of_administrations.route_of_administration:
intravenous (iv) oral NA's
1 1 1096

patient.drugs.drug.ll.therapy_ongoing:
no NA's
4 1094

patient.drugs.drug.ll.therapy_types.therapy_type:
chemotherapy hormone therapy NA's
3 1 1094

patient.drugs.drug.ll.total_dose:
230 4196 NA's
1 1 1096

patient.drugs.drug.ll.total_dose_units:
mg NA's
2 1096
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patient.drugs.drug.ll.tx_on_clinical_trial:
no yes NA's
1 1 1096

patient.drugs.drug.ll.year_of_ form completion:
2011 2012 2013 2014 NA's
1 1 1 1 1094

patient.drugs.drug.l2.bcr_drug_barcode:
tcga-a2-alew-d59523 tcga—-ao—-al03n-d20923 tcga-gm-a2da-d47225
1 1 1

patient.drugs.drug.1l2.bcr_drug_uuid:
105¢c9e04-6f4f-4bc9-98d4-c5e70d9%c254 9faaed5e-9014-4cd8-bbba-£327c60e65d7

1 1
d8b2fed7-8269-47d8-90dc-elal6e08e05f NA's
1 1095

patient.drugs.drug.l2.day_of_form completion:
14 23 24 NA's
1 1 1 1095

patient.drugs.drug.l2.days_to_drug_therapy_end:
1667 1787 4494 NA's
1 1 1 1095

patient.drugs.drug.l12.days_to_drug_therapy_start:
1639 1696 4470 NA's
1 1 1 1095

patient.drugs.drug.l2.drug_name:

doxorubicin liposome fulvestrant yondelis
1 1 1

NA's

1095

patient.drugs.drug.l2.measure_of_response:
clinical progressive disease NA's
2 1096

patient.drugs.drug.l2.month_of_ form completion:
1 5 8 NA's
1 1 1 1095

patient.drugs.drug.l2.number_cycles:
3 NA's
1 1097

patient.drugs.drug.l2.prescribed_dose:
250/5 NA's
1 1097

NA's
1095
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patient.drugs.drug.l2.prescribed_dose_units:
mg/ml NA's
1 1097

patient.drugs.drug.l2.regimen_indication:
recurrence NA's
1 1097

patient.drugs.drug.l2.regimen_number:
8 NA's
1 1097

patient.drugs.drug.l2.route_of_administrations.route_of_administration:
intramuscular (im) NA's
1 1097

patient.drugs.drug.l2.therapy_ongoing:
no NA's
3 1095

patient.drugs.drug.l2.therapy_types.therapy_type:
chemotherapy hormone therapy NA's
2 1 1095

patient.drugs.drug.l2.total_dose:
1500 NA's
1 1097

patient.drugs.drug.l2.total_dose_units:
mg NA's
1 1097

patient.drugs.drug.1l2.tx_on_clinical_trial:
no yes NA's
1 1 1096

patient.drugs.drug.l2.year_of_ form completion:
2012 2013 2014 NA's
1 1 1 1095

patient.drugs.drug.1l3.bcr_drug_barcode:
tcga-ao0-al03n-d20930 tcga-gm-a2da-d47228 NA's
1 1 1096

patient.drugs.drug.13.bcr_drug_uuid:
a7b8633b-19cd-4008-887d-77be720af867 c4226dfd-8e7a-4898-acd6-2e907£30dd99
1 1

NA's

1096

patient.drugs.drug.1l3.day_of_form completion:
23 24 NA's
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1 1 1096

patient.drugs.drug.l3.days_to_drug_therapy_end:
1842 4720 NA's
1 1 1096

patient.drugs.drug.13.days_to_drug_therapy_start:
1835 4515 NA's
1 1 1096

patient.drugs.drug.l13.drug_name:
gemcitabine xeloda NA's
1 1 1096

patient.drugs.drug.l3.measure_of_response:
stable disease NA's
1 1097

patient.drugs.drug.l3.month_of_ form_ completion:
1 8 NA's
1 1 1096

patient.drugs.drug.l13.number_cycles:
2 NA's
1 1097

patient.drugs.drug.l1l3.prescribed_dose:
800 NA's
1 1097

patient.drugs.drug.l3.prescribed_dose_units:
mg/m2 NA's
1 1097

patient.drugs.drug.l3.regimen_indication:
recurrence NA's
1 1097

patient.drugs.drug.13.regimen_number:
11 NA's
1 1097

patient.drugs.drug.1l3.route_of_administrations.route_of_administration:
intravenous (iv) NA's
1 1097

patient.drugs.drug.1l3.therapy_ongoing:
no NA's
2 1096

patient.drugs.drug.1l3.therapy_types.therapy_type:
chemotherapy NA's



202 BRCA

2 1096

patient.drugs.drug.l3.total_dose:
2800 NA's
1 1097

patient.drugs.drug.13.total_dose_units:
mg NA's
1 1097

patient.drugs.drug.13.tx_on_clinical_trial:
no NA's
1 1097

patient.drugs.drug.l3.year_of_ form completion:
2012 2013 NA's
1 1 1096

patient.drugs.drug.l4.bcr_drug_barcode:
tcga-gm-a2da-d47229 NA's
1 1097

patient.drugs.drug.l4.bcr_drug_uuid:
e41e7973-fe0f-4d97-a8db-69bfe8b0d08c NA's
1 1097

patient.drugs.drug.l4.day_of_form completion:
23 NA's
1 1097

patient.drugs.drug.l4.days_to_drug_therapy_end:
5015 NA's
1 1097

patient.drugs.drug.l4.days_to_drug_therapy_start:
4721 NA's
1 1097

patient.drugs.drug.l4.drug_name:
aromasin NA's
1 1097

patient.drugs.drug.l4.measure_of_response:
stable disease NA's
1 1097

patient.drugs.drug.l4.month_of_ form completion:
8 NA's
1 1097

patient.drugs.drug.l4.therapy_ongoing:
no NA's
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1 1097

patient.drugs.drug.
hormone therapy
1

patient.drugs.drug.
no NA's
1 1097

patient.drugs.drug.
2013 NA's
1 1097

patient.drugs.drug.
tcga-gm-a2da-d47230
1

patient.drugs.drug.
£f503b87e-a4£f9-4fa8-

patient.drugs.drug.
23 NA's
1 1097

patient.drugs.drug.
5455 NA's
1 1097

patient.drugs.drug.
5021 NA's
1 1097

patient.drugs.drug.
xeloda NA's
1 1097

patient.drugs.drug.
stable disease
1

patient.drugs.drug.
8 NA's
1 1097

patient.drugs.drug.
no NA's
1 1097

patient.drugs.drug.
chemotherapy

14 .therapy_types.therapy_type:

NA's
1097

14.tx_on_clinical_trial:

14.year_of_form_completion:

15.bcr_drug_barcode:
NA's
1097
15.bcr_drug_uuid:
9508-93b7658clfda
1

15.day_of_form_completion:

15.days_to_drug_therapy_end:

15.days_to_drug_therapy_start:

15.drug_name:

15.measure_of_response:
NA's
1097

15.month_of_form_completion:

15.therapy_ongoing:

15.therapy_types.therapy_type:

NA's
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NA's
1097



patient.drugs.drug.
no NA's
1 1097

patient.drugs.drug.
2013 NA's
1 1097

patient.drugs.drug.

tcga—-gm-az2da-d47231
1

patient.drugs.drug.

BRCA

1097

15.tx_on_clinical_trial:

15.year_of_form_completion:

16.bcr_drug_lbarcode:
NA's
1097

16.bcr_drug_uuid:

p9f6747c-a8e8-4dff-b2f£f-6378094£03el

patient.drugs.drug.
23 NA's
1 1097

patient.drugs.drug.
5678 NA's
1 1097

patient.drugs.drug.
5455 NA's
1 1097

patient.drugs.drug.
abraxane NA's
1 1097

patient.drugs.drug.
stable disease
1

patient.drugs.drug.
8 NA's
1 1097

patient.drugs.drug.
no NA's
1 1097

patient.drugs.drug.
chemotherapy
1

patient.drugs.drug.
no NA's

1

l16.day_of_form_completion:

16.days_to_drug_therapy_end:

16.days_to_drug_therapy_start:

16.drug_name:

l16.measure_of_response:
NA's
1097

16.month_of_form_completion:

16.therapy_ongoing:

l6.therapy_types.therapy_type:
NA's
1097

16.tx_on_clinical_trial:

NA's
1097
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1 1097

patient.drugs.drug.l6.year_of_ form_ completion:
2013 NA's
1 1097

patient.drugs.drug.17.bcr_drug_barcode:
tcga-gm-a2da-d47232 NA's
1 1097

patient.drugs.drug.l7.bcr_drug_uuid:
3411631a-3c34-4a06-a5e7-db6£f0ed49ca25 NA's
1 1097

patient.drugs.drug.l7.day_of_form completion:
23 NA's
1 1097

patient.drugs.drug.l7.days_to_drug_therapy_end:
5797 NA's
1 1097

patient.drugs.drug.17.days_to_drug_therapy_start:
5684 NA's
1 1097

patient.drugs.drug.l7.drug_name:
ixabepilone NA's
1 1097

patient.drugs.drug.l7.measure_of_response:
clinical progressive disease NA's
1 1097

patient.drugs.drug.l7.month_of_ form_completion:
8 NA's
1 1097

patient.drugs.drug.l7.therapy_ongoing:
no NA's
1 1097

patient.drugs.drug.l7.therapy_types.therapy_type:
chemotherapy NA's
1 1097

patient.drugs.drug.l7.tx_on_clinical_trial:
no NA's
1 1097

patient.drugs.drug.l7.year_of_form_completion:
2013 NA's
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1 1097

patient.drugs.drug.18.bcr_drug_barcode:
tcga-gm-a2da-d47234 NA's
1 1097

patient.drugs.drug.18.bcr_drug_uuid:
baelalfl-6edc-4e7e-ba5e-632c9f3e6aad
1

patient.drugs.drug.l1l8.day_of_form completion:
23 NA's
1 1097

patient.drugs.drug.l8.days_to_drug_therapy_end:
6028 NA's
1 1097

patient.drugs.drug.l1l8.days_to_drug_therapy_start:
5797 NA's
1 1097

patient.drugs.drug.18.drug_name:
herceptin NA's
1 1097

patient.drugs.drug.l8.measure_of_response:
stable disease NA's
1 1097

patient.drugs.drug.1l8.month_of_ form completion:
8 NA's
1 1097

patient.drugs.drug.18.therapy_ongoing:
no NA's
1 1097

patient.drugs.drug.l18.therapy_types.therapy_type:
immunotherapy NA's
1 1097

patient.drugs.drug.18.tx_on_clinical_trial:
no NA's
1 1097

patient.drugs.drug.l8.year_of_ form completion:
2013 NA's
1 1097

patient.drugs.drug.19.bcr_drug_barcode:
tcga-gm-a2da-d47236 NA's

NA's
1097
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1 1097

patient.drugs.drug.19.bcr_drug_uuid:
28b70e98-675a-4649-al171-1ccc398cfbof NA's
1 1097

patient.drugs.drug.19.day_of_form completion:
23 NA's
1 1097

patient.drugs.drug.l19.days_to_drug_therapy_end:
6029 NA's
1 1097

patient.drugs.drug.l9.days_to_drug_therapy_start:
5909 NA's
1 1097

patient.drugs.drug.19.drug_name:
tamoxifen NA's
1 1097

patient.drugs.drug.l19.measure_of_response:
clinical progressive disease NA's
1 1097

patient.drugs.drug.l19.month_of_form_completion:
8 NA's
1 1097

patient.drugs.drug.l9.therapy_ongoing:
no NA's
1 1097

patient.drugs.drug.l19.therapy_types.therapy_type:
hormone therapy NA's
1 1097

patient.drugs.drug.19.tx_on_clinical_trial:
no NA's
1 1097

patient.drugs.drug.l19.year_of_form_ completion:
2013 NA's
1 1097

patient.drugs.drug.2.clinical_trail_drug_classification:
n/a NA's
23 1075
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patient.drugs.drug.2.day_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.00 15.00 14.81 21.00 31.00 521

patient.drugs.drug.2.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-1386.0 113.5 154.0 236.7 205.0 3094.0 611

patient.drugs.drug.2.days_to_drug_therapy_start:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-1428.0 50.0 74.5 137.6 130.2 2422.0 554

patient.drugs.drug.2.measure_of_response:

clinical progressive disease complete response
5 162
partial response stable disease
4 7
NA's
920

patient.drugs.drug.2.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 7.000 6.768 11.000 12.000 521

patient.drugs.drug.2.number_cycles:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 4.00 4.00 5.63 5.00 174.00 871

patient.drugs.drug.2.route_of_administrations.route_of_administration:

intramuscular (im) intravenous (iv) oral subcutaneous (sc)
5 218 57 3

NA's

815

patient.drugs.drug.2.therapy_ongoing:
no yes NA's
514 56 528

patient.drugs.drug.2.therapy_types.therapy_type_notes:

ancillary bisphosphonate bisphosphonate therapy
1 2 1
NA's

1094
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patient.drugs.drug.2.tx_on_clinical_trial:
no yes NA's
250 20 828

patient.drugs.drug.2.year_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max . NA's
2010 2011 2012 2012 2013 2015 521

patient.drugs.drug.20.bcr_drug_barcode:
tcga-gm-az2da-d47237 NA's
1 1097

patient.drugs.drug.20.bcr_drug_uuid:
d2£15985-953a-4b07-b205-27967c46571d NA's
1 1097

patient.drugs.drug.20.day_of_form completion:
23 NA's
1 1097

patient.drugs.drug.20.days_to_drug_therapy_end:
6213 NA's
1 1097

patient.drugs.drug.20.days_to_drug_therapy_start:
6051 NA's
1 1097

patient.drugs.drug.20.drug_name:
xeloda NA's
1 1097

patient.drugs.drug.20.measure_of_response:
stable disease NA's
1 1097

patient.drugs.drug.20.month_of_ form_completion:
8 NA's
1 1097

patient.drugs.drug.20.therapy_ongoing:
no NA's
1 1097

patient.drugs.drug.20.therapy_types.therapy_type:
chemotherapy NA's
1 1097

patient.drugs.drug.20.tx_on_clinical_trial:
no NA's
1 1097
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patient.drugs.drug.20.year_of_form_completion:

2013 NA's
1 1097

patient.drugs.drug.21l
tcga-gm-az2da-d47238
1

patient.drugs.drug.21

.bcr_drug_barcode:

NA's
1097

.bcr_drug_uuid:

89719fba-e180-4f48-ae3b-75cbfbl27146

patient.drugs.drug.21
23 NA's
1 1097

patient.drugs.drug.21
6536 NA's
1 1097

patient.drugs.drug.21l
6051 NA's
1 1097

patient.drugs.drug.21
lapatinib NA's
1 1097

patient.drugs.drug.21
stable disease
1

patient.drugs.drug.21
8 NA's
1 1097

patient.drugs.drug.21l
no NA's
1 1097

patient.drugs.drug.21
chemotherapy
1

patient.drugs.drug.21
no NA's
1 1097

patient.drugs.drug.21
2013 NA's
1 1097

1

.day_of_form completion:

.days_to_drug_therapy_end:

.days_to_drug_therapy_start:

.drug_name:

.measure_of_response :

NA's
1097

.month_of_form_completion:

.therapy_ongoing:

.therapy_types.therapy_type:
NA's
1097

.tx_on_clinical_trial:

.year_of_form_completion:

NA's
1097
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patient.drugs

tcga-gm-a2da-d47240

patient.drugs
4cdd3f8e-eff0

patient.drugs
23 NA's
1 1097

patient.drugs
6422 NA's
1 1097

patient.drugs
6372 NA's
1 1097

patient.drugs
navelbine

1

patient.drugs

clinical progressive disease

patient.drugs
8 NA's
1 1097

patient.drugs
no NA's
1 1097

patient.drugs
chemotherapy
1

patient.drugs
no NA's
1 1097

patient.drugs
2013 NA's
1 1097

patient.drugs

tcga-gm-a2da-d47241

211

.drug.22.bcr_drug_barcode:
NA's
1 1097

.drug.22.bcr_drug_uuid:

-49¢c7-972e-40ae2cab2b77a

1

.drug.22.day_of_form completion:

.drug.22.days_to_drug_therapy_end:

.drug.22.days_to_drug_therapy_start:

.drug.22.drug_name:
NA's
1097
.drug.22.measure_of_response:
NA's
1 1097

.drug.22.month_of_ form completion:

.drug.22.therapy_ongoing:

.drug.22.therapy_types.therapy_type:
NA's
1097

.drug.22.tx_on_clinical_trial:

.drug.22.year_of_form_completion:

.drug.23.bcr_drug_barcode:
NA's
1 1097

NA's
1097
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patient.drugs.drug.23

BRCA

.bcr_drug_uuid:

eebdc3b3-bcfl-4629-9c08-8129305599b7

patient.drugs.drug.23
23 NA's
1 1097

patient.drugs.drug.23
6536 NA's
1 1097

patient.drugs.drug.23
6372 NA's
1 1097

patient.drugs.drug.23
herceptin NA's
1 1097

patient.drugs.drug.23
stable disease
1

patient.drugs.drug.23
8 NA's
1 1097

patient.drugs.drug.23
no NA's
1 1097

patient.drugs.drug.23
immunotherapy
1

patient.drugs.drug.23
no NA's
1 1097

patient.drugs.drug.23
2013 NA's
1 1097

1

.day_of_form_completion:

.days_to_drug_therapy_end:

.days_to_drug_therapy_start:

.drug_name:

.measure_of_response:
NA's
1097

.month_of_ form completion:

.therapy_ongoing:

.therapy_types.therapy_type:
NA's
1097

.tx_on_clinical_trial:

.year_of_form completion:

patient.drugs.drug.3.clinical_trail_drug_classification:
biological therapy/monoclonal antibody

1
taxol
1

NA's
1097

n/a
21
NA's
1075
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patient.drugs.drug.3.day_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.00 14.00 14.72 21.00 31.00 633
patient.drugs.drug.3.days_to_drug_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-45.0 128.0 168.0 229.5 221.0 2331.0 711
patient.drugs.drug.3.days_to_drug_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-49.00 59.75 98.00 144.28 164.25 1918.00 658
patient.drugs.drug.3.measure_of_response:
clinical progressive disease complete response
4 122
partial response stable disease
2 4
NA's
966
patient.drugs.drug.3.month_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 8.000 6.944 11.000 12.000 633
patient.drugs.drug.3.number_cycles:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 4.00 4.00 5.91 5.00 208.00 908
patient.drugs.drug.3.regimen_indication_notes:
cancer vaccine trial NA's
1 1097
patient.drugs.drug.3.route_of_administrations.route_of_administration:

intravenous (iv)

patient.

oral subcutaneous
188 57

drugs.drug.3.therapy_ongoing:

no yes NA's

400

patient.
aromatase inhibitor

patient.

63 635

(sc)

2

drugs.drug.3.therapy_types.therapy_type_notes:

bisphosphonate
1 2

drugs.drug.3.total_dose:

NA's
1095

NA's

851
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Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1 478 1381 2436 4143 10000 934

patient.drugs.drug.3.total_dose_units:
mg mg/day mg/m2 ug NA's
165 7 2 1 923

patient.drugs.drug.3.tx_on_clinical_trial:
no yes NA's
188 18 892

patient.drugs.drug.3.year_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2013 2015 633

patient.drugs.drug.4.clinical_trail_drug_classification:
n/a NA's
19 1079

patient.drugs.drug.4.day_of_ form_ completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.00 15.00 15.15 22.00 31.00 794

patient.drugs.drug.4.days_to_drug_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
45.0 143.0 189.0 333.1 280.5 2422.0 886

patient.drugs.drug.4.days_to_drug_therapy_start:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-1.0 78.5 142.0 213.3 231.0 2332.0 806

patient.drugs.drug.4.measure_of_response:

clinical progressive disease complete response
6 53
partial response stable disease
1 5
NA's
1033

patient.drugs.drug.4.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 8.000 7.023 11.000 12.000 794

patient.drugs.drug.4.regimen_indication_notes:
cancer vaccine trial neo—adjuvant NA's
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1 1 1096

patient.drugs.drug.4.route_of_administrations.route_of_administration:
intravenous (iv) oral subcutaneous (sc) NA's
118 45 1 934

patient.drugs.drug.4.therapy_ongoing:

no yes NA's
225 78 795

patient.drugs.drug.4.therapy_types.therapy_type_notes:

bisphosphonate

3

clinical trial - bisphosphonates as adjuvant therapy

2

phase iii clinical trial

2

NA's

1091

patient.drugs.drug.4.total_dose:

Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
1 457 1372 3110 3906 75200 990

patient.drugs.drug.4.total_dose_units:
mg mg/day mg/wk ug NA's
108 6 1 1 982

patient.drugs.drug.4.tx_on_clinical_trial:
no yes NA's
119 15 964

patient.drugs.drug.4.year_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2012 2015 794

patient.drugs.drug.5.clinical_trail_drug_classification:
n/a NA's
12 1086

patient.drugs.drug.5.day_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.00 13.00 13.97 20.00 31.00 961

patient.drugs.drug.5.days_to_drug_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
42.0 155.0 254.0 508.4 608.0 2881.0 1007
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patient.drugs.drug.5.days_to_drug_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.0 109.0 203.0 364.9 335.0 2853.0 969

patient.drugs.drug.5.measure_of_response:

clinical progressive disease complete response

6 16
partial response NA's
1 1075

patient.drugs.drug.5.month_of_form_completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 4.000 8.000 7.146 11.000 12.000 961

patient.drugs.drug.5.number_cycles:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 3.00 4.00 10.52 4.75 245.00 1048

patient.drugs.drug.5.regimen_indication:
adjuvant other: specify in notes

70 3
recurrence NA's
1 1021

patient.drugs.drug.5.regimen_indication_notes:
cancer vaccine trial
2
estrogen receptor antagonist in metastatic breast cancer
1
NA's
1095

patient.drugs.drug.5.route_of_administrations.route_of_administration:

intramuscular (im) intravenous (iv) oral
1 44 25

patient.drugs.drug.5.therapy_ongoing:
no yes NA's
98 39 961

patient.drugs.drug.5.therapy_types.therapy_type_notes:
biphosphonate bisphosphonate therapy
1 1

patient.drugs.drug.5.total_dose:
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.0 243.8 1500.0 15303.3 4332.0 571500.0

BRCA

progression

NA's
1096

NA's
1054

3

NA's
1028
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patient.drugs.drug.5.total_dose_units:
mg mg/day mg/wk ug NA's
41 2 1 2 1052

patient.drugs.drug.5.tx_on_clinical_trial:
no yes NA's
52 8 1038

patient.drugs.drug.5.year_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2012 2015 961

patient.drugs.drug.6.clinical_trail_drug_classification:
n/a NA's
5 1093

patient.drugs.drug.6.day_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 9.00 15.00 15.68 22.25 31.00 1030

patient.drugs.drug.6.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
22.0 181.2 432.5 605.2 793.2 3131.0 1052

patient.drugs.drug.6.days_to_drug_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
22.0 137.0 287.0 454.6 497.2 3061.0 1032

patient.drugs.drug.6.measure_of_response:

clinical progressive disease complete response
7 7

stable disease NA's

2 1082

patient.drugs.drug.6.month_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 4.000 8.000 6.941 9.000 12.000 1030

patient.drugs.drug.6.number_cycles:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.000 3.500 4.286 4.000 22.000 1084

patient.drugs.drug.6.regimen_indication:
adjuvant progression NA's
32 1 1065
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patient.drugs.drug.6.regimen_number:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.000 3.000 3.067 4.000 7.000 1068

patient.drugs.drug.6.route_of_administrations.route_of_administration:
intramuscular (im) intravenous (iv) oral NA's
3 16 14 1065

patient.drugs.drug.6.therapy_ongoing:
no yes NA's
49 19 1030

patient.drugs.drug.6.therapy_types.therapy_type_notes:
phase iii clinical trial NA's
1 1097

patient.drugs.drug.6.total_dose:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
20.0 386.2 2886.0 3037.8 4186.0 10037.0 1080

patient.drugs.drug.6.total_dose_units:
mg mg/day NA's
18 2 1078

patient.drugs.drug.6.tx_on_clinical_trial:
no yes NA's
30 5 1063

patient.drugs.drug.6.year_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2012 2015 1030

patient.drugs.drug.7.clinical_trail_drug_classification:
antimetabolite n/a NA's
1 1 1096

patient.drugs.drug.7.day_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 10.50 13.00 14.22 19.00 28.00 1071

patient.drugs.drug.7.days_to_drug_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
79.0 164.2 400.0 659.0 746.8 3131.0 1074

patient.drugs.drug.7.days_to_drug_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
29.0 78.0 208.0 562.4 577.0 3061.0 1071
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patient.drugs.drug.7.measure_of_response:

clinical progressive disease complete response
5 2

stable disease NA's

1 1090

patient.drugs.drug.7.month_of_form_ completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 4.500 8.000 6.815 9.000 12.000 1071

patient.drugs.drug.7.number_cycles:
1 3 4 15 NA's
2 1 6 1 1088

patient.drugs.drug.7.prescribed_dose:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.0 30.0 136.0 286.6 600.0 1000.0 1084

patient.drugs.drug.7.prescribed_dose_units:
mg mg/day mg/m2 mg/m2/day NA's
7 2 4 1 1084

patient.drugs.drug.7.regimen_indication:
adjuvant palliative progression NA's
14 1 1 1082

patient.drugs.drug.7.regimen_number:
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
1.000 1.000 2.000 2.786 4.750 6.000 1084

patient.drugs.drug.7.route_of_administrations.route_of_administration:
intravenous (iv) oral NA's
10 6 1082

patient.drugs.drug.7.therapy_ongoing:
no yes NA's
24 3 1071

patient.drugs.drug.7.therapy_types.therapy_type:
ancillary chemotherapy hormone therapy immunotherapy NA's
1 14 11 1 1071

patient.drugs.drug.7.total_dose:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
100.0 243.8 2092.0 2457.0 4675.0 5560.0 1088

patient.drugs.drug.7.total_dose_units:
mg mg/day NA's
9 1 1088

patient.drugs.drug.7.tx_on_clinical_trial:
no yes NA's
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9 2 1087

patient.drugs.drug.7.year_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2012 2015 1071

patient.drugs.drug.8.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2.00 14.00 16.00 17.33 23.00 28.00 1083

patient.drugs.drug.8.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
119.0 188.8 322.0 786.5 1032.5 3415.0 1086

patient.drugs.drug.8.days_to_drug_therapy_start:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
32.0 111.5 239.0 803.0 1099.0 3141.0 1083

patient.drugs.drug.8.measure_of_response:

clinical progressive disease stable disease
3 1

NA's

1094

patient.drugs.drug.8.month_of_form_ completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.0 4.5 5.0 6.2 8.5 12.0 1083

patient.drugs.drug.8.number_cycles:
2 3 4 6 NA's
2 2 2 1 1091

patient.drugs.drug.8.prescribed_dose:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.0 60.0 100.0 109.8 120.0 367.0 1089

patient.drugs.drug.8.prescribed_dose_units:
mg mg/day mg/m2 NA's
6 1 2 1089

patient.drugs.drug.8.regimen_indication:
adjuvant progression NA's
7 2 1089

patient.drugs.drug.8.regimen_number:
1 2 8 13 NA's
5 1 1 1 1090

patient.drugs.drug.8.route_of_administrations.route_of_administration:
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intravenous (iv) oral subcutaneous (sc) NA's
9 2 1 1089

patient.drugs.drug.8.therapy_ongoing:
no yes NA's
13 2 1083

patient.drugs.drug.8.therapy_types.therapy_type_notes:
bone metastases NA's
1 1097

patient.drugs.drug.8.total_dose:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
200.0 330.0 520.0 905.3 1377.5 2202.0 1091

patient.drugs.drug.8.total_dose_units:
mg NA's
7 1091

patient.drugs.drug.8.tx_on_clinical_trial:
no NA's
6 1092

patient.drugs.drug.8.year_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2012 2015 1083

patient.drugs.drug.9.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
12.0 14.0 16.0 18.3 23.0 28.0 1088

patient.drugs.drug.9.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
93.0 231.5 861.5 1244.4 1628.5 4307.0 1090

patient.drugs.drug.9.days_to_drug_therapy_start:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
32.0 189.2 725.0 1080.3 1702.0 3434.0 1088

patient.drugs.drug.9.measure_of_response:
clinical progressive disease NA's
3 1095

patient.drugs.drug.9.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 4.25 5.00 6.10 8.75 12.00 1088

patient.drugs.drug.9.number_cycles:
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2 12 NA's
2 1 1095

patient.drugs.drug.9.prescribed_dose:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1 4 70 59 80 140 1093

patient.drugs.drug.9.prescribed_dose_units:
mg mg/kg mg/m2 NA's
3 1 1 1093

patient.drugs.drug.9.regimen_indication:
adjuvant recurrence NA's
4 1 1093

patient.drugs.drug.9.regimen_number:
1 2 7 10 NA's
1 1 1 1 1094

patient.drugs.drug.9.route_of_administrations.route_of_administration:
intravenous (iv) oral NA's
4 1 1093

patient.drugs.drug.9.therapy_ongoing:
no yes NA's
8 2 1088

patient.drugs.drug.9.therapy_types.therapy_type:
ancillary chemotherapy hormone therapy immunotherapy NA's
1 4 4 1 1088

patient.drugs.drug.9.total_dose:
140 280 495 1680 NA's
1 1 1 1 1094

patient.drugs.drug.9.total_dose_units:
mg NA's
4 1094

patient.drugs.drug.9.tx_on_clinical_trial:
no NA's
5 1093

patient.drugs.drug.9.year_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2013 2015 1088

patient.drugs.drug.clinical_trail_ drug_classification:
n/a NA's
37 1061
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patient.drugs.drug.day_of_form_completion:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's

1.00 7.00 14.00 14.45 20.00 31.00 318
patient.drugs.drug.days_to_drug_therapy_end:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-1386.0 117.0 155.0 244.6 207.2 3349.0 582
patient.drugs.drug.days_to_drug_therapy_start:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-1428.0 49.0 74.0 120.1 126.0 3349.0 354

patient.drugs.drug.measure_of_response:

clinical progressive disease complete response

7 180
partial response stable disease
4 8
NA's
899
patient.drugs.drug.month_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 6.000 6.658 11.000 12.000 318
patient.drugs.drug.regimen_indication_notes:
given to induce menopause neoadjuvant NA's
1 1 1096
patient.drugs.drug.route_of_administrations.route_of_administration:
intramuscular (im) intravenous (iv) oral subcutaneous (sc)
3 235 171 1
NA's
688

patient.drugs.drug.

intravenous (iv)

1

patient.drugs.drug.

no
549

yes NA's
226 323

patient.drugs.drug.

hormone therapy

route_of_ administrations.route_of_ administration.2:
oral NA's
1 1096

therapy_ongoing:

therapy_types.therapy_type.2:
NA's
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2 1096

BRCA

patient.drugs.drug.therapy_types.therapy_type_notes:

bisphosphonate therapy given to induce menopause
1 1

NA's

1094

patient.drugs.drug.tx_on_clinical_trial:
no yes NA's
318 23 757

patient.drugs.drug.year_of_ form_ completion:
Min. 1st Qu. Median Mean 3rd Qu. Max.
2009 2011 2012 2012 2013 2015

patient.ethnicity:
hispanic or latino not hispanic or latino
39 884

patient.first_nonlymph_node_metastasis_anatomic_sit
bone liver lung other,
13 2 5

patient.first_nonlymph_node_metastasis_anatomic_sit
bone liver other, specify
3 4 1

patient.first_nonlymph_node_metastasis_anatomic_sit
liver NA's
2 1096

patient.first_nonlymph_node_metastasis_anatomic_sit
other, specify NA's
1 1097

phase iii clinical trial
2

NA's
318

NA's
175
es.first_nonlymph_node_metast
specify NA's
4 1074
es.first_nonlymph_node_metast
NA's
1090

es.first_nonlymph_node_metast

es.first_nonlymph_node_metast

patient.follow_ups.follow_up.2.additional_pharmaceutical_therapy:

no yes NA's
2 6 1090

patient.follow_ups.follow_up.2.additional_radiation_therapy:

no yes NA's
5 3 1090

patient.follow_ups.follow_up.2.additional_surgery_locoregional_procedure:

no yes NA's
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9 3 1086
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patient.follow_ups.follow_up.2.additional_surgery_metastatic_procedure:

no NA's
1 1097

patient.follow_ups.follow_up.2.day_of_form completion:

Min.
1.00

1st Qu.
8.00

Median
14.00

Mean 3rd Qu.
15.16

NA's
796

Max.

24.00 31.00

patient.follow_ups.follow_up.2.days_to_additional_surgery_metastatic_procedure:

295 798 1066 NA's
1 1 1 1095
patient.follow_ups.follow_up.2.days_to_death:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
385 759 1082 1966 2694 7455 1074
patient.follow_ups.follow_up.2.days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
217.0 879.5 1532.0 1792.0 2308.5 8605.0 831
patient.follow_ups.follow_up.2.days_to_new_tumor_event_after initial_ treatment:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
83.0 180.0 387.0 687.8 1066.0 1922.0 1085

patient.follow_ups
additional new

patient.follow_ups
40 NA's
1 1097

patient.follow_ups
4 NA's
1 1097

patient.follow_ups
no yes NA's
202 18 878

.follow_up.2.
tumor event
3

NA's

1045

.follow_up.2.

.follow_up.2.

.follow_up.2.

patient.follow_ups.follow_up.2.
0 1+ 2+ NA's
1 3 1 1093

patient.follow_ups.follow_up.2.
20-29

followup_case_report_form_ submission_reason:
scheduled follow-up submission
50

her2_neu_and_centromere_17_copy_number_metastatic

her2_neu_metastatic_breast_carcinoma_copy_analysi

lost_follow_up:

metastatic_breast_carcinoma_erbb2_ immunohistochen

metastatic_breast_carcinoma_estrogen_receptor_lev
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1 2 1095

patient.follow_ups.follow_up.
negative positive NA's
4 4 1090

patient.follow_ups.follow_up.
2.4 NA's
1 1097

patient.follow_ups.follow_up.
3 point scale NA's
1 1097

patient.follow_ups.follow_up.
<10
1 1 1096

patient.follow_ups.follow_up.
ratio >2.2 NA's
1 1097

patient.follow_ups.follow_up.
1.3 1.7 NA's
1 1 1096

patient.follow_ups.follow_up.
4+ NA's
1 1097

patient.follow_ups.follow_up.
4 point scale NA's
5 1093

patient.follow_ups.follow_up.
2+ NA's
1 1097

patient.follow_ups.follow_up.
4 point scale NA's
5 1093

patient.follow_ups.follow_up.2.

equivocal negative NA's
2 6 1090

patient.follow_ups.follow_up.2.

negative NA's
2 1096

patient.follow_ups.follow_up.2.

3 point scale NA's

BRCA

.metastatic_breast_carcinoma_estrogen_receptor_sta

.metastatic_breast_carcinoma_fluorescence_in_situ_

.metastatic_breast_carcinoma_her2_erbb_method_calc

.metastatic_breast_carcinoma_her2_ erbb_pos_finding

.metastatic_breast_carcinoma_her2_erbb_pos_finding

.metastatic_breast_carcinoma_her2_neu_chromosone_1

.metastatic_breast_carcinoma_immunohistochemistry_

.metastatic_breast_carcinoma_immunohistochemistry_

.metastatic_breast_carcinoma_immunohistochemistry_

.metastatic_breast_carcinoma_immunohistochemistry_

metastatic_breast_carcinoma_lab_proc_her2_neu_imn

metastatic_breast_carcinoma_lab_proc_her2_neu_in_

metastatic_breast_carcinoma_pos_finding_her2_erbk
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patient.follow_ups.follow_up.2.metastatic_breast_carcinoma_progesterone_receptor

10-19
1

1

1094

patient.follow_ups.follow_up.2.metastatic_breast_carcinoma_progesterone_receptor

negative positi
3

NA's
1090

ve
5

patient.follow_ups.follow_up.2.month_of_form completion:

1st Qu.
3.000

Min.
1.000

Median
5.000

Mean 3rd Qu.
5.858

Max.

10.000 12.000

NA's
796

patient.follow_ups.follow_up.2.new_neoplasm_event_type:

distant metastasis locoregional disease

8

NA's

1086
patient.follow_ups.follow_up.
lung, bone, liver, brain and

patient.follow_

no
42

yes NA's
12 1044

patient.follow_

no
1

yes NA's
3 1094

patient.follow_ups

no NA's
4 1094

ups.follow_up.

ups

.follow_up.

.follow_up.

patient.follow_ups.follow_up.

524
1

648
1

790
1

1673 NA's
1 1094

patient.follow_ups.follow_up.

1+ NA's
1 1097

patient.follow_ups.follow_up.

positive

1 10

NA's

97

2

new primary tumor

2

2.new_neoplasm_occurrence_anatomic_site_text:

breast

1

skin nodules
1

NA's

1096

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event_after_initial_ treatment:

.additional_phasa

.additional_rac

.days_to_new_tu

.metastatic_bre

.metastatic_bre
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patient.follow_ups.

3+ NA's
1 1097

patient.follow_ups.

3 point scale
1

patient.follow_ups.

2+ NA's
1 1097

patient.follow_ups.

3 point scale
1

patient.follow_ups.

NA's
1097

negative
1

patient.follow_ups.

NA's
1097

positive
1

patient.follow_ups

liver other,

2

patient.follow_ups

follow_up.

follow_up.
NA's
1097

follow_up.

follow_up.
NA's
1097

follow_up.

follow_up.

.follow_up.2.
specify
1

.follow_up.2.

.new_tumor_events

.new_tumor_events

.new_tumor_events.

.new_tumor_events

.new_tumor_events

.new_tumor_events

new_tumor_events
NA's
1095

new_tumor_events

distant metastasis locoregional recurrence

patient.follow_ups
omentum NA's
1 1097

patient.follow_ups.

no NA's
3 1095

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

672 NA's
1 1097

3

.follow_up.2.

follow_up.2.

follow_up.2.

follow_up.2.

follow_up.2.

1

new_tumor_events

new_tumor_events

new_tumor_events

new_tumor_events

new_tumor_events

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

BRCA

new_tumor_event.

.metastatic_bre

.metastatic_bre

.metastatic_bre

.metastatic_bre

.metastatic_bre

.metastatic_bre

.new_neoplasm_e

.new_neoplasm_e

NA's
1094

.new_neoplasm_c

.new_tumor_ever

.additional_pha

.additional_rac

.days_to_new_tu
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patient.follow_ups.follow_up.
liver NA's
1 1097
patient.follow_ups.follow_up.
distant metastasis
1
patient.follow_ups.follow_up.
no NA's
1 1097
patient.follow_ups.follow_up.
no yes NA's
6 11 1081
patient.follow_ups.follow_up.
no yes NA's
12 5 1081

.new_tumor_events

.new_tumor_events

NA's
1097

.new_tumor_events

.new_tumor_events

.new_tumor_events

patient.follow_ups.follow_up.2.new_tumor_events

Median
1446.0

Min

. 1st Qu.
586.0

937.5

Mean 3rd Qu.
2076.5

Max

2683.5 5117.0

patient.follow_ups.follow_up.2.new_tumor_events

Median
1290.0

1st Qu.
591.5

Min.
21.0

patient.follow_ups.follow_up.2.

200 NA's
1 1097

patient.follow_ups.follow_up.

2.1 4.4 NA's
1 1 1096

patient.follow_ups.follow_up.

1+ 2+ NA's
3 1 1094

patient.follow_ups.follow_up.

<10

1 1 1096

patient.follow_ups.follow_up.

NA's
1091

negative positive
1 6

patient.follow_ups.follow_up.

2.2 3.1 NA's
1 1 1096

Mean 3rd Qu.
1405.6

Max

1714.5 5117.0

new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

NA's
1092

.new_tumor_event

NA's
1075

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

229

.3.new_neoplasm_ec

.3.new_neoplasm_¢

.3.new_tumor_ever

.additional_pharn

.additional_radisz

.days_to_new_tumc

.days_to_new_tumc

.her2 neu_and_cer

.her2_neu_metasts

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas
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patient.follow_ups.follow_up.
<10
1 1097
patient.follow_ups.follow_up.
1 4.1 NA's
1 1 1096
patient.follow_ups.follow_up.
2+ 3+ NA's
1 4 1093
patient.follow_ups.follow_up.
3 point scale NA's
5 1093
patient.follow_ups.follow_up.
2+ 3+ NA's
3 2 1093
patient.follow_ups.follow_up.
3 point scale NA's
5 1093
patient.follow_ups.follow_up.
negative positive NA's
3 1 1094
patient.follow_ups.follow_up.
negative NA's
2 1096
patient.follow_ups.follow_up.
<10
1 1 1096
patient.follow_ups.follow_up.
negative positive NA's
2 4 1092

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

patient.follow_ups.follow_up.2.new_tumor_events
distant metastasis locoregional recurrence

11

NA's

1079

4

patient.follow_ups.follow_up.2.new_tumor_events

no
13

yes NA's
6 1079

BRCA

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event.

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

new_neoplasm_eve

new primary tumor

.new_tumor_event.

4

new_tumor_event_
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patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event_after_initial_tr
no yes NA's
209 23 866

patient.follow_ups.follow_up.2.person_neoplasm_cancer_status:
tumor free with tumor NA's
240 28 830

patient.follow_ups.follow_up.2.postoperative_rx_tx:
no yes NA's
17 211 870

patient.follow_ups.follow_up.2.radiation_therapy:
no yes NA's
121 167 810

patient.follow_ups.follow_up.2.targeted_molecular_therapy:
no yes NA's
1 54 1043

patient.follow_ups.follow_up.2.vital_status:
alive dead NA's
267 24 807

patient.follow_ups.follow_up.2.year_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2011 2013 2013 2013 2014 2015 796

patient.follow_ups.follow_up.3.day_of_ form_completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.00 21.00 30.00 24.26 30.00 30.00 1048

patient.follow_ups.follow_up.3.days_to_death:
548 1048 NA's
1 1 1096

patient.follow_ups.follow_up.3.days_to_last_followup:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
525 1462 2670 2565 3180 5062 1050

patient.follow_ups.follow_up.3.lost_follow_up:
no NA's
50 1048

patient.follow_ups.follow_up.3.month_of form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 3.00 3.00 4.42 5.00 12.00 1048

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event.2.additional_phs
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yes NA's
1 1097

patient.follow_ups.

yes NA's
1 1097

patient.follow_ups.

102 NA's
1 1097

patient.follow_ups.

bone NA's
1 1097

patient.follow_ups.

distant metastasis
1

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

yes NA's
1 1097

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

180 NA's
1 1097

patient.follow_ups.

lung NA's
1 1097

patient.follow_ups.

distant metastasis
1

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

yes NA's
1 1097

patient.follow_ups.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

NA's
1097

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

NA's
1097

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_event.2

.new_tumor_event.?2

.new_tumor_event.2

.new_tumor_event.2

.new_tumor_event.2

.new_tumor_event.3

.new_tumor_event.3

.new_tumor_event.3

.new_tumor_event.3

.new_tumor_event.3

.new_tumor_event.3

.new_tumor_event.4

.new_tumor_event.4

BRCA

.additional_rac

.days_to_new_tu

.new_neoplasm_e

.new_neoplasm_e

.new_tumor_ever

.additional_pha

.additional_rac

.days_to_new_tu

.new_neoplasm_e

.new_neoplasm_e

.new_tumor_ever

.additional_phs

.additional_rac
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no NA's
1 1097

patient.follow_ups.

313 NA's
1 1097

patient.follow_ups.

liver NA's
1 1097

patient.follow_ups.

distant metastasis
1

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

yes NA's
1 1097

patient.follow_ups.

yes NA's
1 1097

patient.follow_ups.

179 NA's
1 1097

patient.follow_ups.

179 2561 NA's
1 1 1096

patient.follow_ups.

negative NA's
1 1097

patient.follow_ups.

1 NA's
1 1097

patient.follow_ups.

negative NA's
1 1097

patient.follow_ups.

negative NA's
1 1097

patient.follow_ups.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

.new_tumor_events

.new_tumor_events

.new_tumor_events

NA's
1097

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event
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.4.days_to_new_tu

.4 .new_neoplasm_ec

.4 .new_neoplasm_ec

.4 .new_tumor_even

.additional_pharn

.additional_radis

.days_to_new_tumc

.days_to_new_tumc

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.new_neoplasm_eve
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other, specify NA's
1 1097

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event.new_neoplasm_eve
locoregional recurrence NA's
1 1097

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event.new_neoplasm_occ
axilla NA's
1 1097

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event.new_tumor_event_
yes NA's
1 1097

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event_after initial_tr
no yes NA's
47 2 1049

patient.follow_ups.follow_up.3.person_neoplasm_cancer_status:
tumor free with tumor NA's
46 4 1048

patient.follow_ups.follow_up.3.postoperative_rx_tx:
no yes NA's
1 48 1049

patient.follow_ups.follow_up.3.radiation_therapy:
no yes NA's
13 37 1048

patient.follow_ups.follow_up.3.vital_status:
alive dead NA's
48 2 1048

patient.follow_ups.follow_up.3.year_of_ form completion:
2013 2014 2015 NA's
3 12 35 1048

patient.follow_ups.follow_up.4.bcr_followup_barcode:
tcga-ar-a24g-£65802 tcga-e2-alb52-£72471 NA's
1 1 1096

patient.follow_ups.follow_up.4.bcr_followup_uuid:
4516b9¢c5-d979-4a2d-837c-5e9079faad42 £8357f98-0281-4fe8-9b0b-288221e20b2d
1 1
NA's
1096

patient.follow_ups.follow_up.4.day_of_form completion:
23 30 NA's
1 1 1096
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patient.follow_ups.

2128 3172 NA's
1 1 1096

patient.follow_ups.

no NA's
2 1096

patient.follow_ups.

6 9 NA's
1 1 1096

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

1044 NA's
1 1097

patient.follow_ups.

966 NA's
1 1097

patient.follow_ups.

3+ NA's
1 1097

patient.follow_ups.

negative NA's
1 1097

patient.follow_ups.

positive NA's
1 1097

patient.follow_ups.

negative NA's
1 1097

patient.follow_ups.

other, specify

1

patient.follow_ups.follow_up.4.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.4.
NA's
1097

locoregional recurrence

1

.lost_follow_up:

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

new_tumor_events

new_tumor_events
NA's
1097

.days_to_last_followup:

.month_of_ form completion:

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event
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.additional_pharn

.additional_radisz

.days_to_new_tumc

.days_to_new_tumc

.metastatic_breas

.metastatic_breas

.metastatic_breas

.metastatic_breas

.new_neoplasm_eve

.new_neoplasm_eve
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patient.follow_ups.follow_up.
breast NA's
1 1097

patient.follow_ups.follow_up.
yes NA's
1 1097

patient.follow_ups.follow_up.
no yes NA's
1 1 1096

patient.follow_ups.follow_up.
tumor free NA's
2 1096

patient.follow_ups.follow_up.
yes NA's
2 1096

patient.follow_ups.follow_up.
no yes NA's
1 1 1096

patient.follow_ups.follow_up.
alive NA's
2 1096

patient.follow_ups.follow_up.
2014 2015 NA's
1 1 1096

patient.follow_ups.follow_up.
no yes NA's
18 34 1046

patient.follow_ups.follow_up.
no yes NA's
36 15 1047

patient.follow_ups.follow_up.
no yes NA's
33 23 1042

patient.follow_ups.follow_up.

no NA's
10 1088

patient.follow_ups.follow_up.

BRCA

4 .new_tumor_events.new_tumor_event.new_neoplasm_occ

4 .new_tumor_events.new_tumor_event.new_tumor_event_

4 .new_tumor_events.new_tumor_event_after initial_tr

4 .person_neoplasm_cancer_status:

4 .postoperative_rx_tx:

4.radiation_therapy:

4.vital_status:

4.year_of_ form_completion:

additional_pharmaceutical_therapy:

additional_radiation_therapy:

additional_surgery_locoregional_procedure:

additional_surgery_metastatic_procedure:

breast_carcinoma_estrogen_receptor_status:
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negative positive NA's
2 1 1095

patient.follow_ups.follow_up.breast_carcinoma_immunohistochemistry_pos_cell_ scor
2+ NA's
1 1097

patient.follow_ups.follow_up.breast_carcinoma_progesterone_receptor_status:
negative positive NA's
2 1 1095

patient.follow_ups.follow_up.day_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.00 15.00 14.52 22.00 31.00 99

patient.follow_ups.follow_up.days_to_additional_surgery_locoregional_procedure:
179 295 1239 NA's
1 1 1 1095

patient.follow_ups.follow_up.days_to_additional_surgery_metastatic_procedure:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
143.0 541.5 1018.5 1195.0 1380.5 3862.0 1078

patient.follow_ups.follow_up.days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
158.0 540.5 1018.0 1470.7 2246.2 6593.0 1012

patient.follow_ups.follow_up.days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-31.0 408.5 643.0 1030.2 1308.0 7126.0 187

patient.follow_ups.follow_up.days_to_last_known_alive:
735 2576 NA's
1 1 1096

patient.follow_ups.follow_up.days_to_new_tumor_event_after initial_ treatment:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
54.0 418.8 742.5 999.5 1360.2 3862.0 1038

patient.follow_ups.follow_up.er_level_cell percentage_category:
20-29
1 1097

patient.follow_ups.follow_up.fluorescence_in_situ_hybridization_diagnostic_proce
49 NA's
1 1097

patient.follow_ups.follow_up.followup_case_report_form_ submission_reason:
additional new tumor event scheduled follow-up submission
1 466
NA's
631
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patient.follow_ups.follow_up.her2_erbb_method_calculation_method_text:
3+ positive NA's
1 1097

patient.follow_ups.follow_up.her2_erbb_pos_finding_cell_percent_category:
<10
1 1097

patient.follow_ups.follow_up.her2_erbb_pos_finding fluorescence_in_situ_hybridiz
>=2.0 positive NA's
1 1097

patient.follow_ups.follow_up.her2_ immunohistochemistry_level result:
0 NA's
2 1096

patient.follow_ups.follow_up.her2_neu_and_centromere_17_copy_number_analysis_ing
31 NA's
1 1097

patient.follow_ups.follow_up.her2_neu_and_centromere_17_copy_number_metastatic_k
40 NA's
1 1097

patient.follow_ups.follow_up.her2_neu_breast_carcinoma_copy_analysis_input_total
62 NA's
1 1097

patient.follow_ups.follow_up.her2_neu_chromosone_17_signal_ratio_value:
1 1.3 NA's
1 1 1096

patient.follow_ups.follow_up.her2_neu_metastatic_breast_carcinoma_copy_analysis_
4 NA's
1 1097

patient.follow_ups.follow_up.immunohistochemistry_positive_cell_score:
2+ NA's
1 1097

patient.follow_ups.follow_up.lab_proc_her2_neu_immunohistochemistry_receptor_sts
negative NA's
2 1096

patient.follow_ups.follow_up.lab_procedure_her2 neu_in_situ_hybrid_outcome_type:
negative NA's
2 1096

patient.follow_ups.follow_up.lost_follow_up:
no yes NA's
372 46 680
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patient.follow_ups.follow_up.metastatic_breast_carcinoma_erbb2_immunohistochemis
1+ 24+ NA's
3 4 1091

patient.follow_ups.follow_up.metastatic_breast_carcinoma_estrogen_receptor_detec
allred score 040 = 0 image cytometry NA's
1 3 1094

patient.follow_ups.follow_up.metastatic_breast_carcinoma_estrogen_receptor_level
<10
1 1 3 1093

patient.follow_ups.follow_up.metastatic_breast_carcinoma_estrogen_receptor_statt
negative positive NA's
7 8 1083

patient.follow_ups.follow_up.metastatic_breast_carcinoma_fluorescence_in_situ_hy
2.4 NA's
1 1097

patient.follow_ups.follow_up.metastatic_breast_carcinoma_her2_erbb_method_calcul
3+ positive NA's
3 1095

patient.follow_ups.follow_up.metastatic_breast_carcinoma_her2_erbb_pos_finding_c
<10
3 1 1 1093

patient.follow_ups.follow_up.metastatic_breast_carcinoma_her2_erbb_pos_finding_f
ratio > 2.2 NA's
1 1097

patient.follow_ups.follow_up.metastatic_breast_carcinoma_her2_neu_chromosone_17_
0.95 1.7 NA's
1 1 1096

patient.follow_ups.follow_up.metastatic_breast_carcinoma_immunohistochemistry_er
4+ NA's
2 1096

patient.follow_ups.follow_up.metastatic_breast_carcinoma_immunohistochemistry_er
other reporting scale NA's
2 1096

patient.follow_ups.follow_up.metastatic_breast_carcinoma_immunohistochemistry_pr
1+ 2+ NA's
1 2 1095

patient.follow_ups.follow_up.metastatic_breast_carcinoma_immunohistochemistry_pr
other reporting scale NA's
2 1096



240

BRCA

patient.follow_ups.follow_up.metastatic_breast_carcinoma_lab_proc_her2_neu_immur
NA's
1088

equivocal
3

negative
-

patient.follow_ups.follow_up.metastatic_breast_carcinoma_lab_proc_her2_neu_in_si
negative NA's
4 1094

patient.follow_ups.follow_up.metastatic_breast_carcinoma_pos_finding progesteror
105 fmol/mg allred score 0 fmol/mg NA's
1 1 2 1094

patient.follow_ups
allred score 0+0

.follow_up.metastatic_breast_carcinoma_progesterone_receptor_c
0 image cytometry NA's
1 3 1094

patient.follow_ups
10-19
1

.follow_up.metastatic_breast_carcinoma_progesterone_receptor_]l

1 1094

patient.follow_ups

negative positive
8 7

.follow_up.metastatic_breast_carcinoma_progesterone_receptor_s
NA's
1083

patient.follow_ups.follow_up.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 6.000 6.474 10.000 12.000 99

patient.follow_ups.follow_up.new_neoplasm_event_type:
distant metastasis locoregional disease new primary tumor
32 8 9
NA's
1049

patient.follow_ups.follow_up.new_tumor_event_after_initial treatment:
no yes NA's
413 52 633
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.2.additional_pharn
no yes NA's
1 4 1093
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.2.additional_radis
no yes NA's
4 1 1093
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.2.days_to_new_tumc

6359 NA's
1 1097
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patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.2.days_to_new_tumc

Median
762

Min.
192

1st Qu.
443

patient.follow_ups.follow_up.

negative NA's
1 1097

patient.follow_ups.follow_up.

negative NA's
1 1097

patient.follow_ups.follow_up.

negative NA's
1 1097

patient.follow_ups.follow_up.

bone
1

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.

Mean 3rd Qu.
1081

813

new_tumor_events.

new_tumor_events.

new_tumor_events.

new_tumor_events.
liver other,

specify
3

Max.
4343

NA's
1089

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

NA's
1091

distant metastasis locoregional recurrence

4

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.
breast recurrence

chest wall,

1

intrathoracic lymph node

1

mediastinal and supraclavicular lymph nodes

patient.follow_ups.follow_up.

no yes NA's
5 1 1092

patient.follow_ups.follow_up.

no yes NA's
1 2 1095

patient.follow_ups.follow_up.

no NA's
3 1095

patient.follow_ups.follow_up.

574 1351 6535 NA's
1 1 1 1095

patient.follow_ups.follow_up.

1
NA's
1095

new_tumor_events.

new_tumor_events.

new_tumor_events.

new_tumor_events.

new_tumor_events.

2

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

.metastatic_breas

.metastatic_breas

.metastatic_breas

.new_neoplasm_eve

.new_neoplasm_eve
NA's
1092

.new_neoplasm_occ

.new_tumor_event_

.additional_pharn

.additional_radis

.days_to_new_tumc

.new_neoplasm_eve
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NA's
1095

bone lung other, specify
1 1 1

patient.follow_ups
distant metastasis
3

patient.follow_ups

.follow_up.

.follow_up.

intrathoracic lymph node

patient.follow_ups
no NA's
3 1095

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

yes NA's
1 1097

patient.follow_ups.

6536 NA's
1 1097

patient.follow_ups.

brain NA's
1 1097

patient.follow_ups.

distant metastasis
1

patient.follow_ups.

no NA's
1 1097

patient.follow_ups.

no yes NA's
7 10 1081

patient.follow_ups.

no yes NA's
8 9 1081

1

.follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

new_tumor_events.new_tumor_event
NA's
1095

new_tumor_events.new_tumor_event.
NA's
1097

new_tumor_events.new_tumor_event

new_tumor_events.new_tumor_event.

new_tumor_events.new_tumor_event.

new_tumor_events.new_tumor_event.

new_tumor_events.new_tumor_event.

new_tumor_events.
NA's
1097

new_tumor_event.

new_tumor_events.

new_tumor_event.

new_tumor_events.

new_tumor_event.

new_tumor_events.new_tumor_event.

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.

.3.new_neoplasm_eve

3.new_neoplasm_occ

.3.new_tumor_event_

4.additional_pharnm

4 .additional_radis

4.days_to_new_tumc

4 .new_neoplasm_eve

4 .new_neoplasm_eve

4 .new_tumor_event_

additional_pharmac

additional_radiati

days_to_new_tumor_

NA's
1090

Mean 3rd Qu.
907.5 1192.2

Max.
1750.0

Median
884.0

1st Qu.
506.8

Min.
258.0

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.days_to_new_tumor_
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NA's
1064

Mean 3rd Qu.
1199.1 1349.0

Max.
4224.0

Median
785.5

1st Qu.
422.8

Min.
174.0

patient.follow_ups.follow_up.new_tumor_events.

new_tumor_event

.metastatic_breast_

1+ 3+ NA's
1 1 1096
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
50-59
1 2 1095
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
negative positive NA's
1 7 1090
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
50-59
1 1097
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
1.2 NA's
1 1097
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
2+ 3+ NA's
1 1 1096
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
3 point scale NA's
3 1095
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
1+ NA's
2 1096
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
3 point scale NA's
3 1095
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
negative positive NA's
3 1 1094
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
negative NA's
1 1097
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
<10
2 1 1095
patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.metastatic_breast_
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negative positive

4

NA's
1091

BRCA

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_neoplasm_event

bone
12

brain
1

lung other,
5

specify
10

NA's
1070

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_neoplasm_event

distant metastasis locoregional recurrence

18
NA's
1069

new primary
6

tumor
5

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_tumor_event_ac

no
11

yes NA's
8 1079

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event_after_ initial_ tres

no
330

yes NA's
34 734

patient.follow_ups.follow_up.person_neoplasm_cancer_status:

tumor free with tumor

833

patient.follow_ups.follow_up.pos
133 fmol/mg allred score

patient.follow_ups

no
102

yes NA's
299 697

patient.follow_ups.

60-69
1 1097

patient.follow_ups.

no
433

yes NA's
552 113

patient.follow_ups.

no
48

yes NA's
529 521

patient.follow_ups.
dead NA's

alive

912 87

91

.follow_up

follow_up.

follow_up.

follow_up.

follow_up.

NA's

174

= o

fmo

1/mg NA'

finding_metastatic_breast_carcinoma_estrogen_re

S

2 1094

.postoperative_rx_tx:

vital_status:

radiation_therapy:

targeted_molecular_therapy:

patient.follow_ups.follow_up.year_of_form completion:

Min. 1st Qu.

Median

Mean 3rd Qu.

Max.

NA's

progesterone_receptor_level_cell_percent_category:
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2010 2011 2012 2012 2014 2015 99
patient.gender:
female male NA's

1085 12 1

patient.her2_and_centromere_17_positive_finding_other_measurement_scale_text:

>2.2 positive 1
1 1
her2 amplification - negative vysis autovysion system
1 1
NA's
1094

patient.her2_immunohistochemistry_level_result:
0 1+ 2+ 3+ NA's
61 272 199 90 476

patient.her2_neu_and_centromere_17_copy_number_analysis_input_total_number_count
Min. 1st Qu. Median Mean 3rd Qu. Max . NA's
20.00 30.00 40.00 93.34 60.00 569.00 994

patient.her2_neu_chromosone_17_signal_ratio_value:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.420 1.080 1.200 1.727 1.460 16.300 865

patient.history_of_neoadjuvant_treatment:
no yes NA's
1083 13 2

patient.informed_consent_verified:
yes NA's
1097 1

patient.lab_proc_her2_neu_immunohistochemistry_receptor_status:
equivocal indeterminate negative positive NA's
179 12 564 164 179

patient.lab_procedure_her2_neu_in_situ_hybrid_outcome_type:
equivocal indeterminate negative positive NA's
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5 4 333 78 678

patient.lymph_node_examined_count:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 3.00 9.00 10.65 16.00 44.00 127

patient.margin_status:
close negative positive NA's
31 919 79 69

patient .menopause_status:
indeterminate (neither pre or pos

peri (6-12 months since last menst
post (prior bilateral ovariectomy or >12 mo since lmp with no prior h

pre (<6 months since lmp and no prior bilateral ovariectomy and not on estrogen

patient.metastatic_breast_carcinoma_erbb2_immunohistochemistry_level_result:
1+ 24+ NA's
4 1 1093

patient.metastatic_breast_carcinoma_estrogen_receptor_level_cell_percent_categor
<10
2 2 2 1092

patient.metastatic_breast_carcinoma_estrogen_receptor_status:
negative positive NA's
3 9 1086

patient.metastatic_breast_carcinoma_her2_erbb_pos_finding cell_percent_category:
<10
3 1095

patient.metastatic_breast_carcinoma_her2_neu_chromosone_17_signal_ratio_value:
1.09 2.47 NA's
1 1 1096

patient.metastatic_breast_carcinoma_immunohistochemistry_er pos_cell_score:
3+ NA's
1 1097

patient .metastatic_breast_carcinoma_immunohistochemistry_pr_pos_cell_ score:
1+ NA's
1 1097

patient.metastatic_breast_carcinoma_lab_proc_her2_ neu_immunohistochemistry_recerg
equivocal negative NA's
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1 8 1089

patient.metastatic_breast_carcinoma_lab_proc_her2_ neu_in_situ_hybridization_outc
negative NA's
3 1095

patient.metastatic_breast_carcinoma_progesterone_receptor_level_cell_percent_cat
<10
4 1094

patient.metastatic_breast_carcinoma_progesterone_receptor_status:
negative positive NA's
7 4 1087

patient .month_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 4.000 6.000 6.674 9.000 12.000 1

patient.new_tumor_events.new_tumor_event.2.additional_pharmaceutical_therapy:
yes NA's
1 1097

patient.new_tumor_events.new_tumor_event.2.additional_radiation_therapy:
yes NA's
1 1097

patient.new_tumor_events.new_tumor_event.2.days_to_new_tumor_event_after_initial
301 667 NA's
1 1 1096

patient.new_tumor_events.new_tumor_event.2.metastatic_breast_carcinoma_estrogen_
negative NA's
1 1097

patient.new_tumor_events.new_tumor_event.2.metastatic_breast_carcinoma_lab_proc_
negative NA's
1 1097

patient.new_tumor_events.new_tumor_event.2.metastatic_breast_carcinoma_progester
negative NA's
1 1097

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_event_occurrence_anatomi
lung other, specify NA's
1 1 1096

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_event_type:
distant metastasis locoregional recurrence NA's
1 1 1096

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_occurrence_anatomic_site
chest wall NA's
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1 1097

patient.new_tumor_events.

no NA's
1 1097

patient.new_tumor_events.

yes NA's
1 1097

patient .new_tumor_events.

no NA's
1 1097

patient.new_tumor_events.

301 574 NA's
1 1 1096

patient.new_tumor_events.

NA's
1096

bone liver
1 1

patient.new_tumor_events.

distant metastasis
2

patient .new_tumor_events.

no NA's
1 1097

patient.new_tumor_events.

301 NA's
1 1097

patient.new_tumor_events.

bone NA's
1 1097

patient.new_tumor_events.

distant metastasis
1

patient.new_tumor_events.

301 NA's
1 1097

patient.new_tumor_events.

other, specify

1

patient.new_tumor_events.

distant metastasis

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

NA's
1096

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.

NA's
1097

new_tumor_event.

new_tumor_event.

NA's
1097

new_tumor_event.

NA's

BRCA

.new_tumor_event_additional_surgery_pr

.additional_pharmaceutical_therapy:

.additional_radiation_therapy:

.days_to_new_tumor_event_after_initial

.new_neoplasm_event_occurrence_anatomi

.new_neoplasm_event_type:

.new_tumor_event_additional_surgery_pr

.days_to_new_tumor_event_after_initial

.new_neoplasm_event_occurrence_anatomi

.new_neoplasm_event_type:

.days_to_new_tumor_event_after_initial

.new_neoplasm_event_occurrence_anatomi

.new_neoplasm_event_type:
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patient.new_tumor_events.

adrenal glands
1

patient.new_tumor_events.

no
1

yes NA's
6 1091

patient .new_tumor_events.

no
4

yes NA's
3 1091

patient.new_tumor_events.

181
1

596 NA's
1 1096

patient.new_tumor_events.

Median
766.0

Min.
181.0

1st Qu.
301.0

patient.new_tumor_events.

1+
7

2+ NA's
1 1090

patient.new_tumor_events
<10

4 2 2
patient.new_tumor_events
negative positive
5 10

patient.new_tumor_events
<10
5 1093

patient.new_tumor_events
1.09 2.47 NA's
1 1 1096

patient.new_tumor_events
1+ 3+ NA's
2 2 1094

1097

new_tumor_event
NA's
1097

new_tumor_event

new_tumor_event

new_tumor_event

new_tumor_event
Mean 3rd Qu.
777.8 994.0

new_tumor_event

.new_tumor_event

1090

.new_tumor_event

NA's
1083

.new_tumor_event

.new_tumor_event

.new_tumor_event

249

.5.new_neoplasm_occurrence_anatomic_site

.additional_pharmaceutical_therapy:

.additional_radiation_therapy:

.days_to_new_tumor_event_additional_surg

.days_to_new_tumor_event_after initial_ t
Max. NA's
1543.0 1089

.metastatic_breast_carcinoma_erbb2_ immur

.metastatic_breast_carcinoma_estrogen_re

.metastatic_breast_carcinoma_estrogen_re

.metastatic_breast_carcinoma_her2_erbb_r

.metastatic_breast_carcinoma_her2_neu_ch

.metastatic_breast_carcinoma_immunohistoc

patient.new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_immunohistc

3 point scale 4 point scale

3

3

NA's
1092

patient.new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_immunohistc

1+ 2+ NA's
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3 1 1094

patient.new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_immunohistc
3 point scale 4 point scale NA's
3 3 1092

patient .new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_lab_proc_he
equivocal negative NA's
1 11 1086

patient.new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_lab_proc_he
negative NA's
3 1095

patient.new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_pos_finding
allred score=5 NA's
1 1097

patient.new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_progesteron
<10
6 1092

patient.new_tumor_events.new_tumor_event.metastatic_breast_carcinoma_progesteror
negative positive NA's
9 5 1084

patient.new_tumor_events.new_tumor_event.new_neoplasm_event_occurrence_anatomic_
bone lung other, specify NA's
3 2 4 1089

patient.new_tumor_events.new_tumor_event.new_neoplasm_event_type:

distant metastasis locoregional recurrence new primary tumor
5 4 1

NA's

1088

patient.new_tumor_events.new_tumor_event.new_neoplasm_occurrence_anatomic_site_t

breast Dbreast recurrence chestwall malignant melanoma
1 1 1 1
NA's
1094

patient.new_tumor_events.new_tumor_event.new_tumor_event_additional_surgery_proc
no yes NA's
6 2 1090

patient.new_tumor_events.new_tumor_event.pos_finding_metastatic_breast_carcinoms
8 NA's
1 1 1096

patient.new_tumor_events.new_tumor_event_after_initial_treatment:
no yes NA's
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185 10 903

patient .number_of_lymphnodes_positive_by_he:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 1.000 2.363 2.000 35.000 169

patient .number_of_lymphnodes_positive_by_ihc:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0000 0.0000 0.0000 0.2667 0.0000 8.0000 753

patient.person_neoplasm_cancer_status:
tumor free with tumor NA's
878 94 126

patient.pos_finding_metastatic_breast_carcinoma_estrogen_receptor_other_measuren
NA's
1 1097

patient.postoperative_rx_tx:
no yes NA's
38 127 933

patient.primary_lymph_node_presentation_assessment:
no yes NA's
33 692 373

patient.prior_dx:

no yes NA's
1028 68 2

patient.race:

american indian or alaska native asian
1 61
black or african american white
183 757
NA's
96

patient.radiation_therapy:
no yes NA's
93 73 932

patient.radiations.radiation.2.anatomic_treatment_site:
distant recurrence distant site primary tumor field regional site
4 3 21 36
NA's
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1034

BRCA

patient.radiations.radiation.2.course_number:
1 2 3 NA's
4 3 2 1089
patient.radiations.radiation.2.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 3.75 14.00 13.70 22.25 29.00 1034
patient.radiations.radiation.2.days_to_radiation_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
53.0 190.2 257.5 389.6 303.0 5111.0 1034
patient.radiations.radiation.2.days_to_radiation_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
41.0 166.8 224.0 359.4 264.2 5098.0 1034
patient.radiations.radiation.2.measure_of_response:
complete response partial response
44 1
radiographic progressive disease stable disease
4 3
NA's
1046
patient.radiations.radiation.2.month_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 5.000 5.312 8.000 12.000 1034
patient.radiations.radiation.2.numfractions:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 10.00 25.00 19.78 28.00 43.00 1053
patient.radiations.radiation.2.radiation_dosage:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
10.0 50.4 2200.0 2707.5 5040.0 6040.0 1035

patient.radiations.radiation.2.radiation_treatment_ongoing:
no NA's
64 1034

patient.

patient.

radiations.radiation.2.radiation_type:

external external beam other:
54 9
NA's
1034

radiations.radiation.2.radiation_type_notes:

gamma knife radiasurgery NA's

specify in notes
1
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1 1097
patient.radiations.radiation.2.regimen_indication:
adjuvant palliative progression NA's

8 1 1 1088
patient.radiations.radiation.2.units:

cgy gy NA's
44 19 1035

patient.radiations.radiation.2.year_of_ form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2012 2014 2013 2014 2015 1034
patient.radiations.radiation.3.course_number:
2 NA's
3 1095
patient.radiations.radiation.3.day_of_ form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1 6 14 14 22 28 1079
patient.radiations.radiation.3.days_to_radiation_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
78.0 245.5 275.0 579.3 305.0 6052.0 1079
patient.radiations.radiation.3.days_to_radiation_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
44.0 233.2 250.5 576.8 275.8 6048.0 1080
patient.radiations.radiation.3.measure_of_response:
complete response stable disease NA's
14 1 1083
patient.radiations.radiation.3.month_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 4.000 4.895 6.500 11.000 1079
patient.radiations.radiation.3.numfractions:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
3.00 5.00 6.00 13.23 25.00 28.00 1085
patient.radiations.radiation.3.radiation_dosage:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
10.0 72.5 1000.0 1543.2 1700.0 5040.0 1079

patient.radiations.radiation.3.radiation_treatment_ongoing:

no NA'

S

19 1079
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patient.radiations.radiation.3.radiation_type:
external external beam NA's
15 4 1079

patient.radiations.radiation.3.regimen_indication:
adjuvant palliative recurrence NA's
2 1 1 1094

patient.radiations.radiation.3.units:

cgy gy NA's
12 6 1080

patient.radiations.radiation.3.year_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2012 2014 2013 2014 2015 1079

patient.radiations.radiation.4.anatomic_treatment_site:

distant recurrence distant site primary tumor field
1 1 3

NA's

1092

patient.radiations.radiation.4.day_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
14.00 18.00 21.50 20.50 22.75 26.00 1092

patient.radiations.radiation.4.days_to_radiation_therapy_end:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
101 249 291 1492 1185 6552 1092

BRCA

patient.radiations.radiation.4.days_to_radiation_therapy_start:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
80.0 214.2 286.0 1474.8 1173.0 6538.0 1092

patient.radiations.radiation.4.measure_of_response:

complete response radiographic progressive disease

4
stable disease
1

patient.radiations.radiation.4.month_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2.00 3.25 4.50 5.00 7.25 8.00 1092

patient.radiations.radiation.4.numfractions:
5 10 24 NA's
1 1 1 1095

patient.radiations.radiation.4.radiation_dosage:

1
NA's
1092

regional site
1
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Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
10.00 30.75 516.50 1478.83 2500.00 4800.00 1092

patient.radiations.radiation.4.radiation_treatment_ongoing:
no NA's
6 1092

patient.radiations.radiation.4.radiation_type:
external NA's
6 1092

patient.radiations.radiation.4.units:

cgy gy NA's
3 3 1092

patient.radiations.radiation.4.year_of_ form_completion:
2012 2013 2014 NA's
1 2 3 1092

patient.radiations.radiation.5.anatomic_treatment_site:
regional site NA's
1 1097

patient.radiations.radiation.5.bcr_radiation_barcode:
tcga-e9-abup-r57723 NA's
1 1097

patient.radiations.radiation.5.bcr_radiation_uuid:
5578£f153-ccb2-4b38-90d2-2df088dd9%c2
1

patient.radiations.radiation.5.day_of_ form_completion:
21 NA's
1 1097

patient.radiations.radiation.5.days_to_radiation_therapy_end:
101 NA's
1 1097

patient.radiations.radiation.5.days_to_radiation_therapy_start:
80 NA's
1 1097

patient.radiations.radiation.5.measure_of_response:
complete response NA's
1 1097

patient.radiations.radiation.5.month_of_ form completion:
3 NA's
1 1097

patient.radiations.radiation.5.radiation_dosage:

255

NA's
1097
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30 NA's
1 1097
patient.radiations.radiation.5.radiation_treatment_ongoing:
no NA's
1 1097
patient.radiations.radiation.5.radiation_type:
external NA's
1097
patient.radiations.radiation.5.units:
gy NA's
1 1097
patient.radiations.radiation.5.year_of form_completion:
2014 NA's
1 1097
patient.radiations.radiation.course_number:
1 2 NA's
253 2 843
patient.radiations.radiation.day_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 9.00 14.00 14.95 21.00 31.00 570
patient.radiations.radiation.days_to_radiation_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-1306.0 150.0 224.0 220.7 273.5 3342.0 591
patient.radiations.radiation.days_to_radiation_therapy_start:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-1347.0 106.5 182.0 177.8 229.0 3349.0 592
patient.radiations.radiation.measure_of_response:
complete response partial response
172 3
radiographic progressive disease stable disease
8 4
NA's
911

patient.

Min.
1.000

radiations.radiation.month_of_ form completion:
l1st Qu. Median Mean 3rd Qu. Max. NA's
4.000 8.000 7.231 11.000 12.000 570
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patient.radiations.radiation.radiation_treatment_ongoing:
no yes NA's
518 4 576

patient.radiations.radiation.radiation_type_notes:
brachytherapy (iridium 192)
1
high-dose rate brachytherapy of intracavitary type mammosite
1
partial breast irradiation using a savi catheter
1
stereostatic radiotherapy
1
NA's
1094

patient.radiations.radiation.regimen_indication:
adjuvant palliative recurrence NA's
294 2 2 800

patient.radiations.radiation.units:

cgy gy NA's
379 94 625

patient.radiations.radiation.year_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2012 2012 2013 2015 570

patient.stage_event.tnm categories.pathologic_categories.pathologic_m:
cmO  (i+) mO0 ml mx NA's
6 906 22 163 1

patient.tissue_prospective_collection_indicator:
no yes NA's
731 362 5

patient.tissue_retrospective_collection_indicator:
no yes NA's
362 731 5

patient.tumor_tissue_site:
breast NA's
1097 1

patient.vital_status:
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alive dead NA's
993 104 1

patient.year_of_ form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2011 2011 2011 2011 2015 1

patient.year_of_initial_pathologic_diagnosis:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1988 2007 2009 2008 2010 2013 3

patient.bcr_canonical_check.bcr_patient_canonical_reasons.bcr_canonical_reason.?

case matched methylation control germline comparison
102 6

NA's

990

patient.bcr_canonical_check.bcr_patient_canonical_reasons.bcr_canonical_reason.?:
germline comparison NA's
33 1065

patient .bcr_canonical_check.bcr_patient_canonical_status:
canonical canonical - plus NA's
943 154 1

patient.biospecimen_cqgcf.consent_or_death_status:
consented deceased waiver NA's
1055 41 1 1

patient.biospecimen_cqgcf.days_to_pathology_review:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-256.0 63.0 294.5 979.6 1313.8 7852.0 10

patient.biospecimen_cqgcf.days_to_sample_procurement:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-57.00 1.00 21.00 33.77 36.00 2253.00 4

patient.biospecimen_cqgcf.digital_image_submitted:
no yes NA's
881 43 174

patient.biospecimen_cqgcf.ethnicity:
hispanic or latino not hispanic or latino NA's
4 148 946

patient.biospecimen_cqgcf.frozen_specimen_anatomic_site:
breast NA's
1077 21
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patient.biospecimen_cqgcf.history_of_neoadjuvant_treatment:

yes,

patient.biospecimen_cqgct.

left right NA's
564 521 13

patient.biospecimen_cqgcf.

Median
20.0

Min.
-585.0

1st Qu.
0.0

patient.biospecimen_cqgct.

Median
0.2735

Min.
0.0330

1st Qu.
0.1807

patient.biospecimen_cqgcf.

13 15
1 5

20 NA's
36 1056

patient.biospecimen_cqcf.

Median
72.00

Min

. 1st Qu.
29.00

57.35

patient.biospecimen_cqgcf.

NA's
1016

breast other
80 2

patient.biospecimen_cqgcf.
NA's
1019

distal (>2cm)

79

patient.biospecimen_cqgcf.

1 2
106

3 NA's
108 2 882

laterality:

normal_controls
Mean 3rd Qu.
138.4 42.0

normal_controls

Mean 3rd Qu.
0.2819 0.3505

normal_controls

normal_controls
Mean 3rd Qu.
90.51 111.00

normal_controls

normal_controls

normal_controls

no
1093

pharmaceutical treatment prior to resection

3
NA's
2

.normal_control.

NA's
939

Max.
6244.0

.normal_control.

NA's
1056

Max.
0.6940

.normal_control.

.normal_control.

NA's
1056

Max.
400.00

.normal_control.

.normal_control.

.normal_control.

259

.extracted_dna.

.extracted_dna.

.extracted_dna.

.normal_tissue.

.normal_tissue.

.vial_number:

.days_to_normal_sample_

ncedna_c

ncedna_c

ncedna_o

normal_t

normal_t

patient.biospecimen_cqgcf.normal_controls.normal_control.3.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
55.00 82.25 122.00 629.33 1174.25 1883.00 1092

days_to_normal_sample_

patient.biospecimen_cqgcf.normal_controls.normal_control.3.method_of_normal_sampl
blood draw surgical resection NA's
2 4 1092
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patient.biospecimen_cqgcf.normal_controls.normal_control.3.normal_tissue.normal_t

breast NA's
3 1095

patient.biospecimen_cqgcf.normal_controls.normal_control.3.normal_tissue.normal_t

distal (>2cm)

3

NA's
1095

patient.biospecimen_cgcf.normal_controls.normal_control.3.vial_number:

1 2
3 2

3 NA's
2 1091

patient.biospecimen_cqgcf.normal_controls.normal_control.4.bcr_sample_uuid:
6605bd50-5fc1-41de-9452-32f£f093b6841 66de277d-0402-4e8c-9b77-al160e27d203b

1

1

8e23740c-1eeb-4ccc-abad-2e89f3e3557d f8dadcb3-600c-458c—-a6bab-a6a’bd663fec

1
NA's
1094

patient.biospecimen_cqgcf.normal_controls

26 31 113 131
1 1 1 1

NA's
1094

patient.biospecimen_cqgcf.normal_controls

surgical resection
3

tumor resection
1

patient.biospecimen_cqgcf.normal_controls

breast NA's
1 1097

patient.biospecimen_cqgcf.normal_controls

distal (>2cm)

1

NA's
1097

patient.biospecimen_cqgcf.normal_controls

1 2 NA's
1 3 1094

.normal_control.4.

.normal_control.4.

NA's
1094

.normal_control.4.

.normal_control.4.

.normal_control.4.

1

days_to_normal_sample_

method_of_normal_ sampl

normal_tissue.normal_t

normal_tissue.normal_t

vial number:

patient.biospecimen_cgcf.normal_controls.normal_control.5.bcr_sample_uuid:
d7da0785-abla-4813-9748-cacd97152a8d eecb3bda-al0d-427c-915e-£f88b151b83ea

1

£fa7527£5-7ae6-408d-b7d2-6cccd66£b990

1

1
NA's
1095

patient.biospecimen_cgcf.normal_controls.normal_control.5.days_to_normal_sample_

31 131 1522 NA's
1 1 1 1095

patient.biospecimen_cqgcf.normal_controls.normal_control.5.method_of normal_ sampl
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patient.biospecimen_cqgcf.normal_controls

blood draw surgical resection

1

2 NA's
3 1095

patient.biospecimen_cqgcf.normal_controls

Min.
-1430.0

patient.biospecimen_cqgcf.normal_controls

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.0330 0.1685 0.2500 15.0377 0.4690 1247.4300 776
patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.524 20.000 20.000 21.814 20.000 124.940 776
patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
10.00 52.95 80.00 118.02 144.72 500.00 776
patient.biospecimen_cqgcf.normal_controls.normal_control.normal_tissue.
breast other NA's
187 25 886

Median
22.0

1st Qu.
1.0

261

NA's

2 1095

.normal_control
Max. NA's
6244.0 337

Mean 3rd Qu.
102.2 42.0

.normal_control

patient.biospecimen_cgcf.normal_controls.normal_control

distal

patient.biospecimen_cqgcf.normal_controls.normal_control.

1
955

(>2cm)

58 3

187

2 3 NA's
82

NA's
911

.normal_control.5.vial_number:

.days_to_normal_sample_pr

.extracted_dna.

.normal_tissue.

vial_number:

patient.biospecimen_cqgcf.path_confirm_diagnosis_matching:

no

yes NA's

1 1095 2

patient.biospecimen_cqgcf.path_confirm_report_attached:

no

yes NA's

66 1031 1

patient.biospecimen_cqgcf.path_confirm_ tumor_necrosis_metrics:
yes NA's

1097

1

ncedna_dna

ncedna_dna

ncedna_dna

normal_tis

normal_tis
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patient.biospecimen_cqcf.path_confirm_ tumor_nuclei_metrics:

no yes NA's
1 1096 1
patient.biospecimen_cqgcf.race:
asian black or african american white
5 115 88
NA's
890
patient.biospecimen_cqgcf.reason_path_confirm diagnosis_not_matching:

macrodissection performed at tss to select f

pathology review of frozen section for tcga determined histological subtype diff

patient.biospecimen_cqgcf.sample_prescreened:
yes NA's
1095 3
patient.biospecimen_cqcf.site_of_disease:
breast NA's
1085 13
patient.biospecimen_cqgcf.top_slide_submitted:
no yes NA's
119 806 173
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.2.tumor_necrosis_percent:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 0.000 9.033 28.750 30.000 1068
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.2.tumor_nuclei_percent:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
40.00 70.00 70.00 76.67 88.75 95.00 1068
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.2.tumor_weight:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
50.0 107.5 200.0 242 .4 325.0 670.0 1070
patient.biospecimen_cqgcf.tumor_samples.tumor_sample.2.vial_ number:
1 2 NA's
20 14 1064

patient.biospecimen_cqgcf.tumor_samples.tumor_sample.3.bcr_sample_uuid:

786ae066-—c934-4249-85£3-398dc4495dc3

NA's
1 1097

patient.biospecimen_cqgcf.tumor_samples.tumor_sample.3.tumor_necrosis_percent:
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0 NA's
1 1097

patient.biospecimen_cqgcf.
70 NA's
1 1097

patient.biospecimen_cqgcf.
50 NA's
1 1097

patient.biospecimen_cqgct.
3 NA's
1 1097

patient.biospecimen_cqgct.
Min. 1lst Qu. Median
0.000 0.000 0.000

patient.biospecimen_cqgct
Min. 1st Qu.
20.00 70.00

Median
75.00

patient.biospecimen_cqgcf.
Min. 1lst Qu. Median
31.0 175.5 217.0

patient.biospecimen_cqgcf.
1 2 NA's
1094 1 3

patient.days_to_index:
0 NA's
1095 3
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tumor_samples.tumor_sample.3.tumor_nuclei_percent:

tumor_samples.tumor_sample.3.tumor_weight:

tumor_samples.tumor_sample.3.vial_number:

tumor_samples.tumor_sample.tumor_necrosis_percent:
Mean 3rd Qu. Max. NA's
6.145 9.000 30.000 5

.tumor_samples.tumor_sample.tumor_nuclei_percent:

NA's
4

Mean 3rd Qu.
77.69 85.00

Max.
100.00

tumor_samples.tumor_sample.tumor_weight:
Mean 3rd Qu. Max. NA's
369.2 418.5 2990.0 59

tumor_samples.tumor_sample.vial_number:

patient.samples.sample.2.bcr_biospecimen_canonical_reasons
primary tumor and metastatic tumor (s)
7

.bcr_canonical_reason:
NA's
1091

patient.samples.sample.2.days_to_collection:

Min. 1st Qu. Median Mean 3rd Qu. Max . NA's

16.0 155.5 461.0 1070.8 1379.5 7858.0 3
patient.samples.sample.2.initial_weight:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's

40.0 140.0 230.0 311.8 400.0 1390.0 1005
patient.samples.sample.2.is_ffpe:
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no
1085

yes NA's
12 1

patient.samples.sample.2.oct_embedded:

true
48

false
1049

patient.samples.sample.2.portions.portion.

NA's

1

tcga-bh-alhx-10a-02x-a073-09

patient.samples.sample.2.portions.portion.

1

12d9e37e-8855-4473-ba54-89cdfe9%elf4f

patient.samples.sample
99030759 NA's
1 1097

patient.samples.

9 NA's
1 1097

patient.samples.

0.5 NA's
1 1097

patient.samples.

8 NA's
1 1097

patient.samples.

no NA's
1 1097

patient.samples.

9 NA's
1 1097

patient.samples.

10 NA's
1 1097

patient.samples.

a073 NA's
1 1097

patient.samples.

h NA's
1 1097

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

.2.portions

2.portions

2.portions

2.portions

2.portions

2.portions

2.portions

2.portions

2.portions

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analyte.

NA's
1097

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

BRCA

.aliquots.aliquot.

.aliquots.aliquot.

NA's
1097

.aliquots.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.
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patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
40 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
23 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
80 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
2010 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
tcga-bh-al0hx-10a-02x-a072-08 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
27f06d76-ce54-4be7-86e6-53e£35042170 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
99036058 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
8 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
0.5 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
8 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
no NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
9 NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.aliquots.aliquot.
10 NA's
1 1097
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patient.samples.sample.2.portions.portion.2.analytes
a072 NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
h NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
40 NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
23 NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
80 NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
2010 NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
repli-g x (giagen) dna NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
x NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
tcga-bh-alhx-10a-02x NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
d681989d-73c9-4192-8528-£f011e7533682
1
patient.samples.sample.2.portions.portion.2.analytes
yes NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
yes NA's
1 1097
patient.samples.sample.2.portions.portion.2.analytes
https://sharedoc.nchri.org/tcga-bcr/default.aspx

1

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BRCA

2.aliquots.aliquot.

2.aliquots

.aliquot.

2.aliquots

.aliquot.

2.aliquots

.aliquot.

2.aliquots

.aliquot.

2.aliquots

.aliquot.

2.analyte_type:

2.analyte_type_id:

2.bcr_analyte_barcc

2.bcr_analyte_uuid:
NA's
1097

2.dna.normal_tumor_

2.dna.pcr_amplifics

2.gel_image_file:
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NA's
1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.is_derived_from_f
no NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.2.protocols.protocc
repli-g x NA's
1 1097

patient.samples.sample.2.portions.portion.2.analytes.analyte.a260_a280_ratio:
1.74 1.79 1.88 2 NA's
1 1 1 1 1094

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
fprpp NA's
2 1096

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
tcga NA's
2 1096

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
99029910 99030756 99065486 112296899 132179171 132179172 1093

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
7 9 13 NA's
1 2 2 1093

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.07 0.15 0.16 0.21 0.17 0.50 1093

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
38 13 19 NA's
2 2 1 10093

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
no yes NA's
3 2 1093

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
3 4 9 NA's
2 1 2 1093

patient.samples.sample.2.portions.portion.2.analytes.analyte.aliquots.aliquot.2.
4 10 11 NA's
3 1 11093
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patient.samples.sample.2.portions.portion
a071 a075 al4d a27d NA's
1 1 1 2 1093

patient.samples.sample.2.portions.portion
a b e h NA's
2 1 1 1 1093

patient.samples.sample.2.portions.portion
Min. 1st Qu. Median Mean 3rd Qu.
0.93 3.00 3.20 10.33 4.54

patient.samples.sample.2.portions.portion.

23 NA's
5 1093

patient.samples.sample.2.portions.portion.

13.34 20 26.7 80 NA's
1 2 1 1 1093

patient.samples.sample.2.portions.portion.

2010 2011 2013 NA's
2 1 2 1093

patient.samples.sample.2.portions.portion.

frpp NA's
2 1096

patient.samples.sample.2.portions.portion.

tcga NA's
2 1096

patient.samples.sample.2.portions.portion
Min. 1st Qu. Median Mean

.2.analytes.

.2.analytes.

.2.analytes.

analyte.

analyte.

analyte.

Max. NA's
40.00 1093

2.analytes

2.analytes

2.analytes

2.analytes

2.analytes

.2.analytes
3rd Qu.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

Max.

99026893 99029939 99030749 117670350 145632075 145632092

patient.samples.sample.2.portions.portion
7 8 13 NA's
2 2 1 10093

patient.samples.sample.2.portions.portion
Min. 1lst Qu. Median Mean 3rd Qu.
0.07 0.15 0.16 0.21 0.17

patient.samples.sample.2.portions.portion
38 14 19 NA's
2 2 1 1093

patient.samples.sample.2.portions.portion

.2.analytes.

.2.analytes.

analyte.

analyte.

Max. NA's
0.50 1093

.2.analytes.

.2.analytes.

analyte

analyte.

BRCA

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots
NA's
1093

aliquots

aliquots

.aliquots

aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

ac

ac

Cce

CC

da

is
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no yes NA's
3 2 1093
patient.samples.sample.2.portions.portion.
3 4 9 NA's
2 1 2 1093
patient.samples.sample.2.portions.portion.
4 10 11 NA's
3 1 1 10093
patient.samples.sample.2.portions.portion.
a070 a074 aldc a277 NA's
1 1 1 2 1093
patient.samples.sample.2.portions.portion.
a b e h NA's
2 1 1 1 1093
patient.samples.sample.2.portions.portion
Min. 1st Qu. Median Mean 3rd Qu.
1.400 1.950 2.080 9.766 3.400
patient.samples.sample.2.portions.portion.
23 NA's
5 1093
patient.samples.sample.2.portions.portion.
13 20 80 NA's
2 2 11093
patient.samples.sample.2.portions.portion.
2010 2011 2013 NA's
2 1 2 1093
patient.samples.sample.2.portions.portion.
6.91 7.92 15.72 17.93 NA's
1 1 1 1 1094
patient.samples.sample.2.portions.portion.
dna repli-g (giagen) dna
1 1
NA's
1093
patient.samples.sample.2.portions.portion.
d r w NA's
1 3 1 10093

patient.

samples.sample.2.portions.portion.

40.000

2.analytes

2.analytes

2.analytes

2.analytes

.2.analytes.
NA's
1093

Max.

2.analytes

2.analytes

2.analytes

2.analytes

2.analytes

2.analytes

2.analytes

.analyte.

.analyte.

.analyte.
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aliquots

aliquots

aliquots

.aliquot.

.aliquot.

.aliquot.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

aliquots

analyte.

aliquots

aliquots

aliquots

aliquots

amount :

rna
3

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.analyte.analyte_type:

.analyte.analyte_type_id:

.analyte.concentration:

mcC

Pl

Pl

qu

SC

VC
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0.13 0.15 0.16 0.17 NA's

1 1 1

patient.samples.sample
yes NA's
2 1096

patient.samples.sample
yes NA's
2 1096

patient.samples.sample
https://sharedoc.nchri

patient.samples.sample
no yes NA's
3 2 1093

1 1094

.2.portions.portion.2.

.2.portions.portion.2.

.2.portions.portion.2.
.org/tcga-bcr/default.

.2.portions.portion.2.

analytes

analytes

analytes
aspx

5
NA's
1093

analytes

patient.samples.sample.2.portions.portion.2.analytes
adna preparation type highpure mirna

mirvana

patient
0 1.4 NA's
2 1 1095

patient
2.1 2.7
1 1

8 NA's
1 1095

patient
uv spec NA's
4 1094

patient.samples.sample.

2 NA's
1 1097

patient.samples.sample.

8 18
1 2

28 NA's
2 1093

patient.samples.sample.

(allprep dna)

.samples.sample.

.samples.sample.

.samples.sample.

1
rna
1
NA's
1093

2.portions.portion.2

2.portions.portion.2
2.portions

.portion.2

2.portions.portion.2

2.portions.portion.2

2.portions.portion.2.

.analytes

.analytes

.analytes

.analytes

is_ffpe:

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.day_of_creation:

BRCA

dna.normal_tumor_ge

dna.pcr_amplificati

gel_image_file:

is_derived_from_ffy

.analyte.protocols.protocol.
(allprep dna)

ffpe rna
2
repli-g
1

rna.ratio_28s_18s:

rna.rinvalue:

spectrophotometer_n

subportion_sequence
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no yes NA's
3 2 1093

patient.samples.sample.2.portions.portion.2.month_of_creation:
2 4 7 NA's
2 1 2 1093

patient.samples.sample.2.portions.portion.2.portion_number:
2 6 22 NA's
2 2 1 1093

patient.samples.sample.2.portions.portion.2.portion_sequence:
2 6 NA's
3 2 1093

patient.samples.sample.2.portions.portion.2.slides.slide.2.bcr_slide_barcode:
tcga-a7-al3e-01b-06-bs6 tcga-a7-a26e-01b-06-bs6 NA's
1 1 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.bcr_slide_uuid:
071b5ba3-05a2-46b2-ald6-80e1f34b33c5 4796c3al-71ed-4757-b9%ea-9fec4e261d30
1 1

NA's

1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.image_file_name:
tcga-a7-al3e-01b-06-bs6.4796c3al-71ed-4757-b%ea-9fecd4e261d30.svs
1
tcga-a7-a26e-01b-06-bs6.071b5ba3-05a2-46b2-al1d6-80e1£f34b33c5.svs
1
NA's
1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.is_derived_from_ ffpe:
yes NA's
2 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_lymphocyte_in
40 NA's
2 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_monocyte_infi
20 NA's
2 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_necrosis:
0 NA's
2 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_neutrophil_ir
20 NA's
2 1096
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patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_normal_cells:
0 NA's
2 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_stromal_cells
20 30 NA's
1 1 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_tumor_cells:
70 80 NA's
1 1 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.percent_tumor_nuclei:
70 80 NA's
1 1 1096

patient.samples.sample.2.portions.portion.2.slides.slide.2.section_location:
bottom NA's
2 1096

patient.samples.sample.2.portions.portion.2.slides.slide.bcr_slide_barcode:
tcga-a7-al3e-01b-05-bs5 tcga-a7-a26e-01b-05-bs5 tcga-e2-allh-11a-02-tsb
1 1 1
NA's
1095

patient.samples.sample.2.portions.portion.2.slides.slide.bcr_slide_uuid:
02204231-855b-455e-b21a-b4db37703064 4266663c-c5la-4676-9a2a-6ale5c909e8e

1 1
afd4878fb-892f-4907-b59c-8aale’7630ala NA's
1 1095

patient.samples.sample.2.portions.portion.2.slides.slide.image_file_name:
tcga-a7-al3e-01b-05-bs5.4266663c-c5la-4676-9%9a2a-6ale5c909e8e.svs
1
tcga-a7-a26e-01b-05-bs5.af4878fb-892f-4907-b59c-8aale77630ala.svs
1
tcga-e2-allh-11a-02-tsb.02204231-855b-455e-b21a-b4db37703064.svs
1
NA's
1095

patient.samples.sample.2.portions.portion.2.slides.slide.is_derived_from_ ffpe:
no yes NA's
1 2 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_lymphocyte_infi
0 40 NA's
1 2 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_monocyte_infilt
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0 20 NA's
1 2 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_necrosis:
0 NA's
3 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_neutrophil_infi
0 20 NA's
1 2 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_normal_cells:
0 20 NA's
2 1 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_stromal_cells:
20 40 80 NA's
1 1 1 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_tumor_cells:
0 60 80 NA's
1 1 1 1095

patient.samples.sample.2.portions.portion.2.slides.slide.percent_tumor_nuclei:
0 60 80 NA's
1 1 1 1095

patient.samples.sample.2.portions.portion.2.slides.slide.section_location:
top NA's
3 1095

patient.samples.sample.2.portions.portion.2.weight:
100 200 400 NA's
1 2 2 1093

patient.samples.sample.2.portions.portion.2.year_of_creation:
2010 2011 2013 NA's
2 1 2 1093

patient.samples.sample.2.portions.portion.analytes.analyte.2.a260_a280_ratio:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.290 1.755 1.830 1.790 1.860 2.160 1023

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
fppp NA's
3 1095

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
tcga NA's
3 1095
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patient.samples
ffpe validation
-

patient.samples

Min. 1st Qu.
89490662
patient.samples.sample.2.
7 8 9 13 NA's
61 89 141 14 793
patient.samples.sample.2.
Min. 1st Qu. Median
0.1300 0.5000 0.5000
patient.samples.sample.2.
Min. 1lst Qu. Median
6.00 9.00 9.00
patient.samples.sample.2.
no yes NA's
295 10 793
patient.samples.sample.2.
Min. 1st Qu. Median
1.000 6.000 6.000
patient.samples.sample.2.
Min. 1lst Qu. Median
1.000 4.000 7.000
patient.samples.sample.2.
Min. 1lst Qu. Median
1.50 40.00 40.00
patient.samples.sample.2.
23 NA's
305 793
patient.samples.sample.2.
Min. 1st Qu. Median
10.00 80.00 80.00

patient.samples.sample.2.
2010 2011 2012 2013 NA's
227 63 11 4 793

patient.samples.sample.2.

NA's
1091

Mean 3rd Qu.

portions.portion.analytes

portions.portion.analytes

Mean 3rd Qu. Max.
0.4166 0.5000 0.5000
portions.portion.analytes

Mean 3rd Qu. Max .

16.92 29.00 31.00
portions.portion.analytes
portions.portion.analytes

Mean 3rd Qu. Max.

6.443 8.000 11.000

portions.portion.analytes
Mean 3rd Qu. Max.
6.652 9.000 12.000

portions.portion.
Mean 3rd Qu.
31.14 40.00

analytes
Max.
40.00

portions.portion.analytes

portions.portion.
Mean 3rd Qu.
66.37 80.00

analytes
Max.
80.00

portions.portion.analytes

portions.portion.analytes

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.sample.2.portions.portion.analytes.analyte.2.

.sample.2.portions.portion.analytes.analyte.2.
Median

Max.

99037496 100473304 101733663 100485327 153880189

.analyte.2.

NA's
793

NA's
793

NA's
793

NA's

793

NA's
793

NA's
793

BRCA

aliquots

aliquots
NA's
793

aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.



BRCA

tcga-a7-a26j-01b-02r-ad46x-36

1

patient.samples.sample.2.portions.portion.
6€99cc32-5846-4191-bc8a-0656edb0724f

patient.samples.sample.

167814221 NA's
1 1097

patient.samples.sample.

36 NA's
1 1097

patient.samples.sample.

0.16 NA's
1 1097

patient.samples.sample.

26 NA's
1 1097

patient.samples.sample.

yes NA's
1 1097

patient.samples.sample.

8 NA's
1 1097

patient.samples.sample.

6 NA's
1 1097

patient.samples.sample.

ado6x NA's
1 1097

patient.samples.sample.

b NA's
1 1097

patient.samples.sample.

0.8 NA's
1 1097

patient.samples.sample.

23 NA's
1 1097

patient.samples.sample.

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

NA's
1097

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.
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.aliquots.aliquot.

NA's
1097

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.
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5 NA's
1 1097

patient.samples.

2015 NA's
1 1097

patient.samples.

fppp NA's
3 1095

patient.samples.

tcga NA's
3 1095

patient.samples.

ffpe validation
5

patient.samples.

Min. 1st

sample.2.portions

sample.2.portions

sample.2.portions

sample.2.portions
NA's

1091

sample.2.portions

Qu. Median Mean

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes
3rd Qu.

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2.

Max.

97500631 100479046 108432545 113043285 113420339 174165689

patient.samples.

7 8 9
14 138 846

patient.
Min.
0.130

patient.
Min.
1.00

patient.
no
1049

patient.
Min.
1.000

patient.

Min.
1.000

patient.

samples.

1st Qu.
0.500

samples.

1st Qu.
8.00

samples.
yes NA's
10

39

samples.

1st Qu.
5.000

samples.

1st Qu.
6.000

samples.

sample.2.portions.portion.analytes
13 NA's
61 39
sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max.
0.500 0.476 0.500 0.500
sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max.
16.00 16.21 23.00 31.00
sample.2.portions.portion.analytes
sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max.
6.000 6.149 9.000 11.000
sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max .
8.000 7.203 9.000 12.000
sample.2.portions.portion.analytes

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2.

NA's
39

NA's
39

NA's
39

NA's
39

BRCA

.aliquots

.aliquots

.aliquots

.aliquots

aliquots
NA's
39

aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot

.aliquot

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

ac

ac

bc

bi

Ce
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.pl

.qu



BRCA 277

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.95 40.00 40.00 37.32 40.00 40.00 39

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.sc
23 NA's
1059 39

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.vc
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
13.00 80.00 80.00 75.61 80.00 80.00 39

patient.samples.sample.2.portions.portion.analytes.analyte.2.aliquots.aliquot.ye
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2010 2011 2011 2011 2014 39

patient.samples.sample.2.portions.portion.analytes.analyte.2.amount:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
5.33 11.88 18.78 23.11 28.39 102.64 1023

patient.samples.sample.2.portions.portion.analytes.analyte.2.analyte_type:

repli-g (giagen) dna repli-g x (giagen) dna rna
945 39 75

NA's

39

patient.samples.sample.2.portions.portion.analytes.analyte.2.analyte_type_id:
r w x NA's
75 945 39 39

patient.samples.sample.2.portions.portion.analytes.analyte.2.concentration:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.1300 0.1500 0.1600 0.1607 0.1700 0.1800 1023

patient.samples.sample.2.portions.portion.analytes.analyte.2.dna.normal_tumor_ge
yes NA's
984 114

patient.samples.sample.2.portions.portion.analytes.analyte.2.dna.pcr_amplificati
yes NA's
984 114

patient.samples.sample.2.portions.portion.analytes.analyte.2.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
1059
NA's
39

patient.samples.sample.2.portions.portion.analytes.analyte.2.is_derived_from_ffy
no yes NA's
1049 10 39
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patient.samples.sample.2.portions.portion.analytes.analyte.2.rna.ratio_28s_18s:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.000 1.300 1.500 1.343 1.700 2.100 1023

patient.samples.sample.2.portions.portion.analytes.analyte.2.rna.rinvalue:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.200 7.350 8.000 7.436 8.600 9.700 1023

patient.samples.sample.2.portions.portion.analytes.analyte.2.spectrophotometer_n
uv spec NA's
75 1023

patient.samples.sample.2.portions.portion.analytes.analyte.2.subportion_sequence
1 2 3 4 NA's
29 35 29 4 1001

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
89490643 99036265 99036326 99502440 100480770 100480835 871

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
8 9 NA's
90 137 871

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
0.5 NA's
227 871

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
38 9 29 NA's
45 92 90 871

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
no NA's
227 871

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
6 8 9 NA's
90 92 45 871

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 4.000 7.000 6.872 10.000 12.000 871

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.2.
a026 a054 a073 NA's
90 92 45 871



BRCA

patient.samples.

40 NA's
227 871

patient.samples.

23 NA's
227 871

patient.samples.

80 NA's
227 871

patient.samples.

2010 NA's
227 871

patient.samples.
Min. 1st Qu.

sample.?2.

sample.2.

sample.2.

sample.2.

sample.2.

portions.portion.

portions.portion.

portions.portion.

portions.portion.

portions.portion.
Median Mean

analytes

analytes

analytes

analytes

analytes
3rd Qu.

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3

Max.

89490668 99034848 100473916 101244060 100480583 164081813

patient.samples.

8 9 NA's
137 203 758

patient.samples.

0.5 NA's
340 758

patient.samples.

Min. 1st Qu.
1.00 9.00

patient.samples.

no NA's
340 758

patient.samples.

Min. 1st Qu.
1.0 6.0

patient.samples.

Min. 1lst Qu.
1.000 5.000

patient.samples.

6.5 40 NA's
1 339 758

sample.2.

sample.2.

sample.2.
Median
9.00

sample.2.

sample.?2.
Median
8.0

sample.2.
Median
8.000

sample.?2.

portions.portion.

portions.portion.

portions.portion.

Mean 3rd Qu.
15.21 29.00

portions.portion.

portions.portion.

Mean 3rd Qu.
7.2 9.0

portions.portion.

Mean 3rd Qu.
7.282 10.000

portions.portion.

analytes

analytes

analytes
Max.
30.00

analytes

analytes
Max.
10.0

analytes
Max

12.000

analytes

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3.

NA's
758

NA's
758

NA's
758

279

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

NA's
758

aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

Cce

CC

da

is

mcC

Pl



patient.samples
23 NA's
340 758

.sample

patient.samples
13 80 NA's
1 339 758

.sample

patient.samples
Min. 1st Qu.
2010 2010

.sample

patient.samples.sample
repli—-g (giagen) dna
65

patient.samples.sample.

" x NA's
65 275 758

patient.samples.sample.

yes NA's
340 758

patient.samples.sample.

yes NA's
340 758

patient.samples.sample.

https://sharedoc.nchri

patient.samples.sample.

no NA's
340 758

patient.samples.sample.

repli-g repli-g x
66 183

patient.samples.sample
1 2 3
20 21 21

patient.samples.sample
Min. 1lst Qu.
0.480 1.880

Median
2010

Median
1.940

.2.portions.portion.

.2.portions.portion.

.2.portions.portion.

Mean 3rd Qu.
2010 2010

.2.portions.portion.

repli—-g x (giagen)

2.portions.portion.

2.portions.portion.

2.portions.portion.

2.portions.portion.

analytes

analytes

analytes
Max.
2014

analytes

dna

275

analytes

analytes

analytes

analytes

.org/tcga-bcr/default.aspx

NA's
849

.2.portions.portion.
4 NA's
4 1032

.2.portions.portion.

Mean 3rd Qu.
1.927 2.000

2.portions.portion.

2.portions.portion.

340
NA's
758

analytes

analytes

analytes

analytes
Max.
2.500

.analyte.

.analyte.

.analyte.

NA's
758

.analyte

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

NA's
309

BRCA

3.aliquots.aliquot.sc

3.aliquots.aliquot.vc

3.aliquots.aliquot.ye

.3.analyte_type:

NA's
758

3.analyte_type_id:

3.dna.normal_tumor_ge

3.dna.pcr_amplificati

3.gel_image_file:

3.is_derived_from_ ffr

3.protocols.protocol.

3.subportion_sequence

a260_a280_ratio:



BRCA

patient.samples.

fppp NA's
2 1096

patient.samples.

tcga NA's
2 1096

patient.samples.

ffpe validation
5

patient.samples.
1st Qu.
99059836 100489176 112567870 113423289 174191431

Min.
99015309

sample.?2.

sample.2.

sample.2.

sample.2.

Median

portions.portion.analytes

portions.portion.analytes

portions.portion.
NA's
1093

analytes

portions.portion.
Mean

analytes
3rd Qu.

.analyte.

.analyte.

.analyte.

.analyte.

Max.

281

aliquots.

aliquots.

aliquots.

aliquots.
NA'

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.

1 2 9 NA's
544 47 501 6
patient.samples.sample.2.
Min. 1lst Qu. Median
0.050 0.080 0.140
patient.samples.sample.2.
Min. 1st Qu. Median
1.00 12.00 18.00

patient.samples.

no vyes NA's
1085 7 6

patient.samples.

Min

. 1st Qu.
1.00

3.00

patient.
Min

. 1st Qu.
1.000

6.000

patient.
Min

. 1st Qu.
0.780

1.070

patient.samples.

23 NA's
1092 6

samples.

samples.

sample.2.

sample.2.
Median
5.00

sample.?2.
Median
8.000

sample.2.
Median
1.130

sample.?2.

portions.portion.analytes
Mean 3rd Qu. Max .
0.121 0.160 0.250
portions.portion.analytes
Mean 3rd Qu. Max.
18.94 28.00 31.00
portions.portion.analytes
portions.portion.analytes
Mean 3rd Qu. Max.
5.44 7.00 12.00
portions.portion.analytes
Mean 3rd Qu. Max.
7.275 9.000 12.000

portions.portion.analytes
Mean 3rd Qu. Max .
1.777 2.800 4.800

portions.portion.analytes

.analyte.

NA's

.analyte.

NA's

.analyte.

.analyte.

NA's

.analyte.

NA's

.analyte.

NA's

.analyte.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

S
6

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. ac

. ac

. CE€

. CC

.1s

.InC

.pl

.qu
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BRCA
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
6.67 6.67 13.00 18.91 40.00 40.00 6
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2010 2011 2011 2011 2014 6
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
fppp NA's
2 1096
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
tcga NA's
2 1096
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
ffpe validation NA's
5 1093
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
99013502 99051438 100488944 104229152 108474412 167787828 285

patient.samples.

Min

. 1st Qu.
1.000

8.000

patient.
Min

. 1st Qu.
0.06000

0.08000

patient.
Min

. 1st Qu.
6.00

9.00

patient.samples.

no yes NA's
806 7285

patient.
Min

. 1st Qu.
1.000

3.000

patient.
Min.
1.000

samples
1st Qu.
6.000

samples.

samples.

samples.

sample.2.portions.portion.

Mean 3rd Qu.
7.417 9.000

Median
9.000

sample.2.portions.portion.

Median Mean 3rd Qu.
0.08000 0.09263 0.09000 O

sample.2.portions.portion.

Median
14.00

Mean 3rd Qu.
16.92 23.00

sample.2.portions.portion.

sample.2.portions.portion.

Mean 3rd Qu.
5.477 8.000

Median
5.000

.sample.2.portions.portion.

Mean 3rd Qu.
7.609 10.000

Median
8.000

analytes
Max.
9.000

analytes
Max

.24000

analytes
Max.
31.00

analytes

analytes
Max

12.000

analytes
Max

12.000

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.aliquots.aliquot.

NA's
285

aliquots.
NA's
285

aliquots.
NA's
285

aliquots.

aliquots.
NA's
285

.aliquots.
NA's
285

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. VC

.ac

.ac

.bc

. CE

. CC

.da

S

.MC
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patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.87 1.14 1.82 2.34 3.20 7.20 285
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
23 NA's
813 285
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
6.67 13.34 26.00 27.85 40.00 80.00 285
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2010 2011 2011 2011 2014 285
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
ffpe validation NA's
4 1094
patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
89490286 99038218 100491627 104327738 108474852 153879541 723

patient.samples.

Min

. 1st Qu.
1.000

5.000

patient.
Min

. 1st Qu.
0.0600

0.0800

patient.
Min

. 1st Qu.
2.00

9.00

patient.samples.

no yes NA's
370 5 723

patient.
Min

. 1st Qu.
1.000

6.500

patient.
Min.
1.000

samples
1st Qu.
4.000

samples.

samples.

samples.

sample.2.portions.portion.

Mean 3rd Qu.
6.883 9.000

Median
9.000

sample.2.portions.portion.

Mean 3rd Qu.
0.1107 0.1500

Median
0.0800

sample.2.portions.portion.

Median
14.00

Mean 3rd Qu.
17.09 26.00

sample.2.portions.portion.

sample.2.portions.portion.

Mean 3rd Qu.
6.875 8.000

Median
8.000

.sample.2.portions.portion.

Mean 3rd Qu.
6.413 9.000

Median
7.000

analytes
Max

26.000

analytes
Max

0.1800

analytes
Max.
31.00

analytes

analytes
Max

11.000

analytes
Max

12.000

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.aliquots.aliquot.

NA's
723

aliquots.
NA's
723

aliquots.
NA's
723

aliquots.

aliquots.
NA's
723

.aliquots.
NA's
723

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. SC

. VC

.bc

. CE

. CC

.da

S

.MC



284

patient.samples.

Min.
0.320

1st Qu.
1.070

patient.samples.

23 NA's
375 723

patient.samples.

1st Qu.
13.00

Min.
3.00

patient.samples.

Min.
2010

1st Qu.
2010

patient.samples.
1st Qu.
99054787 105040717 113388869 114424569 113416465 167811761

Min.

patient.samples.

9 NA's
53 1045

patient.samples.

sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max.
1.950 2.312 4.010 7.530

sample.2.portions.portion.analytes

sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max.
13.34 21.75 26.70 107.60

sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max.
2010 2010 2011 2015

sample.2.portions.portion.analytes
Median Mean 3rd Qu.

sample.2.portions.portion.analytes

sample.2.portions.portion.analytes

0.07 0.08 0.09 NA's

13 31

patient.samples.

1st Qu.
2.00

Min.
2.00

patient.samples.

no NA's
53 1045

patient.samples.

Min

. 1st Qu.
1.000

1.000

patient.samples.

Min

. 1st Qu.
2.000

4.000

patient.samples.

Min

. 1st Qu.
1.070

2.080

9 1045

sample.2.portions.portion.
Median Mean 3rd Qu.
19.00 15.53 26.00

analytes
Max.
26.00

sample.2.portions.portion.analytes

sample.2.portions.portion.
Median Mean 3rd Qu.
7.000 6.528 11.000

analytes
Max.
11.000

sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max.
4.000 5.245 7.000 12.000

sample.2.portions.portion.analytes
Median Mean 3rd Qu. Max .
2.800 2.829 3.200 4.680

.analyte.

NA's
723

.analyte.

.analyte.

NA's
723

.analyte.

NA's
723

.analyte.

Max.

.analyte.

.analyte.

.analyte.

NA's
1045

.analyte.

.analyte.

NA's
1045

.analyte.

NA's
1045

.analyte.

NA's
1045

BRCA

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.aliquot.

NA's
1045

aliquots.aliquot.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. SC

. VC

. C€

. CC

.is

e

.pl
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patient.samples.sample.2.portions.portion.
23 NA's
53 1045

patient.samples.sample.2.portions.portion.
Min. 1lst Qu. Median Mean 3rd Qu.
13.40 26.00 40.00 35.35 40.00

patient.samples.sample.2.portions.portion.
2011 2013 2015 NA's
47 5 1 1045

patient.samples.sample.2.portions.portion.analytes.analyte.

analytes.

analytes.
Max.
52.00

analytes.

analyte.

analyte.

NA's
1045

analyte.

tcga-b6-a0i6-10a-01d-ad46a-09 tcga-b6-alre-10a-01d-a46a-09

1
tcga-bh-alfc-11a-32d-a314-09
1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.

1
NA's
1095

285

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

00b1l4c77-845¢c—-432e-923c—c2c412£f5df31 65957351-2f2c-47c6-b92b-a8e7a78al1364

1
79c31fed-ddf0-4£77-98e7-420feae57046
1
patient.samples.sample.2.portions.portion.
153879468 167811762 167811785 NA's
1 1 1 1095
patient.samples.sample.2.portions.portion.
9 NA's
3 1095

patient.samples.sample.2.portions.portion.
0.08 0.09 NA's
2 1 1095

patient.samples.sample.2.portions.portion.
21 26 NA's
2 1 1095

patient.samples.sample.2.portions.portion.
no NA's
3 1095

patient.samples.sample.2.portions.portion.
1 6 NA's
2 1 1095

patient.samples.sample.2.portions.portion.
1 6 7 NA's
1 1 1 1095

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

1
NA's
1095

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. SC

. VC

. Ve

.bc

.bc

. CE€

. CC

.is

.IC
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patient.samples.

a314 ado6a NA's
1 2 1095

patient.samples.

e g NA's
1 2 1095

patient.samples.

1.07 1.8 NA's
2 1 1095

patient.samples.

23 NA's
3 1095

patient.samples.

13.4 20 NA's
2 1 1095

patient.samples.

2013 2015 NA's
1 2 1095

patient.samples.

frpp NA's
5 1093

patient.samples.

tcga NA's
5 1093

patient.samples.

ffpe validation
5

patient.samples.

Min. 1st

sample.2.portions

sample.2.portions

sample.2.portions

sample.2.portions

sample.2.portions

sample.2.portions

sample.2.portions

sample.2.portions

sample.2.portions
NA's

1091

sample.2.portions
Qu. Median

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

Mean

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes
3rd Qu.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BRCA

.analyte.aliquots.
NA'

Max.

99014640 100474581 100492165 112762204 113421587 174191240

patient.samples.sample.2.portions.portion.analytes.
9 NA's

1 2

432 653 12

patient.samples.sample.2.portions.portion.analytes.
Mean 3rd Qu.
0.1700

1st Qu.
0.1500

Min.
0.0400

patient.samples.sample.2.portions.portion.analytes.

1

Median

0.1600 0.1552

Max

0.2500

analyte.aliquots.

analyte.aliquots.

NA's
1

analyte.aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot

aliquot

aliquot

aliquot
S
1

aliquot.

aliquot

aliquot

.addi

.addi

.bcr_

.bios

cent

.conc

.day_
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Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 12.00 16.00 17.85 25.00 31.00 1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.is_c
no yes NA's
1085 12 1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.mont
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 5.000 5.333 7.000 12.000 1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.plat
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 6.000 8.000 7.249 9.000 12.000 1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.quar
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.400 1.070 1.950 1.657 2.080 3.250 1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.sour
23 NA's
1097 1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.volt
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
6.67 6.70 13.00 10.78 13.00 56.00 1

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.year
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2010 2011 2011 2011 2014 1

patient.samples.sample.2.portions.portion.analytes.analyte.amount:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.11 14.55 23.14 30.09 37.20 338.66 4

patient.samples.sample.2.portions.portion.analytes.analyte.analyte_type:
dna NA's
1097 1

patient.samples.sample.2.portions.portion.analytes.analyte.analyte_type_id:
d NA's
1097 1

patient.samples.sample.2.portions.portion.analytes.analyte.concentration:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.060 0.150 0.160 0.156 0.170 0.250 1

patient.samples.sample.2.portions.portion.analytes.analyte.dna.normal_tumor_genc
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yes NA's
1097 1

patient.samples.sample
yes NA's
1097 1

patient.samples.sample
https://sharedoc.nchri

patient.samples.sample
no yes NA's
1085 12 1

.2.portions

patient.samples.sample.2.portions
adna preparation type

700

pre—-extracted dna received by tss
382

patient.samples.sample.2.portions
picogreen uv spec NA's
304 793 1
patient.samples. portions
1 2 3
29 35 29

sample.2.
4 NA's
4 1001

patient.samples.sample.2.

Min. 1lst Qu. Median Mean 3rd Qu.
1.00 9.00 16.00 15.97 23.00
patient.samples.sample.2.portions.portion.

no yes NA's
1085 12 1
patient.samples.sample.2.portions.portion.
Min. 1st Qu. Median Mean 3rd Qu.
1.000 4.000 5.000 6.095 8.000
patient.samples.sample.2.portions.portion.
Min. 1st Qu. Median Mean 3rd Qu.
1.000 1.000 1.000 3.261 1.000
patient.samples.sample.2.portions.portion.
Min. 1lst Qu. Median Mean 3rd Qu.
1.000 1.000 1.000 1.199 1.000

.2.portions.portion.

.2.portions.portion.

.org/tcga-bcr/default.aspx

.portion.

.portion.

.portion.

.portion.

portions.portion.

BRCA

analytes.analyte.dna.pcr_amplification
analytes.analyte.gel_image_file:
1097
NA's
1
analytes.analyte.is_derived_from_ffpe:
analytes.analyte.protocols.protocol.ex
allprep ffpe dna
12
NA's
4
analytes.analyte.spectrophotometer_met
analytes.analyte.subportion_sequence:

day_of_creation:

Max. NA's
31.00 1
is_ffpe:

month_of_creation:
Max. NA's

12.000 1

portion_number:
Max. NA's

94.000 1

portion_sequence:
Max. NA's
9.000 144



BRCA

patient.samples.sample.2.portions.portion.slides.

no vyes NA's
58 12 1028

patient.samples.sample.2.portions.portion.slides.

Min. 1lst Qu. Median Mean 3rd Qu. Max.
0.000 0.000 0.000 2.071 1.000 50.000

patient.samples.sample.2.portions.portion.slides.
Min. 1lst Qu. Median Mean 3rd Qu. Max.
0.0 0.0 0.0 1.2 0.0 50.0

patient.samples.sample.2.portions.portion.slides.

Min. 1lst Qu. Median Mean 3rd Qu. Max.
0.0000 0.0000 0.0000 0.8387 0.0000 15.0000

patient.samples.sample.2.portions.portion.slides.
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.0 0.0 0.0 0.5 0.0 20.0
patient.samples.sample.2.portions.portion.slides.
Min. 1lst Qu. Median Mean 3rd Qu. Max.
0.00 4.00 19.00 45.64 100.00 100.00
patient.samples.sample.2.portions.portion.slides.
Min. 1lst Qu. Median Mean 3rd Qu. Max.
0.00 0.00 42.50 47.13 91.50 100.00
patient.samples.sample.2.portions.portion.slides.
Min. 1lst Qu. Median Mean 3rd Qu. Max.
0.00 0.00 0.00 11.87 0.00 95.00
patient.samples.sample.2.portions.portion.slides.
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.00 0.00 0.00 15.48 0.00 85.00
patient.samples.sample.2.portions.portion.slides.
bottom top NA's
12 58 1028

patient.samples.sample.2.portions.portion.slides.

no NA's
37 1061

patient.samples.sample.2.portions.portion.slides.

slide.2.

slide.2.
NA's
1028

slide.2.
NA's
1028

slide.2.
NA's
1036

slide.2.
NA's
1028

slide.2.
NA's
1028
slide.2.
NA's
1036
slide.2.
NA's
1028
slide.2.
NA's
1036

slide.2.

slide.3.

slide.3.
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is_derived_from_ ffpe:

percent_lymphocyte_infi

percent_monocyte_infilt

percent_necrosis:

percent_neutrophil_infi

percent_normal_cells:

percent_stromal_cells:

percent_tumor_cells:

percent_tumor_nuclei:

section_location:

is_derived_from_ ffpe:

percent_lymphocyte_infi



1st Qu.
0.000

Min.
0.000

patient.samples.

0 1 10
27 6 2

patient.samples.

0 10 NA's
30 3 1065

patient.samples.

0 10 20
32 2 1

patient.
Min

. 1st Qu.
0.00

15.00

patient.
Min

. 1st Qu.
0.00

0.00

patient.samples.

0 NA's
37 1061

patient.samples.

0 NA's
33 1065

patient.samples.

top NA's
37 1061

patient.samples.

no NA's
20 1078

patient.
Min

. 1st Qu.
0.00

0.00

patient.
0 1 10
16 1 1

patient.
0 5

samples.

samples.

samples.

samples.

samples.
10 NA's

Median
0.000

sample.2.
50 NA's
1 1062

sample.2.

sample.2.
30 NA's
1 1062

sample.2.
Median
90.00

sample.2.
Median

10.00

sample.?2.

sample.2.

sample.2.

sample.?2.

sample.2.
Median
0.00

sample.2.
50 NA's
1 1079

sample.2.

Mean 3rd Qu.
6.528 1.000

Max.
70.000

portions.portion.

portions.portion.

portions.portion.

portions.portion.
Mean 3rd Qu.
61.14 100.00

Max.
100.00

portions.portion.slides.

Max

Mean 3rd Qu. .
100.00

42.67 88.00

portions.portion.

portions.portion.

portions.portion.

portions.portion.

portions.portion.
Mean 3rd Qu.
9.21 1.00

Max.
80.00

portions.portion.

portions.portion.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

NA's
1062

slide.3.

slide.3.

slide.3.

slide.3.
NA's
10061

slide.3.
NA's
1065

slide.3.

slide.3.

slide.3.

slide.4.

slide.4.
NA's
1079

slide.4.

slide.4.

BRCA

percent_monocyte_infilt

percent_necrosis:

percent_neutrophil_infi

percent_normal_cells:

percent_stromal_cells:

percent_tumor_cells:

percent_tumor_nuclei:

section_location:

is_derived_from_ffpe:

percent_lymphocyte_infi

percent_monocyte_infilt

percent_necrosis:



BRCA

14 1 2 1081
patient.samples.sample.2.
0 10 20 NA's
16 2 1 1079
patient.samples.sample.2.
Min. 1st Qu. Median
0.00 8.75 100.00
patient.samples.sample.2.
Min. 1st Qu. Median
0.00 0.00 0.00
patient.samples.sample.2.
0 NA's
20 1078
patient.samples.sample.?2
0 NA's
17 1081
patient.samples.sample.?2
top NA's
20 1078
patient.samples.sample.?2
no NA's
6 1092
patient.samples.sample.?2
0 5 NA's
5 1 1092
patient.samples.sample.?2
0 3 NA's
5 1 1092
patient.samples.sample.?2
0 NA's
3 1095
patient.samples.sample.?2
0 1 NA's
5 1 1092
patient.samples.sample.?2

3 100 NA's

1

5 1092

portions.portion.slides.

portions.portion.slides.

Mean 3rd Qu.

69.15

portions.portion.slides.

100.00

Mean 3rd Qu.

34.82

portions

.portions

.portions

.portions

.portions

95.00

.portion.

.portion.

.portion.

.portion.

.portion.

Max

100.00

Max

100.00

slides.

slides.

slides.

slides.

slides.

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

slides.

slides.

slides.

slides.

slide.4.

slide.4.
NA's
1078

slide.4.
NA's
1081

slide.4.

slide.4

slide.4.

slide.5.

slide.5.

slide.5.

slide.5.

slide.5.

slide.5.
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percent_neutrophil_infi

percent_normal_cells:

percent_stromal_cells:

percent_tumor_cells:

.percent_tumor_nuclei:

section_location:

is_derived_from_ ffpe:

percent_lymphocyte_infi

percent_monocyte_infilt

percent_necrosis:

percent_neutrophil_infi

percent_normal_cells:



292 BRCA

patient.samples.sample.2.portions.portion.slides.slide.5.percent_stromal_cells:
0 97 NA's
2 1 1095

patient.samples.sample.2.portions.portion.slides.slide.5.percent_tumor_cells:
0 NA's
6 1092

patient.samples.sample.2.portions.portion.slides.slide.5.percent_tumor_nuclei:
0 NA's
3 1095

patient.samples.sample.2.portions.portion.slides.slide.5.section_location:
top NA's
6 1092

patient.samples.sample.2.portions.portion.slides.slide.6.bcr_slide_barcode:
tcga-bh-aldd-11a-05-tse tcga-e2-aliu-1la-06-tsf NA's
1 1 1096

patient.samples.sample.2.portions.portion.slides.slide.6.bcr_slide_uuid:
4a8b32a0-22d7-4262-8139-81ca73bl121ff 96609ca3-27d5-47b7-a3b2-9f658b24a26b
1 1
NA's
1096

patient.samples.sample.2.portions.portion.slides.slide.6.image_file_name:
tcga-bh-al0dd-11a-05-tse.4a8b32a0-22d7-4262-8139-81ca73bl21ff.svs
1
tcga-e2-aliu-11a-06-tsf.96609ca3-27d5-47b7-a3b2-9£658b24a26b.svs
1
NA's
1096

patient.samples.sample.2.portions.portion.slides.slide.6.is_derived_from_ffpe:
no NA's
2 1096

patient.samples.sample.2.portions.portion.slides.slide.6.percent_lymphocyte_infi
0 NA's
2 1096

patient.samples.sample.2.portions.portion.slides.slide.6.percent_monocyte_infilt
0 NA's
2 1096

patient.samples.sample.2.portions.portion.slides.slide.6.percent_neutrophil_ infi
0 NA's
2 1096

patient.samples.sample.2.portions.portion.slides.slide.6.percent_normal_cells:



BRCA

100 NA's
2 1096

patient.samples.

0 NA's
2 1096

patient.samples.

top NA's
2 1096

patient.samples.

no
93

yes NA's
12 993

patient.
Min

. 1st Qu.
0.00

0.00

patient.
Min

. 1st Qu.
0.0000

0.0000

patient.
Min

. 1st Qu.
0.0000

0.0000

patient.
Min

. 1st Qu.
0.000

0.000

patient.
Min

. 1st Qu.
0.00

2.75

patient.
Min

. 1st Qu.
0.00

0.00

patient.
Min

. 1st Qu.
0.00

0.00

patient.
Min

. 1st Qu.
0.00

0.00

patient.

bottom top

samples.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

sample.2.

sample.?2.

sample.2.

sample.2.
Median
0.00

sample.2.
Median
0.0000

sample.2.
Median
0.0000

sample.2.
Median
0.000

sample.2.
Median
20.00

sample.2.
Median
20.00

sample.2.
Median
0.00

sample.2.
Median
0.00

sample.2.
NA's

portions.portion.

portions.portion.

portions.portion.

portions.portion.

Mean 3rd Qu.
1.99 2.00

portions.portion.

Mean 3rd Qu.
0.4757

portions.portion.

Mean 3rd Qu.
0.4731

portions.portion.

Mean 3rd Qu.
0.534 0.000

portions.portion.

Mean 3rd Qu.
47.14 100.00

portions.portion.

Mean 3rd Qu.
40.76 90.00

portions.portion.

Mean 3rd Qu.
15.02 0.00

portions.portion.

Mean 3rd Qu.
18.12 0.00

portions.portion.

slides.

slides.

slides.

slides.

Max.
50.00

slides.

Max.

0.0000 20.0000

slides.

Max.

0.0000 15.0000

slides.

Max

40.000

slides.

Max

100.00

slides.

Max

100.00

slides.

Max

100.00

slides.

Max.
95.00

slides.
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slide.6.percent_tumor_cells:

slide.6.section_location:

slide.is_derived_from_ffpe:

slide.percent_lymphocyte_infilt
NA's
995

slide.percent_monocyte_infiltra
NA's
995

slide.percent_necrosis:
NA's
1005

slide.percent_neutrophil infilt
NA's
995

slide.percent_normal_cells:
NA's
994

slide.percent_stromal_cells:
NA's
1005

slide.percent_tumor_cells:
NA's
994
slide.percent_tumor_nuclei:
NA's
1005

slide.section_location:



12 93 993
patient.samples.sample.2.
Min. 1lst Qu. Median

1.0 2.0 2.0
patient.samples.sample.2.
Min. 1lst Qu. Median
2010 2010 2011
patient.samples.sample.2.

20 NA's
23 1075

patient.samples.
no NA's
23 1075

sample.2.

patient.samples.sample.2.
al3d a24b a43o0 NA's

2 5 16 1075
patient.samples.sample.2.
Min. 1lst Qu. Median
21.00 21.00 41.00
patient.samples.sample.2.
Min. 1st Qu. Median
2.00 2.00 3.50

patient.samples.sample.?2
14 22 24 NA's
5 2 16 1075

patient.samples.sample.?2
3 6 11 NA's
2 16 5 1075

patient.samples.sample.?2
2011 2012 2014 NA's
2 5 16 1075

patient.samples.sample.2.
blood derived normal
992
solid tissue normal
83

patient.samples.sample.2.
1 6 10 11 NA's

portions.portion.weight:
Mean 3rd Qu. Max .
92.7 150.0 1000.0

BRCA

NA's
501

portions.portion.year_of_creation:

Mean 3rd Qu.
2011 2011

Max.
2014

portions.shipment_portion.

portions.shipment_portion.

portions.shipment_portion.

portions.shipment_portion.

Mean 3rd Qu.
37.52 51.00

Max.
71.00

portions.shipment_portion.

Mean 3rd Qu.
3.50 4.75

Max.
6.00

.portions.shipment_portion.

.portions.shipment_portion.

.portions.shipment_portion.

sample_type:
metastatic
5
NA's
1

sample_type_1id:

NA's
1

center_id:

is_ffpe:

plate_id:

portion_number:
NA's
1075

portion_sequence:
NA's
1076

shipment_portion_day_of_shipn

shipment_portion_month_of_shi

shipment_portion_year_of_shig

primary tumor

15



BRCA

15 7992 83 1

patient.samples.sample.2.
a b c d NA's
1028 57 11 1 1

patient.samples.sample.3.
germline comparison
3

patient.samples.sample.3.
Min. 1lst Qu. Median
30.0 91.0 289.0

patient.samples.sample.3.
Min. 1lst Qu. Median
50.0 202.5 335.0

patient.samples.sample.3.
no NA's
95 1003

patient.samples.sample.3.
false true NA's
51 44 1003

patient.samples.sample.3.
fppp NA's
2 1096

patient.samples.sample.3.
tcga NA's
2 1096

patient.samples.sample.3.portions.portion.2.analytes.analyte.aliquots.aliquot.

vial_number:

295

bcr_biospecimen_canonical_reasons.bcr_canonical_reason:

NA's
1095

days_to_collection:

Mean 3rd Qu.
706.3 950.0

initial_weight:

Mean 3rd Qu.
465.8 640.0

is_ffpe:

oct_embedded:

portions.portion.2.analytes.analyte.aliquots.aliquot.

portions.portion.2.analytes.analyte.aliquots.aliquot.

Max.
7498.0

Max.
1830.0

NA's
1003

NA's
1024

tcga—-a7-a0db-10a-02d-a272-09 tcga-a7-al3e-10a-02d-a272-09

1

NA's
1096

patient.samples.sample.3.portions.portion.2.analytes.analyte.aliquots.aliquot.

1

9bd41c60-2384-4eal-99%9a2-ccd4a8ebfl9cc b9%e04al7-821c-4e9f-a161-459e74727817

patient.samples.sample.3.portions.portion.2.analytes.analyte.aliquots.aliquot.

ffpe validation
2

1
NA's
1096

NA's
1096

1

ac

ac

bc

bc

bc
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patient.samples.sample.

132158804 132158821
1 1

patient.samples.sample.

9 NA's
2 1096

patient.samples.sample.

0.08 NA's
2 1096

patient.samples.sample.

13 NA's
2 1096

patient.samples.sample.

no NA's
2 1096

patient.samples.sample.

3 NA's
2 1096

patient.samples.sample.

7 NA's
2 1096

patient.samples.sample.

a272 NA's
2 1096

patient.samples.sample.

c d NA's
1 1 1096

patient.samples.sample.

1.6 NA's
2 1096

patient.samples.sample.

23 NA's
2 1096

patient.samples.sample.

20 NA's
2 1096

patient.samples.sample.

2013 NA's
2 1096

.portions

NA's
1096

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

.analyte.

BRCA

aliquots

aliquots

aliquots

.aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

.aliquots

aliquots

aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

bi

ce
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da

is
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patient.samples.sample
38.97 89 NA's
1 1 1096

patient.samples.sample
dna NA's
2 1096

patient.samples.sample
d NA's
2 1096

patient.samples.sample

.3.portions.portion.2

.3.portions.portion.2

.3.portions.portion.2

.3.portions.portion.2

tcga-a7-a0db-10a-02d tcga-a7-al3e-10a-02d

1

1

.analytes

.analytes

.analytes

.analytes

.analyte

.analyte

.analyte

.analyte

297

.amount:

.analyte_type:

.analyte_type_id:

.bcr_analyte_barcode

NA's
1096

patient.samples.sample.3.portions.portion.2.analytes.analyte.bcr_analyte_uuid:
2628fae2-dB81e-4543-865b-4£8435c57ab9 8af8832c-£f078-45d9-9112-92490caadbc0

patient.samples.sample
0.15 0.16 NA's
1 1 1096

patient.samples.sample
yes NA's
2 1096

patient.samples.sample
yes NA's
2 1096

patient.samples.sample
https://sharedoc.nchri

patient.samples.sample
no NA's
2 1096

patient.samples.sample
adna preparation type
2

patient.samples.sample
picogreen NA's
2 1096

1
NA's
1096

.3.portions.portion.2.

.3.portions.portion.2.

.3.portions.portion.2.

.3.portions.portion.2.
.org/tcga-bcr/default.

.3.portions.portion.2.

.3.portions.portion.2.
NA's
1096

.3.portions.portion.2.

analytes

analytes

analytes

analytes
aspx

2
NA's
1096

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

1

concentration:

dna.normal_tumor_ge

dna.pcr_amplificati

gel_image_file:

is_derived_from_ ffy

protocols.protocol.

spectrophotometer_n
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patient.samples.sample.3.portions.portion.2.bcr_portion_barcode:
tcga—-a7-a0db-10a-02 tcga-a7-al3e-10a-02 NA's
1 1 1096

patient.samples.sample.3.portions.portion.2.bcr_portion_uuid:
2f7lade7-f6fe-4266-b22a-6laac78b3e66 fe97ebal-cb01l-4bcc-9d94-df6948897ec?2
1 1
NA's
1096

patient.samples.sample.3.portions.portion.2.day_of_creation:
27 NA's
2 1096

patient.samples.sample.3.portions.portion.2.is_ffpe:
no NA's
2 1096

patient.samples.sample.3.portions.portion.2.month_of_creation:
2 NA's
2 1096

patient.samples.sample.3.portions.portion.2.portion_number:
2 NA's
2 1096

patient.samples.sample.3.portions.portion.2.portion_sequence:
2 NA's
2 1096

patient.samples.sample.3.portions.portion.2.weight:
2 NA's
2 1096

patient.samples.sample.3.portions.portion.2.year_of_creation:
2013 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes.analyte.2.a260_a280_ratio:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.380 1.750 1.790 1.742 1.833 2.100 1046

patient.samples.sample.3.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
94929329 99033502 100471589 102385044 100477579 167812914 1049

patient.samples.sample.3.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
7 8 13 NA's
31 2 16 1049



BRCA

patient.samples.sample.3.portions.portion.
Min. 1lst Qu. Median Mean 3rd Qu.
0.13 0.15 0.16 0.17 0.17
patient.samples.sample.3.portions.portion.
Min. 1st Qu. Median Mean 3rd Qu.
6.00 12.00 23.00 20.61 29.00
patient.samples.sample.3.portions.portion.
no NA's
49 1049

patient.samples.sample.3.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.
1.000 3.000 5.000 5.388 9.000

patient.samples.sample.3.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.
1.000 2.000 5.000 4.633 6.000

patient.samples.sample.3.portions.portion.
Min. 1lst Qu. Median Mean 3rd Qu.
0.860 3.200 4.010 5.239 4.270
patient.samples.sample.3.portions.portion.
23 NA's
49 1049

patient.samples.sample.3.portions.portion.

6.6 20 26.7 80 NA's
1 16 30 2 1049

patient.samples.sample.3.portions.portion.

2010 2011 2014 NA's
18 30 1 1049

patient.samples.sample.3.portions.portion.

tcga-bh-alba-11a-22r-al9%e-07
1

patient.samples.sample.3.portions.portion.

3bfdl811-bd2a-439d-8dde-237abcf855af

1
patient.samples.sample.3.portions.portion.
113388773 NA's

1 1097

patient.samples.sample.3.portions.portion.

7 NA's

analytes
Max.
0.50

analytes
Max

31.00

analytes

analytes
Max

12.000

analytes
Max

11.000

analytes
Max

40.000

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

NA's
1049

.analyte.

NA's
1049

.analyte.

.analyte.

NA's
1049

.analyte.

NA's
1049

.analyte.

NA's
1049

.analyte.

.analyte.

.analyte.

.analyte.

NA's
1097

.analyte.

.analyte.

.analyte.

299

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

NA's
1097

.aliquots.aliquot.

.aliquots.aliquot.
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1 1097

patient.samples.

0.16 NA's
1 1097

patient.samples.

25 NA's
1 1097

patient.samples.

no NA's
1 1097

patient.samples.

10 NA's
1 1097

patient.samples.

1 NA's
1 1097

patient.samples.

al%e NA's
1 1097

patient.samples.

a NA's
1 1097

patient.samples.

2.08 NA's
1 1097

patient.samples.

23 NA's
1 1097

patient.samples.

13 NA's
1 1097

patient.samples.

2011 NA's
1 1097

patient.samples.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

sample.3.portions
Min. 1st Qu.

Median
99014248 100471161 100477175 108366744 108466252 167804413

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

Mean

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes
3rd Qu.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.
Max.

BRCA

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

NA's
1012

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

bi
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patient.samples.sample.3.
7 9 13 NA's
22 34 30 1012

patient.samples.
Min. 1st Qu.
0.1000 0.1500

sample. 3.
Median
0.1700

patient.samples.
Min. 1st Qu.
3.00 8.00

sample. 3.
Median
22.50

patient.samples.
no NA's
86 1012

sample. 3.

patient.samples.
Min. 1lst Qu.
1.000 3.000

sample. 3.
Median
5.000

patient.samples.
Min. 1st Qu.
1.000 4.000

sample. 3.
Median
6.000

patient.samples.sample.3.

Min. 1st Qu. Median
2.67 3.20 4.01
patient.samples.sample.3.
23 NA's
86 1012

patient.samples.sample.3.
20 26.7 80 NA's
30 22 34 1012

patient.samples.sample.3.

Min. 1lst Qu. Median
2010 2010 2011
patient.samples.sample.3.
Min. 1st Qu. Median
4.47 10.17 14.87
patient.samples.sample.3.

repli—-g (giagen) dna
34
patient.samples.sample.3.

r w NA's

portions.portion.analytes

portions.portion.analytes
Mean 3rd Qu. Max.
0.2903 0.5000 0.5000

portions.portion.analytes
Mean 3rd Qu. Max.
18.69 29.00 31.00

portions.portion.analytes

portions.portion.analytes
Mean 3rd Qu. Max.
5.419 9.000 11.000

portions.portion.analytes

Mean 3rd Qu. Max.
5.826 7.750 12.000
portions.portion.analytes
Mean 3rd Qu. Max.
17.92 40.00 40.00
portions.portion.analytes
portions.portion.analytes
portions.portion.analytes
Mean 3rd Qu. Max.
2011 2011 2014
portions.portion.analytes
Mean 3rd Qu. Max.
28.04 24.07 214.20

portions.portion.analytes
rna
52

portions.portion.analytes

.analyte.

.analyte.

NA's
1012

.analyte.

NA's
1012

.analyte.

.analyte.

NA's
1012

.analyte.

NA's
1012

.analyte.

NA's
1012

.analyte.

.analyte.

.analyte.

NA's
1012

.analyte.

NA's
1046

301

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.amount:

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot

.aliquot.

.analyte.2.analyte_type:

NA's
1012

.analyte.2.analyte_type_id:

Ce

CC

da

is

mc

gu

SC

. VC
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52 34 1012

patient.samples.sample.3.portions.portion.analytes.analyte.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.1000 0.1500 0.1600 0.1533 0.1600 0.1800 1046
patient.samples.sample.3.portions.portion.analytes.analyte.
yes NA's
34 1064
patient.samples.sample.3.portions.portion.analytes.analyte.
yes NA's
34 1064

patient.samples.sample.3.portions.portion.analytes
https://sharedoc.nchri.org/tcga-bcr/default.aspx
86
NA's
1012

patient.samples.sample.3.portions.portion.analytes
no NA's
86 1012

patient.samples.sample.3.portions.portion.analytes.analyte.

allprep rna extraction mirvana (allprep dna) rna
2 50
NA's
1014
patient.samples.sample.3.portions.portion.analytes.analyte.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.100 1.300 1.500 1.486 1.700 2.100 1046
patient.samples.sample.3.portions.portion.analytes.analyte.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
6.500 7.500 8.100 8.088 8.600 9.600 1046
patient.samples.sample.3.portions.portion.analytes.analyte.
uv spec NA's
52 1046
patient.samples.sample.3.portions.portion.analytes.analyte.
1 2 3 4 NA's
17 23 24 4 1030

patient.samples.sample.3.portions.portion.analytes.analyte.

tcga—-a7-a0db-10a-01x-a026-08 tcga—-a7-a0dc-10a-01x-a026-08
1 1
NA's

.analyte.

.analyte.

BRCA

.concentration:

.dna.normal_tumor_ge

.dna.pcr_amplificati

.gel_image_file:

.is_derived_from_ffg

.protocols.protocol.

repli-g
32

.rna.ratio_28s_18s:

.rna.rinvalue:

.spectrophotometer_n

.subportion_sequencs

.aliquots.aliquot.2.
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1096

303

patient.samples.sample.3.portions.portion.analytes.analyte.3.aliquots.aliquot.
0ed4b4a82-57f1-4b8d-bc9c-£dc381437614 1359d258-7be3-4750-b776-b794ac2c7706

1
NA's
1096

patient.samples.sample.3.portions.portion.analytes
99035771 99035826 NA's
1 1 1096

patient.samples.sample.3.portions.portion.analytes
8 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
0.5 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
29 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
no NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
6 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
11 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
a026 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
c d NA's
1 1 1096

patient.samples.sample.3.portions.portion.analytes
40 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes
23 NA's
2 1096

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

1

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.
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patient.samples.sample.3.portions.portion.analytes.analyte.3.

80 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes.analyte.3.

2010 NA's
2 1096

patient.samples.sample.3.portions.portion.analytes.analyte.3.

Min.
99012875

patient.samples.

9 NA's
38 1060

patient.samples.

0.5 NA's
38 1060

patient.samples.

Min.
3.00

1st Qu.
8.00

patient.samples.

no NA's
38 1060

patient.
Min

. 1st Qu.
2.000

5.000

patient.
Min

. 1st Qu.
1.000

1.250

patient.samples.

6.5
15

40 NA's
23 1060

patient.samples.

23 NA's
38 1060

patient.samples.

13
15

80 NA's
23 1060

1st Qu.
99022646 100471230 101673987 100479098 108433023

samples.

samples.

sample. 3.

sample. 3.

sample. 3.
Median
12.00

sample. 3.

sample. 3.
Median
10.000

sample. 3.

Median
5.500

sample. 3.

sample. 3.

sample. 3.

Median

Mean 3rd Qu.

portions.portion.analytes

portions.portion.analytes

portions.portion.
Mean 3rd Qu.
13.58 23.00

analytes
Max.
29.00

portions.portion.analytes

portions.portion.
Mean 3rd Qu.
7.421 10.000

analytes
Max.

11.000

portions.portion.analytes

Mean 3rd Qu. Max.
5.895 11.000 12.000

portions.portion.analytes

portions.portion.analytes

portions.portion.analytes

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3

.analyte.3

Max.

.analyte.3.

NA's
1060

NA's
1060

NA's
1060

BRCA

aliquots

aliquots

aliquots
NA's
1060

aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot

.aliquot

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

bi
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patient.samples.sample.3.portions.portion.analytes.analyte.3.aliquots.aliquot.ye
2010 2011 NA's
24 14 1060

patient.samples.sample.3.portions.portion.analytes.analyte.3.analyte_type:
repli-g (giagen) dna repli-g x (giagen) dna NA's
36 2 1060

patient.samples.sample.3.portions.portion.analytes.analyte.3.analyte_type_id:
w x NA's
36 2 1060

patient.samples.sample.3.portions.portion.analytes.analyte.3.dna.normal_tumor_ge
yes NA's
38 1060

patient.samples.sample.3.portions.portion.analytes.analyte.3.dna.pcr_amplificati
yes NA's
38 1060

patient.samples.sample.3.portions.portion.analytes.analyte.3.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
38
NA's
1060

patient.samples.sample.3.portions.portion.analytes.analyte.3.1is_derived_from_ffy
no NA's
38 1060

patient.samples.sample.3.portions.portion.analytes.analyte.3.protocols.protocol.
repli-g NA's
36 1062

patient.samples.sample.3.portions.portion.analytes.analyte.3.subportion_sequence
1 2 3 4 NA's
9 16 9 2 1062

patient.samples.sample.3.portions.portion.analytes.analyte.4.aliquots.aliquot.bi
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
99013060 99016418 99050855 99554705 100471201 100489924 1076

patient.samples.sample.3.portions.portion.analytes.analyte.4.aliquots.aliquot.ce
9 NA's
22 1076

patient.samples.sample.3.portions.portion.analytes.analyte.4.aliquots.aliquot.cc
0.5 NA's
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22 1076

patient.samples.
8 12 NA's
7 15 1076

patient.samples.
no NA's
22 1076

patient.samples.
10 11 NA's
15 7 1076

patient.samples.
Min. 1lst Qu.
1.0 2.0

Median
2.5

patient.samples.
al00 al0f NA's
15 7 1076

patient.samples.
6.5 40 NA's
15 7 1076

sample.

patient.samples.
23 NA's
22 1076

sample.

patient.samples.
13 80 NA's
15 7 1076

sample.

patient.samples.
2010 NA's
22 1076

sample.

patient.samples.sample.
(giagen) dna
22

repli-g x

patient.samples.sample.
x NA's
22 1076

patient.samples.sample.
yes NA's
22 1076

sample. 3.

sample. 3.

sample. 3.

sample. 3.

sample. 3.

portions.

portions.

portions.

portions.
Mean 3rd Qu.

4.0

portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

portion.analytes

portion.analytes

portion.analytes

portion.analytes
Max.
5.0 12.0

portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes

.portion.analytes
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patient.samples.sample.3.portions.portion.analytes

yes NA's
22 1076

patient.samples.sample.3.portions.portion.analytes
https://sharedoc.nchri.org/tcga-bcr/default.aspx

patient.samples.sample.3.
no NA's
22 1076

patient.samples.sample.3.
repli-g x NA's
22 1076

patient.samples.sample.3.
1 2 3 NA's
7 38 7 1076

patient.samples.sample.3.
Min. 1lst Qu. Median
1.590 1.890 1.940

patient.samples.sample.3.
germline comparison
1

patient.samples.sample.3.

portions.portion.

portions.portion.

portions.portion.

portions.portion.

Mean 3rd Qu.
1.946 2.000

portions.portion.

NA's
1097

portions.portion.

Min. l1st Qu. Median Mean

22
NA's
1076

analytes

analytes

analytes

analytes
Max.
2.440

analytes

analytes
3rd Qu.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

NA's
1017

.analyte.

.analyte.
Max.
99015308 100471205 100490103 109715448 109704572 174189221
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4.dna.pcr_amplificati

4.gel_image_file:

4.1is_derived_from_ffy

4 .protocols.protocol.

4.subportion_sequence

a260_a280_ratio:

aliquots.aliquot.2.bc

aliquots.aliquot.2.bi
NA's
1026

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.ce

1 5 7 9 NA's
41 6 1 24 1026

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.cc

Min. 1lst Qu. Median
0.0700 0.0800 0.1500

patient.samples.sample.3.portions.portion.analytes.

Min. 1lst Qu. Median
4.00 12.00 26.00

Mean 3rd Qu.
0.1307 0.1600

Mean 3rd Qu.
21.47 29.00

Max.
0.1800

Max.
31.00

NA's
1026

analyte.

NA's
1026

aliquots.aliquot.2.ds

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.1s

no NA's
72 1026
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BRCA
patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.000 3.000 4.764 9.000 10.000 1026
patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 6.500 6.361 11.000 12.000 1026
patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.930 1.070 1.130 1.858 2.800 4.810 1026
patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
23 NA's
72 1026
patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
6.67 6.67 6.67 17.51 26.70 40.00 1026
patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2010 2011 2011 2011 2014 1026
patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
89490684 99017209 100471179 102071737 108431820 113423695 1041

patient.samples.

1 5 8
8 16 2

patient.samples.

Min

. 1st Qu.
0.0700

0.0800

patient.samples.

1st Qu.
8.00

Min.
8.00

patient.samples.

no NA's
57 1041

patient.samples.

Min.
1.00

1st Qu.
2.00

sample.3.portions.portion.analytes
9 NA's
31 1041

sample.3.portions.portion.analytes

Median Mean 3rd Qu. Max .
0.0900 0.1118 0.1500 0.1700
sample.3.portions.portion.analytes
Median Mean 3rd Qu. Max.
22.00 19.07 29.00 31.00

sample.3.portions.portion.analytes

sample.3.portions.portion.analytes
Median Mean 3rd Qu. Max .
3.00 5.21 9.00 11.00

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.aliquots.aliquot.

aliquots.
NA's
1041

aliquots.
NA's
1041
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NA's
1041

aliquot.

aliquot.
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BRCA

patient.
Min

. 1st Qu.
1.000

1.000

patient.
Min

. 1st Qu.
0.870

2.080

patient.samples.

23 NA's
57 1041

patient.samples.

1st Qu.
26.00

Min.
6.67

patient.samples.

2010 2011 NA's
24 33 1041

patient.samples.

fppp NA's
3 1095

patient.samples.

tcga NA's
3 1095

patient.samples.

ffpe validation
3

patient.samples.

Min. 1st

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

samples.

samples.

sample. 3.
Median
6.000

sample. 3.
Median
3.600

sample. 3.

sample. 3.
Median
26.70

sample. 3.

sample. 3.

sample. 3.

sample. 3.

sample. 3.

Qu.

.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

.sample.3.portions.portion.analytes.

2 5 9 NA's
1 24 22 1051
patient.samples
Min. 1st Qu. Median
0.0700 0.0800 0.1500
patient.samples
Min. 1lst Qu. Median
2.00 12.00 12.00

Median
99015292 100471201 100488843 105137309 108431640 153879469

portions.portion
Mean 3rd Qu.
5.842 11.000

portions.portion.

Mean 3rd Qu.
3.445 4.540

portions.portion.

portions.portion.

Mean 3rd Qu.
35.11 40.00

portions

portions

portions

portions
NA's
1095

portions
Mean

Mean 3rd Qu.
0.1206 0.1550

Mean 3rd Qu.
13.36 13.00

.portion.

.portion.

.portion.

.portion.

.portion.

.analytes
Max.
12.000

analytes
Max.
6.400

analytes

analytes
Max.
80.00

analytes

analytes

analytes

analytes

analytes
3rd Qu.

Max.
0.1800

Max.
31.00

.analyte.

NA's
1041

.analyte.

NA's
1041

.analyte.

.analyte.

NA's
1041

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

Max.

NA's
1051

analyte.
NA's
1051
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aliquots.

aliquots.

aliquots.

aliquots.
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aliquots.
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patient.samples.sample.3.portions.portion.analytes

no NA's

47 1051
patient.samples.sample.3.portions.portion.analytes

Min. 1st Qu. Median Mean 3rd Qu. Max .

1.000 2.000 3.000 5.936 10.000 12.000
patient.samples.sample.3.portions.portion.analytes

Min. 1st Qu. Median Mean 3rd Qu. Max.

1.000 4.500 7.000 7.149 11.500 12.000
patient.samples.sample.3.portions.portion.analytes

Min. 1st Qu. Median Mean 3rd Qu. Max.

1.400 2.080 3.470 3.112 4.010 4.810
patient.samples.sample.3.portions.portion.analytes

23 NA's

47 1051
patient.samples.sample.3.portions.portion.analytes

Min. 1lst Qu. Median Mean 3rd Qu. Max .

13.00 26.00 26.70 25.83 26.70 52.00
patient.samples.sample.3.portions.portion.analytes
2010 2011 2013 NA's

20 23 4 1051
patient.samples.sample.3.portions.portion.analytes
fprpp NA's

2 1096
patient.samples.sample.3.portions.portion.analytes
tcga NA's

2 1096
patient.samples.sample.3.portions.portion.analytes
ffpe validation NA's

2 1096
patient.samples.sample.3.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu.

100476630 100476651 100476680 108045746 100476740 153879494

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

1 5
2 15

9 NA's
2 1079

.analyte.

.analyte.

NA's
1051

.analyte.

NA's
1051

.analyte.

NA's
1051

.analyte.

.analyte.

NA's
1051

.analyte.

.analyte.

.analyte.
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Max.

BRCA

aliquots.

aliquots.

aliquots.
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aliquots.
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aliquots.
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aliquot.

aliquot.

aliquot.
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aliquot.
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1079

S

.MC

.pl

. SC

. VC

.ac

.ac

.bc

. C€



BRCA

patient.samples.sample.3.
Min. 1lst Qu. Median
0.0800 0.1500 0.1600

patient.samples.sample.3.
14 20 26 NA's
2 15 2 1079

patient.samples.sample.3.
no NA's
19 1079

patient.samples.sample.3.
1 3 6 12 NA's
1 2 1 15 1079

patient.samples.sample.3.
Min. 1lst Qu. Median
3.000 7.000 8.000

patient.samples.sample.3.
alOg alz28 a275 a3l1l4 NA's
15 1 2 1 1079

patient.samples.sample.3.
Min. 1lst Qu. Median
1.010 2.210 4.010

patient.samples.sample.3.
23 NA's
19 1079

patient.samples.sample.3.
Min. 1lst Qu. Median
6.70 16.50 26.70

patient.samples.sample.3.
2010 2011 2013 NA's
15 1 3 1079

patient.samples.sample.3.portions.portion.analytes.analyte.

portions.portion.analytes
Mean 3rd Qu. Max.
0.1505 0.1650 0.1800

portions.portion.analytes

portions.portion.analytes

portions.portion.analytes

portions.portion.
Mean 3rd Qu.
7.895 9.000

analytes
Max.
12.000

portions.portion.analytes

portions.portion.
Mean 3rd Qu.
3.302 4.270

analytes
Max.
4.540

portions.portion.analytes

portions.portion.
Mean 3rd Qu.
22.46 26.70

analytes
Max.
40.00

portions.portion.analytes

.analyte.

NA's
1079

.analyte.

.analyte.

.analyte.

.analyte.

NA's
1079

.analyte.

.analyte.

NA's
1079

.analyte.

.analyte.

NA's
1079

.analyte.

tcga—-a7-alce-11a-21d-al21-09 tcga-a7-a26j-10a-01d-a46w-08

1

tcga-bh-a0b3-11b-21d-al1l28-09

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

1

1
NA's
1095
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aliquots.

aliquots.
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aliquots.
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patient.samples.sample

.3.portions

105041459 108431795 145674288

1 1

patient.samples.sample
8 9 NA's
1 2 1095

patient.samples.sample.

0.08 0.09 NA's
2 1 1095

patient.samples.sample.

3 15 26 NA's
1 1 1 1095

patient.samples.sample.

no NA's
3 1095

patient.samples.sample.

1 2 8 NA's
1 1 1 1095

patient.samples.sample.

1 8 12 NA's
1 1 1 1095

patient.samples.sample.

al28 al2l ad6w NA's
1 1 1 1095

patient.samples.sample.

a b NA's
1 2 1095

patient.samples.sample.

1.8 3.2 NA's
1 2 1095

patient.samples.sample.

23 NA's
3 1095

patient.samples.sample.

20 40 NA's
1 2 1095
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2011 2015 NA's

1
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3.portions
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BRCA

2 1 1095

patient.samples.sample.3.portions.portion.
tcga-a7-alce-11a-21d-al48-05

1

patient.samples.sample.3.portions.portion.
805f2c82-49d5-4994-a2a5-98dd1b832£f0b

patient.samples.

sample.

99027795 NA's
1 1097

patient.samples.

5 NA's
1 1097

patient.samples.

0.17 NA's
1 1097

patient.samples.

13 NA's
1 1097

patient.samples.

no NA's
1 1097

patient.samples.

4 NA's
1 1097

patient.samples.

3 NA's
1 1097

patient.samples.
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1 1097
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b NA's
1 1097
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1 1097

patient.samples.
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.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.
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1 1097

patient.samples.sample.3.portions

66.7 NA's
1 1097

patient.samples.sample.3.portions

2011 NA's
1 1097

patient.samples.sample.3.portions

germline comparison

patient.samples.sample.3.portions
1st Qu.
99768949 100488585 107967364 108475078 174191241

Min.
99014649

patient.
Min

. 1st Qu.
1.000

2.000

patient.
Min

. 1st Qu.
0.0800

0.1500

patient.
Min

. 1st Qu.
4.00

10.00

patient.samples.

no NA's
95 1003

patient.
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1st Qu.
2.0

patient.
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. 1st Qu.
1.00

3.00

patient.
Min

. 1st Qu.
0.870

1.755

patient.samples.

23 NA's

samples.

samples.

samples.

samples.

samples.

samples.

1

Median

NA's
1097

Mean

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes
3rd Qu.

sample.3.portions.portion.analytes

Median
2.000

sample. 3.
Median
0.1600

sample. 3.
Median
22.00

sample. 3.

sample. 3.
Median
4.0

sample. 3.
Median
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Median
2.080

sample. 3.

Mean 3rd Qu.
2.695 3.500

portions.portion.

Mean 3rd Qu.
0.1571 0.1700

portions.portion.

Mean 3rd Qu.
19.88 29.00

portions.portion.

portions.portion.

Mean 3rd Qu.
4.6 7.5

portions.portion.

Mean 3rd Qu.
6.41 8.00

portions.portion.

Mean 3rd Qu.
2.381 2.770

portions.portion.

Max

13.000

analytes
Max
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analytes
Max.
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analytes

analytes
Max.
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analytes
Max.
12.00

analytes
Max.
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analytes

Max.

NA's
1003

.analyte.

NA's
1003

.analyte.

NA's
1003

.analyte.

.analyte.

NA's
1003

.analyte.

NA's
1003

.analyte.

NA's
1003

.analyte.

BRCA
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95 1003

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.volt
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
6.67 13.00 13.00 15.21 16.50 40.00 1003

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.year
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2010 2010 2011 2011 2011 2014 1003

patient.samples.sample.3.portions.portion.analytes.analyte.amount:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
5.25 11.74 18.97 27.35 32.34 210.45 1003

patient.samples.sample.3.portions.portion.analytes.analyte.analyte_type:
dna zrna NA's
94 1 1003

patient.samples.sample.3.portions.portion.analytes.analyte.analyte_type_id:
d r NA's
94 1 1003

patient.samples.sample.3.portions.portion.analytes.analyte.concentration:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.1300 0.1500 0.1600 0.1586 0.1700 0.1800 1003

patient.samples.sample.3.portions.portion.analytes.analyte.dna.normal_tumor_genc
yes NA's
94 1004

patient.samples.sample.3.portions.portion.analytes.analyte.dna.pcr_amplification
yes NA's
94 1004

patient.samples.sample.3.portions.portion.analytes.analyte.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
95
NA's
1003
patient.samples.sample.3.portions.portion.analytes.analyte.is_derived_from_ffpe:
no NA's
95 1003

patient.samples.sample.3.portions.portion.analytes.analyte.protocols.protocol.ex

adna preparation type mirvana (allprep dna) rna
87 1
pre—-extracted dna received by tss NA's

5 1005
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patient.samples.

1.3 NA's
1 1097

patient.samples.

8.2 NA's
1 1097

patient.samples.
uv spec

picogreen
14

patient.samples.

1 2 3
20 26 25

patient.samples.

Min.
2.00

1st Qu.
10.00

patient.samples.

no NA's
95 1003

patient.
Min

. 1st Qu.
1.000

3.000

patient.
Min

. 1st Qu.
1.0

12.0

patient.
Min

. 1st Qu.
1.000

1.000

patient.samples.

no NA's
59 1039

patient.
Min

. 1st Qu.
0.000

0.000

patient.
Min

. 1st Qu.
0.0000

0.0000

samples.

samples.

samples.

samples.

samples.

sample. 3.

sample. 3.

sample. 3.
81

sample. 3.
4 NA's
4 1023

sample. 3.
Median
17.00

sample. 3.

sample. 3.
Median
5.000

sample. 3.
Median
22.0

sample. 3.
Median
2.000

sample. 3.

sample. 3.
Median
1.000

sample. 3.
Median
0.0000

BRCA
portions.portion.analytes.analyte.rna.ratio_28s_18s:
portions.portion.analytes.analyte.rna.rinvalue:
portions.portion.analytes.analyte.spectrophotometer_met
NA's
1003
portions.portion.analytes.analyte.subportion_sequence:
portions.portion.day_of_creation:

Mean 3rd Qu. Max . NA's
16.42 23.50 30.00 1003
portions.portion.is_ffpe:

month_of creation:
Max. NA's
12.000 1003

portions.portion.
Mean 3rd Qu.
5.779 8.000

portions.portion
Mean 3rd Qu.
24.6 33.0

.portion_number:
Max. NA's
73.0 1003

portions.portion
Mean 3rd Qu.
2.554 3.000

.portion_sequence:
Max. NA's
7.000 1006

portions.portion.slides.slide.2.is_derived_from_ ffpe:

portions.portion
Mean 3rd Qu.
2.035 2.000

.slides.slide.2.percent_lymphocyte_infi
Max. NA's
20.000 1041

portions.portion.slides.slide.2.percent_monocyte_infilt
Mean 3rd Qu. Max. NA's
0.3333 0.0000 5.0000 1041
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patient.samples.

0 NA's
42 1056

patient.
0 1
55 1

patient.
Min

. 1st Qu.
0.00

11.00

patient.
Min

. 1st Qu.
0.00

0.00

patient.samples.

0 100 NA's
58 1 1039

patient.samples.

0 NA's
42 1056

patient.samples.

bottom top
2 57

patient.samples.

no NA's
32 1066

patient.
Min

. 1st Qu.
0.0000

0.0000

patient.
0 1
24 4

patient.
0 NA's
30 1068

patient.samples.

0 1 NA's
27 3 1068

samples.
5 NA's
1 1041

samples.

samples.

samples.

samples.
2 NA's
2 1068

samples.

sample. 3.

sample. 3.

sample. 3.
Median
100.00

sample. 3.
Median

5.00

sample. 3.

sample. 3.

sample. 3.
NA's
1039

sample. 3.

sample. 3.
Median
0.0000

sample. 3.

sample. 3.

sample. 3.

portions.portion.slides.

portions.portion.slides.

portions.portion.slides.

Mean 3rd Qu.
67.78 100.00

Max.
100.00

portions.portion.slides.

Mean 3rd Qu.
44 .31 96.50

Max.
100.00

portions.portion.

portions.portion.

portions.portion.

portions.portion.

portions.portion.
Mean 3rd Qu.
0.8333 1.7500

Max.
5.0000

portions.portion.slides.

portions.portion.slides.

portions.portion.slides.

slides.

slides.

slides.

slides.

slides.

slide.2.

slide.2.

slide.2.
NA's
1039

slide.2.
NA's
1056

slide.2.

slide.2.

slide.2.

slide.3.

slide.3.
NA's
1068

slide.3.

slide.3.

slide.3.
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percent_necrosis:

percent_neutrophil_infi

percent_normal_cells:

percent_stromal_cells:

percent_tumor_cells:

percent_tumor_nuclei:

section_location:

is_derived_from_ffpe:

percent_lymphocyte_infi

percent_monocyte_infilt

percent_necrosis:

percent_neutrophil_infi



patient.samples.sample.3.
Min. 1lst Qu. Median
0.00 2.00 20.00
patient.samples.sample.3.
Min. 1st Qu. Median
0.00 0.00 82.50
patient.samples.sample.3.
0 NA's
32 1066
patient.samples.sample.
0 NA's
30 1068
patient.samples.sample.
top NA's
32 1066

patient.samples.
no NA's
17 1081

sample.

patient.samples.sample.
0 1 2 NA's
8 6 1 1083

patient.samples.
0 1 NA's
14 1 1083

sample.

patient.samples.
0 NA's
15 1083

sample.

patient.samples.
0 NA's
15 1083

sample.

patient.
Min.
0.00

samples.
1st Qu.
3.00

Median
15.00

patient.
Min.
0.00

samples
1st Qu.
0.00

Median
90.00

patient.samples.

sample. 3.

.sample.3.

sample. 3.

portions.portion.slides.

Mean 3rd Qu.

48.12

portions.portion.slides.

100.00

Mean 3rd Qu.

55.33

portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

portions

98.00

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

Mean 3rd Qu.

49.47

portions.portion.slides.

100.00

Mean 3rd Qu.

57.27

portions.portion.slides.

98.50

Max

100.00

Max

100.00

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

Max

100.00

Max

100.00

slide.3.
NA's
1066

slide.3.
NA's
1068

slide.3.

slide.3.

slide.3.

slide.4.

slide.4

slide.4

slide.4

slide.4

slide.4.
NA's
1081

slide.4.
NA's
1083

slide.4.

BRCA

percent_normal_cells:

percent_stromal_cells:

percent_tumor_cells:

percent_tumor_nuclei:

section_location:

is_derived_from_ ffpe:

.percent_lymphocyte_infi

.percent_monocyte_infilt

.percent_necrosis:

.percent_neutrophil_ infi

percent_normal_cells:

percent_stromal_cells:

percent_tumor_cells:
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0 NA's
17 1081

patient.samples.sample.3.portions.portion.slides.slide.4.percent_tumor_nuclei:
0 NA's
15 1083

patient.samples.sample.3.portions.portion.slides.slide.4.section_location:
bottom top NA's
2 15 1081

patient.samples.sample.3.portions.portion.slides.slide.5.is_derived_from_ffpe:
no NA's
6 1092

patient.samples.sample.3.portions.portion.slides.slide.5.percent_lymphocyte_infi
0 1 NA's
2 3 1093

patient.samples.sample.3.portions.portion.slides.slide.5.percent_monocyte_infilt
0 NA's
5 1093

patient.samples.sample.3.portions.portion.slides.slide.5.percent_necrosis:
0 NA's
5 1093

patient.samples.sample.3.portions.portion.slides.slide.5.percent_neutrophil_ infi
0 NA's
5 1093

patient.samples.sample.3.portions.portion.slides.slide.5.percent_normal_cells:
0 100 NA's
1 5 1092

patient.samples.sample.3.portions.portion.slides.slide.5.percent_stromal_cells:
0 100 NA's
4 1 1093

patient.samples.sample.3.portions.portion.slides.slide.5.percent_tumor_cells:
0 NA's
6 1092

patient.samples.sample.3.portions.portion.slides.slide.5.percent_tumor_nuclei:
0 NA's
5 1093

patient.samples.sample.3.portions.portion.slides.slide.5.section_location:
top NA's
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6 1092

patient.samples.sample.3.portions.portion.slides.slide.6.bcr_slide_barcode:
tcga-a7-adse-11a-06-tsé6 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.bcr_slide_uuid:
eb9f7edd-elb2-482e-b411-1ceea771502b3 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.image_file_name:
tcga—-a7-adse-11a-06-ts6.eb9f7edd-elb2-482e-b41ll-1ceea71502b3.svs
1
NA's
1097

patient.samples.sample.3.portions.portion.slides.slide.6.is_derived_from_ ffpe:
no NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_lymphocyte_infi
0 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_monocyte_infilt
0 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_necrosis:
0 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_neutrophil_infi
0 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_normal_cells:
0 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_stromal_cells:
100 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_tumor_cells:
0 NA's
1 1097

patient.samples.sample.3.portions.portion.slides.slide.6.percent_tumor_nuclei:
0 NA's
1 1097



BRCA

patient.samples.

top NA's
1 1097

patient.samples.

no NA's
75 1023

patient.samples.

Min. 1lst Qu.
0.000 0.000

patient.samples.

Min. 1st Qu.
0.0000 0.0000

patient.samples.

0 NA's
51 1047

patient.samples.

sample. 3.

sample. 3.

sample. 3.
Median
1.000

sample. 3.
Median

0.0000

sample. 3.

sample. 3.

0 1 10 NA's
66 2 1 1029

patient.samples.

Min. 1lst Qu.
0.00 5.25

patient.samples.

Min. 1st Qu.
0.0 0.0

patient.samples.

0 100 NA's
70 1 1027

patient.samples.

0 NA's
51 1047

patient.samples.

bottom top
18 57

patient.samples.

Min. 1st Qu.
1.5 20.0

patient.samples.

sample. 3.
Median
100.00

sample. 3.
Median

75.0

sample. 3.

sample. 3.

sample. 3.
NA's

1023
sample. 3.
Median

80.0

sample. 3.

portions.portion.slides.

portions.portion.slides.

portions.portion.slides.

Mean 3rd Qu. Max.
3.217 1.000 70.000

portions.portion.slides.

Mean 3rd Qu. Max.
0.3913 0.0000 10.0000

portions.portion.slides.

portions.portion.slides.

portions.portion.slides.

Mean 3rd Qu. Max.
60.07 100.00 100.00

portions.portion.slides.

Mean 3rd Qu. Max.
50.9 99.5 100.0

portions.portion.slides.

portions.portion.slides.

portions.portion.slides.

portions.portion.weight:

Mean 3rd Qu. Max.
119.2 230.0 300.0
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slide.6.section_location:

slide.is_derived_from_ffpe:

slide.percent_lymphocyte_infilt
NA's
1029
slide.percent_monocyte_infiltra
NA's
1029

slide.percent_necrosis:

slide.percent_neutrophil_ infilt

slide.percent_normal_cells:
NA's
1028
slide.percent_stromal_cells:
NA's
1047

slide.percent_tumor_cells:

slide.percent_tumor_nuclei:

slide.section_location:

NA's
1011

portions.portion.year_of_creation:



322 BRCA

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2010 2010 2011 2011 2011 2014 1003

patient.samples.sample.3.portions.shipment_portion.center_id:
20 NA's
28 1070

patient.samples.sample.3.portions.shipment_portion.is_ffpe:
no NA's
28 1070

patient.samples.sample.3.portions.shipment_portion.plate_id:
a430 NA's
28 1070

patient.samples.sample.3.portions.shipment_portion.portion_number:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
21.00 41.00 51.00 46.36 51.00 81.00 1070

patient.samples.sample.3.portions.shipment_portion.portion_sequence:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.000 4.000 5.000 4.536 5.000 8.000 1070

patient.samples.sample.3.portions.shipment_portion.shipment_portion_day_of_shipn
24 NA's
28 1070

patient.samples.sample.3.portions.shipment_portion.shipment_portion_month_of_ shi
6 NA's
28 1070

patient.samples.sample.3.portions.shipment_portion.shipment_portion_year_of_shir
2014 NA's
28 1070

patient.samples.sample.3.sample_type:
blood derived normal solid tissue normal NA's
20 75 1003

patient.samples.sample.3.sample_type_1id:
10 11 NA's
20 75 1003

patient.samples.sample.3.vial_number:
a b NA's
91 4 1003

patient.samples.sample.4.bcr_sample_barcode:
tcga-a7-aldb-11la tcga-a7-aldc-1la tcga-a7-al3e-1la tcga-e2-albk-11la
1 1 1 1
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NA's
1094

patient.samples.sample.4.bcr_sample_uuid:
lebllfl0-2aca-4cal-b6fc-bbc97ccd485fd 238e4064-4aac-4c75-a506-bl9%c7£f3fc3c

1 1
S5bfd69f5-406a-4b28-b4fd4-a6655e03ed4db e2566ada-c2bf-4c25-bcd0-9f49f2d0bda2
1 1

NA's

1094

patient.samples.sample.4.days_to_collection:
167 220 238 309 NA's
1 1 1 1 1094

patient.samples.sample.4.initial_weight:
120 400 470 770 NA's
1 1 1 1 1094

patient.samples.sample.4.is_ffpe:
no NA's
4 1094

patient.samples.sample.4.oct_embedded:
false NA's
4 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.a260_a280_ratio:
1.77 1.82 1.86 1.89 NA's
1 1 1 1 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
tcga—-a7-al0db-11a-33r-a090-13 tcga-a7-a0dc-11a-41r-a090-13

1 1
tcga-a7-al3e-1la-61lr-al2p-07 tcga-e2-alb5k-11a-13r-al2p-07
1 1

NA's

1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
01d11e4c-038d-4408-93dd-£714b6489866 49a33b4d-4ble-4b30-b0ba-a7c7d594db4l

1 1
80efdbaa-067b-4018-8902-b8869%0fb9163 9458ec78-clcd-45a2-b718-955adl237cac
1 1

NA's

1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
94929380 99027340 100471204 108432005 NA's
1 1 1 1 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.2.
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7 13 NA's
2 2 1094

patient.samples.sample.4.
0.13 0.15 0.16 0.17 NA's
1 1 1 1 1094

patient.samples.sample.4
22 29 NA's
2 2 1094

patient.samples.sample.4
no NA's

4 1094
patient.samples.sample.4

2 9 NA's

2 2 1094
patient.samples.sample.4

2 6 8 NA's

2 1 1 1094

patient.samples.sample.4
a090 al2p NA's

2 2 1094
patient.samples.sample.4

a b c NA's

1 2 1 1094

patient.samples.sample.4
3 3.2 3.47 4.54 NA's
1 1 1 1 1094

patient.samples.sample.4.
23 NA's
4 1094

patient.samples.sample.4.
20 26.7 NA's
2 2 1094

patient.samples.sample.4.
2010 2011 NA's
2 2 1094

patient.samples.sample.4.portions.portion.analytes.analyte.

portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

portions

portions

portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

tcga-a7-al0db-11a-33r-a089-07 tcga-a7-a0dc-11a-41r-a089-07

1

1

tcga-a7-al3e-11la-61lr-al20-13 tcga-e2-albk-1la-13r-al20-13

1

1

BRCA

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

bc
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NA's
1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.bc
3f3bdfbb-3490-42e4-9511-9df4b8al26a3 bec26d26-258e-4ba0-9956-5402096e580b

1 1
cb3f974e-6bce-4757-a350-aef8e7925086 <cd560004-50be-4056-be0b-3510c7029491
1 1

NA's

1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.bi
99036533 100489402 100491458 108431381 NA's
1 1 1 1 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.ce
7 13 NA's
2 2 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.cc
0.13 0.15 0.16 0.17 NA's
1 1 1 1 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.ds
22 29 NA's
2 2 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.is
no NA's
4 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.mc
2 9 NA's
2 2 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.pl
2 6 8 NA's
2 1 1 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.pl
a089 al20 NA's
2 2 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.pl
a b c NA's
1 2 1 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.qu
2.6 3.4 4.01 4.27 NA's
1 1 1 1 1094

patient.samples.sample.4.portions.portion.analytes.analyte.2.aliquots.aliquot.sc
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23 NA's
4 1094

patient.samples.sample
20 26.7 NA's
2 2 1094

patient.samples.sample
2010 2011 NA's
2 2 1094

patient.samples.sample

.4.portions

.4.portions

.4.portions

7.04 13.1 17.74 22.8 NA's

1 1 1

patient.samples.sample
rna NA's
4 1094

patient.samples.sample
r NA's
4 1094

patient.samples.sample.4.portions.portion.

1 1094

.4.portions

.4.portions

.portion.

.portion.

.portion.

.portion.

.portion.

tcga-a7-a0db-11a-33r tcga-a7-aldc-1la-41r

1
tcga-e2-albk-11a-13r
1

1
NA's
1094

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

BRCA

.aliquots.aliquot.vc

.aliquots.aliquot.ys

.amount:

.analyte_type:

.analyte_type_id:

analytes.analyte.2.bcr_analyte_lbarcode
tcga-a7-al3e-1la-61r

1

patient.samples.sample.4.portions.portion.analytes.analyte.2.bcr_analyte_uuid:

136955c1-9e77-4£f4d-blbe-22ba9%c238069

d748b6f4-bl3c-427e-a330-£341a5151cc

patient.samples.sample.4.portions.portion.analytes.analyte.

a669a954-3d19-428a-bl1la-617dcc00137a

1 1
£58413d7-88d1-44d4-9076-fd4becdba8f28
1 1
NA's
1094
.concentration:

0.13 0.15 0.16 0.17 NA's
1 1 1 1 1094

patient.samples.sample
https://sharedoc.nchri

patient.samples.sample
no NA's
4 1094

patient.samples.sample

.4.portions.portion.analytes.analyte.

.org/tcga-bcr/default.aspx

.4.portions.portion.analytes.analyte.

.4.portions.portion.analytes.analyte.

4
NA's
1094

.gel_image_file:

.is_derived_from_ffg

.protocols.protocol.
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mirvana (allprep dna) rna
4

patient.samples.sample.4.portions.portion.

1.5 1.6 NA's
2 2 1094

patient.samples.sample.4.portions.portion.

7.1 7.2 7.9 NA's
1 1 2 1094

patient.samples.sample.4.portions.portion.

uv spec NA's
4 1094

patient.samples.sample.4.portions.portion.

1 3 NA's
2 2 1094

patient.samples.sample.4.portions.portion.analytes.analyte.

NA's
1094

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

tcga-a7-a0db-11a-33w-al00-09 tcga-a7-al0dc-11a-41w-al00-09

1

1

tcga—-a7-al3e-1la-61lw-ald4o-09 tcga-e2-albk-11la-13w-ald4o-09

1
NA's
1094

1
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2.rna.ratio_28s_18s:

2.rna.rinvalue:

2 .spectrophotometer_n

2 .subportion_sequence

3.aliquots.aliquot.bc

patient.samples.sample.4.portions.portion.analytes.analyte.3.aliquots.aliquot.bc
lac6ee06-5e18-4757-bb55-94b8303af335 adc233b1-6236-4994-8fdd-£6e25087877d

1

1

edde29ab-1a7a-4be0-870c-e4256460754e fa389599-4fcl1-494a-a28c-004725235ac8

1
NA's
1094

patient.samples.sample.4.portions.portion.

99026267 99027163 100476718 100476755
1 1 1 1

patient.samples.sample.4.portions.portion.

9 NA's
4 1094

patient.samples.sample.4.portions.portion.

0.5 NA's
4 1094

patient.samples.sample.4.portions.portion.

3 12 NA's
2 2 1094

patient.samples.sample.4.portions.portion.

analytes
NA's
1094

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

1

3.aliquots.aliquot.

3.aliquots.aliquot.

3.aliquots.aliquot.

3.aliquots.aliquot.

3.aliquots.aliquot.



328

no NA's
4 1094

patient.samples.sample.

5 10 NA's
2 2 1094

patient.samples.sample.

9 10 12 NA's
1 1 2 1094

patient.samples.sample.

alO00 ald4o NA's
2 2 1094

patient.samples.sample.

a c e NA's
2 1 1 1094

patient.samples.sample.

6.5 40 NA's
2 2 1094

patient.samples.sample.

23 NA's
4 1094

patient.samples.sample.

13 80 NA's
2 2 1094

patient.samples.sample.

2010 2011 NA's
2 2 1094

patient.samples.sample.

repli-g (giagen) dna
4

patient.samples.sample.

w NA's
4 1094

patient.samples.sample.4.portions.portion.

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

NA's
1094

.portion.

tcga—-a7-aldb-11a-33w tcga-a7-aldc-1la-41w

1
tcga-e2-albk-11a-13w
1

patient.samples.sample.4.portions.portion.analytes.analyte.3.bcr_analyte_uuid:

1
NA's
1094

analytes
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tcga—-a7-aldb-11a-33x tcga-a7-aldc-1la-41x NA's
1 1 1096

patient.samples.sample.4.portions.portion.analytes.analyte.4.bcr_analyte_uuid:
61c94ad42-eb5ac-4c39-8d40-fa252ee25565 c2b8dd40-0004-43cb-8328-34aceed8e’2cC
1 1
NA's
1096

patient.samples.sample.4.portions.portion.analytes.analyte.4.dna.normal_tumor_ge
yes NA's
2 1096

patient.samples.sample.4.portions.portion.analytes.analyte.4.dna.pcr_amplificati
yes NA's
2 1096

patient.samples.sample.4.portions.portion.analytes.analyte.4.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
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NA's
1096

patient.samples.sample.4.portions.portion.analytes.analyte.4.is_derived_from_ffy
no NA's
2 1096
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repli-g x NA's
2 1096

patient.samples.sample.4.portions.portion.analytes.analyte.4.subportion_sequence
1 3 NA's
1 1 1096
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patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.2.bc
tcga-a7-a0db-11a-33d-a092-01 tcga-a7-al0dc-11a-41d-a092-01

1 1
tcga—-a7-al3e-1la-61d-al2n-01 tcga-e2-albk-11a-13d-al2n-01
1 1

NA's
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patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.2.bc
23eclc8f-3d33-4e04-94df-271a%efe8a63 3480e631-b2bc-479%9a-9701-8da2ce30bd96

1 1
b6e2f21b-1b95-4bff-a3aa-3883562c958a £d203984-44aa-49e0-aelc-11643697d937
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2010 2011 NA's
2 2 1094
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patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.3.bc
tcga-a7-a0db-11a-33d-a093-05 tcga-a7-al0dc-11a-41d-a093-05

1
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tcga—-a7-al3e-11a-61d-al2g9-09 tcga-e2-albk-11a-13d-al2g-09
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NA's
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Tb565538-7488-4654-9034-8a0e6fe65bfl cclf28ba-£f095-4859-b8c6-920fb9£50d65
1 1
NA's
1094
patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.
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patient.samples.sample.4.portions.portion.analytes.analyte.aliquots.aliquot.
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2 2 1094

patient.samples.sample.4.portions
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1

patient.samples.sample.4.portions.portion.analytes.analyte.bcr_analyte_uuid:
159f3600-a388-4b9f-a5e9-324180ef2d70 387efbad-4b98-4ae5-85a5-4a312c3eflad

1 1
392ef4£5-1183-4c8b-b719-15d3868e039d 53061db7-1900-4£28-9af7-376790fe245c
1 1
NA's
1094
patient.samples.sample.4.portions.portion.analytes.analyte.concentration:
0.15 0.16 NA's
2 2 1094
patient.samples.sample.4.portions.portion.analytes.analyte.dna.normal_tumor_genc

yes NA's
4 1094

patient.samples.sample.4.portions.portion.analytes.

yes NA's
4 1094

patient.samples.sample.4.portions.portion.analytes.
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NA's
1094

patient.samples.sample.4.portions.portion.analytes.analyte.is_derived_from_ ffpe:
no NA's
4 1094

patient.samples.sample.4.portions.portion.analytes.analyte.protocols.protocol.ex
adna preparation type NA's
4 1094

patient.samples.sample.4.portions.portion.analytes.analyte.spectrophotometer_met
uv spec NA's
4 1094

patient.samples.sample.4.portions.portion.analytes.analyte.subportion_sequence:
1 3 NA's
2 2 1094

patient.samples.sample.4.portions.portion.bcr_portion_barcode:
tcga-a7-a0db-11a-33 tcga—-a7-aldc-1la-41 tcga-a7-al3e-1la-61 tcga-e2-albk-11a-13
1 1 1 1
NA's
1094

patient.samples.sample.4.portions.portion.bcr_portion_uuid:
14224bef-b6d3-4b9%9a-9c40-5673e6005459 201ed5d0-a472-4a76-99b6-04dc0b4d9%eb62e

1 1
52d3f394-ee72-43b0-baa2-feb465bbccol 8c648887-8495-42d3-bd65-9336af19068e
1 1

NA's

1094

patient.samples.sample.4.portions.portion.day_of_creation:
11 13 27 NA's
1 1 2 1094

patient.samples.sample.4.portions.portion.is_ffpe:
no NA's
4 1094

patient.samples.sample.4.portions.portion.month_of_ creation:
1 2 8 NA's
1 1 2 1094

patient.samples.sample.4.portions.portion.portion_number:
13 33 41 61 NA's
1 1 1 1 1094

patient.samples.sample.4.portions.portion.portion_sequence:
1 3 4 6 NA's
1 1 1 1 1094
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patient.samples.sample.4.portions.portion.slides.slide.2.bcr_slide_barcode:
tcga-a7-a0db-11a-03-ts3 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.bcr_slide_uuid:
0a4e3580-9711-488f-8a18-54£72c429035 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.image_file_name:
tcga-a7-al0db-11a-03-ts3.0a4e3580-9711-488f-8a18-54f72c429035.svs
1
NA's
1097

patient.samples.sample.4.portions.portion.slides.slide.2.is_derived_from_ ffpe:
no NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_lymphocyte_infi
1 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_monocyte_infilt
0 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_necrosis:
0 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_neutrophil_infi
0 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_normal_cells:
0 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_stromal_cells:
100 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_tumor_cells:
0 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.percent_tumor_nuclei:
0 NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.2.section_location:
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bottom NA's
1 1097

patient.samples.sample.4.portions.portion.slides.slide.bcr_slide_barcode:
tcga-a7-a0db-11a-02-bs2 tcga-a7-aldc-11a-04-ts4 tcga—-a7-al3e-11a-03-ts3

1 1 1
tcga-e2-albk-11a-01-tsl NA's
1 1094

patient.samples.sample.4.portions.portion.slides.slide.bcr_slide_uuid:
28656e31-f16f-431e-95d4-915892ecdff8 6041£f153-cc5a-44d8-9e04-£082918268e6

1 1
8d8e5cca-5222-4dc8-8b42-df64bdc7652a 927aed45d-bdaa-4dec-8e30-88902119bbeb
1 1

NA's

1094

patient.samples.sample.4.portions.portion.slides.slide.image_file_name:
tcga-a7-a0db-11a-02-bs2.8d8e5cca-5222-4dc8-8b42-df64bdc7652a.svs
1
tcga-a7-a0dc-11a-04-ts4.6041f153-cc5a-44d8-9e04-£082918268e6.svs
1
tcga—-a7-al3e-11a-03-ts3.927aed45d-bd4aa-4dec-8e30-88902119bbe5.svs
1
tcga-e2-al5k-11a-01-ts1.28656e31-£16f-431e-95d4-915892ecdff8.svs
1
NA's
1094

patient.samples.sample.4.portions.portion.slides.slide.is_derived_from_ffpe:
no NA's
4 1094

patient.samples.sample.4.portions.portion.slides.slide.percent_lymphocyte_infilt
0 1 2 NA's
2 1 1 1094

patient.samples.sample.4.portions.portion.slides.slide.percent_monocyte_infiltra
0 NA's
4 1094

patient.samples.sample.4.portions.portion.slides.slide.percent_necrosis:
0 NA's
3 1095

patient.samples.sample.4.portions.portion.slides.slide.percent_neutrophil_infilt
0 NA's
4 1094

patient.samples.sample.4.portions.portion.slides.slide.percent_normal_cells:
0 2 100 NA's
1 1 2 1094
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patient.samples.sample.

0 98
1 1

100 NA's
1 1095

patient.samples.sample.

0 NA's
4 1094

patient.samples.sample.

0 NA's
3 1095

patient.samples.sample.

top NA's
4 1094

patient.samples.sample.

30 90
2 1

160 NA's
1 1094

patient.samples.sample.

2010 2011 NA's
2 2 1094

patient.samples.sample.4.portions.shipment_portion.

4.portions

4 .portions

4.portions

4.portions

4.portions

4 .portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

slides.

slides.

slides.

slides.

weight:

e408026e-6c07-4£2e-a609-29£21e997938

patient.samples
20 NA's
1 1097

.sample

patient.samples
no NA's
1 1097

.sample

patient.samples
a430 NA's
1 1097

.sample

patient.samples
71 NA's
1 1097

.sample

patient.samples.sample

.4.portions.

.4.portions.

.4.portions.

.4.portions.

.4.portions.

tcga-a7-al3e-11a-71-a430-20

patient.samples.sample
24 NA's
1 1097

1

.4.portions.

1

shipment_portion.

shipment_portion.

shipment_portion.

shipment_portion.

shipment_portion.

shipment_portion.

slide

slide

slide

slide

BRCA

.percent_stromal_cells:

.percent_tumor_cells:

.percent_tumor_nuclei:

.section_location:

year_of_creation:

bcr_shipment_portion_uuid:
NA's
1097

center_id:

is_ffpe:

plate_id:

portion_number:

shipment_portion_bcr_aliquot_
NA's
1097

shipment_portion_day_of_shipn
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patient.samples.sample.4.portions.shipment_portion.shipment_portion_month_of_shi
6 NA's
1 1097

patient.samples.sample.4.portions.shipment_portion.shipment_portion_year_of_shir
2014 NA's
1 1097

patient.samples.sample.4.sample_type:
solid tissue normal NA's
4 1094

patient.samples.sample.4.sample_type_1id:
11 NA's
4 1094

patient.samples.sample.4.vial_number:
a NA's
4 1094

patient.samples.sample.days_to_collection:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
16 149 447 1064 1375 7858 3

patient.samples.sample.diagnostic_slides.ffpe_slide_uuid.3:
5£9215c3-e407-46£8-968e-503d7d14605c 66566db7-661d-4002-90cl1-b15b£3425903

1 1
bb83c7d4-£795-47e7-9a5c-7dbfl0eb7fdaa e5dl6dbf-cabd-4c96-a794-5f27bc305055
1 1

NA's

1094

patient.samples.sample.diagnostic_slides.ffpe_slide_uuid.4:
83b45d6c-e350-4436-812£f-4155d9£7d331 NA's
1 1097

patient.samples.sample.initial_weight:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
5.0 130.0 210.0 300.2 370.0 2190.0 2

patient.samples.sample.is_ffpe:
no NA's
1097 1

patient.samples.sample.oct_embedded:
false true NA's
416 681 1



344 BRCA

patient.samples.sample.portions.portion.2.analytes.analyte.a260_a280_ratio:
1.83 1.88 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.bcr_
tcga-a8-a07j-01a-21r-a057-13 tcga-e9-alnc-0la-21r-a26b-07
1 1
NA's
1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.bcr_
50£23d00-f6fd-4b3d-aed2-0705f7aebal7 5c4f63ec-2d65-4baa-8bf2-13701fb69b10
1 1
NA's
1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.bios
100482213 132160691 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.cent
7 13 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.conc
0.15 0.17 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.day_
11 30 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.is_c
no NA's
2 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.mont
1 8 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.plat
1 7 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.plat
a057 a26b NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.plat
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a b NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.quar
2.21 3 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.sour
23 NA's
2 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.volt
13 20 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.aliquots.aliquot.year
2010 2013 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.amount:
13.52 22.1 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.analyte_type:
rna NA's
2 1096

patient.samples.sample.portions.portion.2.analytes.analyte.analyte_type_id:
r NA's
2 1096

patient.samples.sample.portions.portion.2.analytes.analyte.bcr_analyte_barcode:
tcga—-a8-al07j-01la-21r tcga-e9-alnc-0la-21r NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.bcr_analyte_uuid:
17efdb82-247b-4ef7-a96d-3432829f350f 4706cb04-7501-4c10-9553-62805456de09
1 1
NA's
1096

patient.samples.sample.portions.portion.2.analytes.analyte.concentration:
0.15 0.17 NA's
1 1 1096

patient.samples.sample.portions.portion.2.analytes.analyte.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
2
NA's
1096

patient.samples.sample.portions.portion.2.analytes.analyte.is_derived_from_ ffpe:
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no NA's
2 1096

patient.samples.sample.portions
mirvana (allprep dna)

patient.samples.

1.48 1.8 NA's
1 1 1096

patient.samples.

8.2 8.6 NA's
1 1 1096

patient.samples.

uv spec NA's
2 1096

patient.samples.

1 NA's
2 1096

patient.samples.sample.portions.portion.

sample

sample

sample

sample

rna

2

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

.portion.

tcga-a8-a07j-01la-21 tcga-e9-alnc-01la-21

1

1

BRCA

.analytes.analyte.protocols.protocol.ex

NA's
1096

.analytes.analyte.rna.ratio_28s_18s:

.analytes.analyte.rna.rinvalue:

.analytes.analyte.spectrophotometer_ met

.analytes.analyte.subportion_sequence:

.bcr_portion_barcode:

NA's
1096

patient.samples.sample.portions.portion.2.bcr_portion_uuid:
67de0659-1154-4ca8-bbce-dc8e93ecc798 74485df8-1c52-4535-b197-a6£22d35fe51

patient.samples.

18 29 NA's
1 1 1096

patient.samples.

no NA's
2 1096

patient.samples.

4 7 NA's
1 1 1096

patient.samples.

21 NA's
2 1096

patient.samples.

2 NA's
2 1096

sample

sample

sample

sample

sample

.portions

.portions

.portions

.portions

.portions

1
NA's
1096

.portion.

.portion.

.portion.

.portion.

.portion.

1

.day_of_creation:

.is_ffpe:

.month_of_ creation:

.portion_number:

.portion_sequence:
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patient.samples.sample.portions.portion.2.slides.slide.2.bcr_slide_barcode:
tcga-a8-a07j-01a-02-bs2 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.bcr_slide_uuid:
5d44b586-7e36-46£9-bfc8-8f8afce34625 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.image_file_name:
tcga-a8-al07j-01a-02-bs2.5d44b586-7e36-46£f9-bfc8-8f8afce34625.svs
1
NA's
1097

patient.samples.sample.portions.portion.2.slides.slide.2.is_derived_from_ ffpe:
no NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_lymphocyte_infi
2 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_monocyte_infilt
0 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_necrosis:
0 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_neutrophil_infi
0 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_normal_cells:
4 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_stromal_cells:
21 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_tumor_cells:
75 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.percent_tumor_nuclei:
75 NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.2.section_location:
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bottom NA's
1 1097

patient.samples.sample.portions.portion.2.slides.slide.bcr_slide_barcode:
tcga-a8-a07j-01a-01-bsl tcga-e9-alnc-0la-02-tsb NA's
1 1 1096

patient.samples.sample.portions.portion.2.slides.slide.bcr_slide_uuid:
45067£fa5-9305-45d9-a343-fccecf9babfd c9£54364-bf94-4431-9d02-8c2ecl1732d02
1 1
NA's
1096

patient.samples.sample.portions.portion.2.slides.slide.image_file_name:
tcga-a8-a07j-01a-01-bsl.c9£54364-bf94-4431-9d02-8c2ecl732d02.svs
1
tcga-e9-alnc-01a-02-tsb.45067£fa5-9305-45d9-a343-fccecf9babfd.svs
1
NA's
1096

patient.samples.sample.portions.portion.2.slides.slide.is_derived_from_ffpe:
no NA's
2 1096

patient.samples.sample.portions.portion.2.slides.slide.percent_lymphocyte_infilt
2 10 NA's
1 1 1096

patient.samples.sample.portions.portion.2.slides.slide.percent_monocyte_infiltrsa
0 1 NA's
1 1 1096

patient.samples.sample.portions.portion.2.slides.slide.percent_necrosis:
0 NA's
2 1096

patient.samples.sample.portions.portion.2.slides.slide.percent_neutrophil_infilt
0 1 NA's
1 1 1096

patient.samples.sample.portions.portion.2.slides.slide.percent_normal_cells:
0 5 NA's
1 1 1096

patient.samples.sample.portions.portion.2.slides.slide.percent_stromal_cells:
25 30 NA's
1 1 1096

patient.samples.sample.portions.portion.2.slides.slide.percent_tumor_cells:
70 NA's
2 1096



BRCA

patient.samples.

70 NA's
2 1096

patient.samples.

top NA's
2 1096

patient.samples.

20 30 NA's
1 1 1096

patient.samples.

2010 2011 NA's
1 1 1096

patient.samples.

1.71 NA's
1 1097

sample.

sample.

sample.

sample.

sample.

portions

portions

portions

portions

portions

patient.samples.sample.portions
tcga—-a8-al6n-01la-12r-a056-07

patient.samples.sample.portions.portion.

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

b140fccd-5907-4b21-9ed9-atbbdaeb2de53

patient.samples.
NA's
1097

100475669
1

patient.samples.

7 NA's
1 1097

patient.samples.

0.13 NA's
1 1097

patient.samples.

11 NA's
1 1097

patient.samples.

no NA's
1 1097

patient.samples.

8 NA's
1 1097

sample

sample

sample

sample

sample

sample

.portions

.portions

.portions

.portions

.portions

.portions

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

349

.slides.slide.percent_tumor_nuclei:

.slides.slide.section_location:

.weilght:

.year_of_creation:

.analytes.analyte.a260_a280_ratio:

.analytes.analyte.aliquots.aliquot.bcr_

NA's
1097

.analytes.analyte.aliquots.aliquot.bcr_

NA's
1097

.analytes.analyte.aliquots.aliquot.bios

.analytes.analyte.aliquots.aliquot.cent

.analytes.analyte.aliquots.aliquot.conc

.analytes.analyte.aliquots.aliquot.day_

.analytes.analyte.aliquots.aliquot.is_c

.analytes.analyte.aliquots.aliquot.mont
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patient.samples.

7 NA's
1 1097

patient.samples.

a056 NA's
1 1097

patient.samples.

b NA's
1 1097

patient.samples.

3.47 NA's
1 1097

patient.samples.

23 NA's
1 1097

patient.samples.

26.7 NA's
1 1097

patient.samples.

2010 NA's
1 1097

patient.samples.

20.85 NA's
1 1097

patient.samples.

rna NA's
1 1097

patient.samples.

r NA's
1 1097

patient.samples.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

tcga-a8-al6n-01la-12r

patient.samples.sample.portions.portion.3.

1

portions

portions

portions

portions

portions

portions

portions

portions

portions

portions

portions

.portion.3

.portion.3

.portion.3

.portion.3

.portion.3

.portion.3

.portion.3

.portion.3

.portion.3

.portion.3

.portion.3

NA's
1097

65b£f5932-5226-430d-8255-7956e01d9602

patient.samples.sample.portions.portion.3.

0.13 NA's
1 1097

1

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

.analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BRCA

aliquots.aliquot.plat

aliquots.aliquot.plat

aliquots.aliquot.plat

aliquots.aliquot.quan

aliquots.aliquot.sour

aliquots.aliquot.volt

aliquots.aliquot.year

amount :

analyte_type:

analyte_type_id:

bcr_analyte_barcode:

bcr_analyte_uuid:
NA's
1097

concentration:
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patient.samples.sample.portions.portion.3.analytes.analyte.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
1
NA's
1097

patient.samples.sample.portions.portion.3.analytes.analyte.is_derived_from_ ffpe:
no NA's
1 1097

patient.samples.sample.portions.portion.3.analytes.analyte.protocols.protocol.ex
mirvana (allprep dna) rna NA's
1 1097

patient.samples.sample.portions.portion.3.analytes.analyte.rna.ratio_28s_18s:
2.1 NA's
1 1097

patient.samples.sample.portions.portion.3.analytes.analyte.rna.rinvalue:
9.7 NA's
1 1097

patient.samples.sample.portions.portion.3.analytes.analyte.spectrophotometer_met
uv spec NA's
1 1097

patient.samples.sample.portions.portion.3.analytes.analyte.subportion_sequence:
2 NA's
1 1097

patient.samples.sample.portions.portion.3.bcr_portion_barcode:
tcga—-a8-al6n-01a-12 NA's
1 1097

patient.samples.sample.portions.portion.3.bcr_portion_uuid:
40702263-bf67-4940-bafl-078932feb7c5 NA's
1 1097

patient.samples.sample.portions.portion.3.day_of_creation:
8 NA's
1 1097

patient.samples.sample.portions.portion.3.is_ffpe:
no NA's
1 1097

patient.samples.sample.portions.portion.3.month_of_ creation:
6 NA's
1 1097

patient.samples.sample.portions.portion.3.portion_number:
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12 NA's
1 1097

patient.samples.sample.portions.portion.3.portion_sequence:
1 NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.bcr_slide_barcode:
tcga-a8-al6n-01la-01-tsl NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.bcr_slide_uuid:
0e8d431f-4dfd4-4e2e-a8d2-3febb0flbeb? NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.image_file_name:
tcga-a8-al6n-01a-01-tsl.0e8d431f-4dfd4-4e2e-a8d2-3febb0flbeb9.svs
1
NA's
1097

patient.samples.sample.portions.portion.3.slides.slide.2.is_derived_from_ ffpe:
no NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.percent_lymphocyte_infi
1 NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.percent_monocyte_infilt
0 NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.percent_necrosis:
7 NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.percent_neutrophil_infi
0 NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.percent_normal_cells:
0 NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.percent_stromal_cells:
40 NA's
1 1097

patient.samples.sample.portions.portion.3.slides.slide.2.percent_tumor_cells:
53 NA's
1 1097
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patient.samples.sample.portions.portion.

90 NA's
1 1097

patient.samples.sample.portions.portion.

top NA's
1 1097

patient.samples.sample.portions.portion.

tcga—-a8-al6n-01la-01-bsl
1

patient.samples.sample.portions.portion.

12bf6cf9-767e-469%9a-ab07-accd6b3bl34e
1

.slides.

.slides.

.slides.

NA's
1097

.slides.

slide

slide

slide

slide

353

.2.percent_tumor_nuclei:

.2.section_location:

.bcr_slide_barcode:

.bcr_slide_uuid:
NA's
1097

patient.samples.sample.portions.portion.3.slides.slide.image_file_name:
tcga-a8-al6n-01a-01-bsl.12bf6cf9-767e-469%9a-ab07-accd6b3bl34e.svs

patient.samples.sample.portions.portion.
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patient.samples.sample.portions.portion.analytes.analyte.
no NA's
1060 38
patient.samples.sample.portions.portion.analytes.analyte.
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
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13 80 NA's
1 1059 38
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patient.samples.sample.portions
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patient.samples.

sample.portions

a024 a049 a073 NA's
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patient.samples.
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patient.samples.
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sample.portions
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patient.samples.sample.
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patient.samples.sample.

yes NA's
278 820

patient.samples.sample.
.org/tcga-bcr/default.aspx

https://sharedoc.nchri
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no NA's
278 820

portions.portion.analytes.
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patient.samples.sample.portions.portion.analytes.analyte.4.protocols.protocol.ex
repli-g x NA's
185 913

patient.samples.sample.portions.portion.analytes.analyte.4.subportion_sequence:
1 2 3 NA's
258 17 2 821

patient.samples.sample.portions.portion.analytes.analyte.5.a260_a280_ratio:
1.89 NA's
1 1097

patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.bcr_
tcga-a7-alcg-01la-12r-a056-07 NA's
1 1097

patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.bcr_
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patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.bios
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7 NA's
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patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.conc
0.14 NA's
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patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.day_
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patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.is_c
no NA's
1 1097

patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.mont
8 NA's
1 1097

patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.plat
7 NA's
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patient.samples.sample.portions.portion.analytes.analyte.5.aliquots.aliquot.plat
a056 NA's
1 1097
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patient.samples.sample.portions.portion.analytes
a NA's
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1 1097

patient.samples.sample.portions.portion.analytes
baald4eb8-alfl-461a-9089-fe79032d45e6
1

patient.samples.sample.portions.portion.analytes
0.14 NA's
1 1097

patient.samples.sample.portions.portion.analytes
https://sharedoc.nchri.org/tcga-bcr/default.aspx
1

NA's
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patient.samples.sample.portions.portion.analytes
no NA's
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.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BRCA

.aliquots.aliquot.plat

.aliquots.aliquot.quan

.aliquots.aliquot.sour

.aliquots.aliquot.volu

.aliquots.aliquot.year
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.concentration:
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1 1097
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8.5 NA's
1 1097

patient.samples.
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0.06

patient.samples.
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patient.samples
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1

sample.portions

.sample.portions
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sample.portions

sample.portions
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sample.portions
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sample.portions
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sample.portions
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0.16

.portion.
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.portion.
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5.protocols.protocol.ex
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5.spectrophotometer_met
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6.67

patient.samples.
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Median Mean
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sample.portions
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sample.portions
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1.000

1st Qu.
2.000

9 NA's
405 3
sample.portions
Median Mean
0.1500 0.1287
sample.portions
Median Mean

19.00 19.05

sample.portions

sample.portions

Median Mean
5.00 5.44
sample.portions
Median Mean
3.000 3.703

.portion.
3rd Qu.
0.1600

.portion.
3rd Qu.
28.00

.portion.

.portion.
3rd Qu.
7.00

.portion.
3rd Qu.
5.000

analytes.analyte.
Max. NA's
12.000 3

analytes.analyte.
Max. NA's
4.000 3

analytes.analyte.

analytes.analyte.
Max. NA's
40.00 3

analytes.analyte.
Max. NA's
2014 3

analytes.analyte.aliquots.aliquot.
NA's

3rd Qu.
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patient.samples.
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patient.samples.
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0.930 1.600
patient.samples
23 NA's
813 285

patient.samples
Min. 1st Qu.
6.70 20.00

patient.samples

3.470 2.998

.sample.portions

.sample.portions
Median Mean
26.70 23.76

.sample.portions

2010 2011 2013 NA's

343 469 1

patient.samples.

frpp NA's
5 1093

patient.samples.

tcga NA's
5 1093

patient.samples.

ffpe validation
5

patient.samples.

Min. 1st
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patient.samples.

1 2 5
3 87 49

patient.samples.

1st Qu.
0.0800

Min.
0.0700

patient.samples.

Min.
2.00

1st Qu.
9.00

patient.samples.

no NA's
349 749

patient.samples.

Min.
1.000

1st Qu.
8.000

285

sample.portions

sample.portions

sample.portions

NA's

1093
sample.portions
Qu. Median

sample.portions
9 NA's
210 749

sample.portions
Median Mean
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sample.portions
Median Mean

19.00 17.62

sample.portions

sample.portions
Median Mean
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.portion.

.portion.

3rd Qu.
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.portion.

.portion.

.portion.

.portion.

.portion.

Mean
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.portion.
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3rd Qu.
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.portion.

3rd Qu.
26.00
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.portion.

3rd Qu.
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analytes.analyte.
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analytes.analyte.

analytes.analyte.
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3rd Qu.
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aliquots

.aliquots

aliquots

aliquots

aliquots

Max.
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Max. NA's
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patient.
Min

. 1st Qu.
1.000

2.000

patient.
Min

. 1st Qu.
0.870

1.070

patient.samples.

23 NA's
349 749

patient.samples.

Min.
6.67

1st Qu.
13.00

patient.samples.

samples.

samples.

sample.portions.portion.
Median Mean 3rd Qu.

5.000 5.613 9.000
sample.portions.portion.
Median Mean 3rd Qu.

1.820 2.157 3.010
sample.portions.portion.

sample.portions
Median Mean
13.34 20.63

.portion.
3rd Qu.
26.70

sample.portions.portion.

2010 2011 2013 NA's

273 60 16

patient.samples.

fppp NA's
2 1096

patient.samples.

tcga NA's
2 1096

patient.samples.

ffpe validation
2

patient.samples.

Min. 1st

749

sample.portions.portion.

sample.portions.portion.

sample.portions
NA's
1096

.portion.

sample.portions.portion.
Qu. Median Mean
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patient.samples.

sample.portions.portion.

1 5 9 NA's

2 48 35 1013
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
0.0700 0.0800 0.1400 0.1211
patient.samples.sample.portions
Min. 1st Qu. Median Mean
2.00 20.00 20.00 17.86

.portion.
3rd Qu.
0.1500

.portion.
3rd Qu.
20.00

373

analytes.analyte.
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12.000 749
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analytes.analyte.
Max. NA's
17.000 749

aliquots

analytes.analyte.aliquots

analytes.analyte.
Max. NA's
100.00 749

aliquots
analytes.analyte.aliquots
analytes.analyte.

aliquots

analytes.analyte.aliquots

analytes.analyte.aliquots

analytes.analyte.aliquots.aliquot.

NA's
1013

3rd Qu. Max.
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patient.samples.

no NA's
85 1013

patient.samples.

1st Qu.
6.000

Min.
1.000

patient.
Min

. 1st Qu.
1.000

1.000

patient.
Min

. 1st Qu.
1.010

2.080

patient.samples.

23 NA's
85 1013

patient.samples.

Min.
6.70

1st Qu.
26.00

patient.samples.

samples.

samples.

sample.portions

sample.portions
Median Mean
12.000 9.165

sample.portions
Median Mean
2.000 2.776

sample.portions
Median Mean
3.470 3.662

sample.portions

sample.portions
Median Mean
26.70 30.48

sample.portions

2010 2011 2013 2015 NA's

45 34 5

patient.samples.

frpp NA's
2 1096

patient.samples.

tcga NA's
2 1096

patient.samples.
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2

patient.samples.

Min. 1st

1 1013

sample.portions

sample.portions

sample.portions
NA's
1096

sample.portions
Qu. Median

.portion.

.portion.
3rd Qu.

12.000
.portion.

3rd Qu.
4.000

.portion.
3rd Qu.
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.portion.

.portion.
3rd Qu.
26.70

.portion.

.portion.

.portion.

.portion.

.portion.
Mean
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patient.samples.sample.portions.portion.

5 9 NA's
3 12 1083

analytes.analyte.

analytes.analyte.
Max. NA's
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analytes.analyte.
Max. NA's
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analytes.analyte.
Max. NA's
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analytes.analyte.

analytes.analyte.
Max. NA's
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analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.aliquots.aliquot.
NA's

3rd Qu.

BRCA
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aliquots

aliquots

aliquots

aliquots
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aliquots
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patient.samples.

Min.
0.070

1st Qu.
0.080

patient.samples.

2 13 21
5 3 1

patient.samples.

no NA's
15 1083

patient.samples.

Min

. 1st Qu.
1.000

1.000

patient.samples.

Min

. 1st Qu.
1.000

1.500

patient.samples.

Min

. 1st Qu.
1.01

1.60

patient.samples.

23 NA's
15 1083

patient.samples.

Min.
6.70

1st Qu.
20.00

patient.samples.

sample.portions
Median Mean
0.080 0.092

sample.portions
26 NA's
6 1083

sample.portions

sample.portions
Median Mean
4.000 5.467
sample.portions
Median Mean
2.000 2.867

sample.portions
Median Mean
2.08 3.15

sample.portions

sample.portions
Median Mean
26.00 32.65

sample.portions

2011 2013 2015 NA's

10 4

patient.samples.sample.portions.portion.analytes.analyte.aliquots
tcga-a7-a26j-01la-11d-a46w-08 tcga-b6-alre-0la-11d-a46a-09

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.

1 1083

1
NA's
1096

.portion.

3rd Qu.
0.080

.portion.

.portion.

.portion.

3rd Qu.
11.000

.portion.

3rd Qu.
3.000

.portion.

3rd Qu.
3.00

.portion.

.portion.

3rd Qu.
40.00

.portion.

analytes.
Max.
0.160

analytes.

analytes.

analytes.
Max.
11.000

analytes.
Max.
7.000

analytes.
Max.
18.62

analytes.

analytes.
Max.
133.00

analytes.

analyte.

NA's
1083

analyte.

analyte.

analyte.

NA's
1083

analyte.

NA's
1083

analyte.

NA's
1083

analyte.

analyte.

NA's
1083

analyte.
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aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

5c823e40-9360-4409-a072-1a2b315£715f 844d82c5-d978-40e0-a7c6-16b52deb6702

patient.samples.sample.portions.portion.analytes.analyte.aliquots.aliquot.
145674768 167811773

NA's

1
NA's
1096

1

.conc

.day_

.is_c

.mont

.plat

.quan

. Sour

.volu

.year

.bcr_

.bcr_

.bios



376

patient.samples.

8 9 NA's
1 1 1096

patient.samples.

0.08 NA's
2 1096

patient.samples.

3 21 NA's
1 1 1096

patient.samples.

no NA's
2 1096

patient.samples.

1 8 NA's
1 1 1096

patient.samples.

6 7 NA's
1 1 1096

patient.samples.

adba adow NA's
1 1 1096

patient.samples.

f g NA's
1 1 1096

patient.samples.

1.07 1.6 NA's
1 1 1096

patient.samples.

23 NA's
2 1096

patient.samples.

13.4 20 NA's
1 1 1096

patient.samples.

2015 NA's
2 1096

1

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

1096

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portions.

portion.

portion.

portion.

portion.

portion.

portion.

portion.

portion.

portion.

portion.

portion.

portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

BRCA

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.cent

.conc

.day_

.is_c

.mont

.plat

.plat

.plat

.quan

. Sour

.volu

.year
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patient.samples.sample.portions.

Min. lst Qu. Median

portion.
Mean

99014634 100473754 100490542 112045083

patient.samples.sample.portions.
1 2 5 NA's
295 569 231 3

patient.samples.sample.portions
Min. 1st Qu. Median Mean
0.1200 0.1500 0.1600 0.1582

patient.samples.sample.portions
Min. 1lst Qu. Median Mean
1.00 12.00 16.00 17.86

patient.samples.sample.portions
no NA's
1095 3
patient.samples.sample.portions
Min. 1st Qu. Median Mean
1.00 3.00 5.00 5.34

patient.samples.sample.portions
Min. 1lst Qu. Median Mean
1.000 2.000 3.000 3.701

patient.samples.sample.portions
Min. 1lst Qu. Median Mean
0.80 1.14 2.08 2.23
patient.samples.sample.portions
23 NA's
1095 3

patient.samples.sample.portions
6.7 7 13 26.7 NA's
282 13 569 231 3

patient.samples.sample.portions
Min. 1st Qu. Median Mean
2010 2010 2011 2011

patient.samples.sample.portions
Min. 1lst Qu. Median Mean
6.95 22.75 36.43 40.80

patient.samples.sample.portions
dna NA's

portion.

.portion.

3rd Qu.
0.1700

.portion.

3rd Qu.
25.00

.portion.

.portion.

3rd Qu.
7.00

.portion.

3rd Qu.
5.000

.portion.

3rd Qu.
2.34

.portion.

.portion.

.portion.

3rd Qu.
2011

.portion.

3rd Qu.
57.02

.portion.
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analytes.analyte.aliquots.aliquot
3rd Qu. Max.
113421550 174191244

analytes.analyte.

analytes.analyte.
Max. NA's
0.2100 3

analytes.analyte.
Max. NA's
31.00 3

analytes.analyte.

analytes.analyte.
Max. NA's
12.00 3

analytes.analyte.
Max. NA's
12.000 3

analytes.analyte.
Max. NA's
4.54 3

analytes.analyte.

analytes.analyte.

analytes.analyte.
Max. NA's
2014 3

analytes.analyte.
Max. NA's
116.67 7

analytes.analyte.

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

amount :

NA's

3

.aliquot

.aliquot

.aliquot

.aliquot

.aliquot

.aliquot

.aliquot

.aliquot

.aliquot

.aliquot

analyte_type:

.biospe

.center

.concer

.day_of

.1s_der

.month_

.plate_

.quanti

. Source

.volume

.year_c
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1095 3
patient.samples.sample.
d NA's
1095 3
patient.samples.sample.
Min. 1st Qu. Median
0.1200 0.1500 0.1600
patient.samples.sample.
yes NA's
1095 3
patient.samples.sample.
yes NA's
1095 3

patient.samples.sample.
https://sharedoc.nchri

patient.samples.sample.
no NA's
1095 3

patient.samples.sample.
adna preparation type
1095

patient.samples.sample.
picogreen uv spec
291 804

patient.samples.sample.
1 2 3 NA's
973 108 8 9

patient.samples.sample.
Min. 1lst Qu. Median
1.00 8.00 12.00

patient.samples.sample.
no NA's
1095 3

portions.portion.

portions.portion.

Mean 3rd Qu.
0.1582 0.1700

portions.portion.

portions.portion.

portions.portion

portions.portion

portions.portion

portions.portion
NA's
3

portions.portion

portions.portion
Mean 3rd Qu.
13.85 21.00

portions.portion

analytes

analytes
Max.
0.2100

analytes

analytes

.analytes

.org/tcga-bcr/default.aspx

1095
NA's
3

.analytes

.analytes

NA's

3

.analytes

.analytes

.analyte.

.analyte.

NA's

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.day_of_creation:

Max.
31.00

.is_ffpe:

NA's
3

BRCA

analyte_type_id:

concentration:

dna.normal_tumor_genoty

dna.pcr_amplification_s

gel_image_file:

is_derived_from_ffpe:

protocols.protocol.expe

spectrophotometer_methc

subportion_sequence:



BRCA

patient.
Min

. 1st Qu.
1.000

4.000

patient.
Min

. 1st Qu.
1.00

11.00

patient.
Min

. 1st Qu.
1.000

1.000

patient.samples.

no NA's
446 652

patient.
Min

. 1st Qu.
0.000

1.000

patient.
Min

. 1st Qu.
0.000

0.000

patient.
Min

. 1st Qu.
0.000

0.000

patient.
Min

. 1st Qu.
0.0000

0.0000

patient.
Min

. 1st Qu.
0.000

0.000

patient.
Min

. 1st Qu.
0.00

10.00

patient.
Min

. 1st Qu.
0.00

69.25

patient.
Min.
0.0

samples
1st Qu.
70.0

patient.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

samples.

sample.portions
Median Mean
6.000 6.259

sample.portions
Median Mean
11.00 13.99

sample.portions
Median Mean
1.000 1.291

sample.portions

sample.portions

Median Mean
2.000 6.789
sample.portions
Median Mean
0.000 1.056
sample.portions
Median Mean
1.000 1.879

sample.portions
Median Mean
0.0000 0.9955

sample.portions

Median Mean
0.000 4.513
sample.portions
Median Mean
18.00 20.88
sample.portions
Median Mean
78.00 72.91
.sample.portions
Median Mean
80.0 77.5

sample.portions

.portion.

3rd Qu.
9.000

.portion.

3rd Qu.
12.00

.portion.

3rd Qu.
1.000

.portion.

.portion.

3rd Qu.
6.000

.portion.

3rd Qu.
0.000

.portion.

3rd Qu.
2.000

.portion.

3rd Qu.
0.0000

.portion.

3rd Qu.
4.750

.portion.

3rd Qu.
25.75

.portion.

3rd Qu.
85.00

.portion.

3rd Qu.
85.0

.portion.
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month_of_ creation:
Max. NA's
12.000 3

portion_number:
Max. NA's
81.00 3

portion_sequence:
Max. NA's
8.000 30

slides.slide.2.is_derived_from_ffpe:

slides.slide.2.percent_lymphocyte_infilt
Max. NA's
100.000 652

slides.slide.2.percent_monocyte_infiltra
Max. NA's
30.000 652

slides.slide.2.percent_necrosis:
Max. NA's
30.000 652

slides.slide.2.percent_neutrophil_infilt
Max. NA's
30.0000 652

slides.slide.2.percent_normal_cells:
Max. NA's
79.000 652

slides.slide.2.percent_stromal_cells:
Max. NA's
90.00 652

slides.slide.2.percent_tumor_cells:
Max. NA's
100.00 652

slides.slide.2.percent_tumor_nuclei:
Max. NA's
98.0 652

slides.slide.2.section_location:
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bottom
28

patient.
no NA'

1094

patient.

Min.
0.000

patient.

Min.
0.000

patient.

Min.
0.000

patient.

Min.
0.000

patient.

Min.
0.000

patient.

Min.
0.00

patient.

Min.
0.00

patient.

Min.
0.00

patient.

bottom
419

patient.

Min.
10.00

patient.

Min.

top
418

samples.

S
4

samples.

1st Qu.
0.000

samples.

1st Qu.
0.000

samples.

1st Qu.
0.000

samples.

1st Qu.
0.000

samples.

1st Qu.
0.000

samples.

1st Qu.
10.00

samples.

1st Qu.
65.00

samples.

1st Qu.
70.00

samples.

top
675

samples.

1st Qu.
30.00

samples.

1st Qu.

NA's
652

sample.portions

sample.portions
Median Mean
1.000 6.138

sample.portions
Median Mean
0.000 1.606

sample.portions
Median Mean
0.000 1.772

sample.portions
Median Mean
0.000 1.631

sample.portions
Median Mean
0.000 3.836

sample.portions
Median Mean
20.00 21.07

sample.portions
Median Mean
75.00 73.29

sample.portions
Median Mean
80.00 77.32

sample.portions
NA's
4

sample.portions
Median Mean
30.00 29.29

sample.portions
Median Mean

.portion.

.portion.

3rd Qu.
4.000

.portion.

3rd Qu.
0.000

.portion.

3rd Qu.
2.000

.portion.

3rd Qu.
0.000

.portion.

3rd Qu.
3.000

.portion.

3rd Qu.
30.00

.portion.

3rd Qu.
85.00

.portion.

3rd Qu.
85.00

.portion.

.portion.

3rd Qu.
30.00

.portion.

3rd Qu.

BRCA

slides.slide.is_derived_from_ffpe:

slides.slide.percent_lymphocyte_infiltrsa
Max. NA's
100.000 7

slides.slide.percent_monocyte_infiltrati
Max. NA's
30.000 7

slides.slide.percent_necrosis:
Max. NA's
35.000 7

slides.slide.percent_neutrophil_infiltra
Max. NA's
50.000 7

slides.slide.percent_normal_cells:
Max. NA's
89.000 7

slides.slide.percent_stromal_cells:
Max. NA's
95.00 7

slides.slide.percent_tumor_cells:
Max. NA's
100.00 7

slides.slide.percent_tumor_nuclei:
Max. NA's
98.00 7

slides.slide.section_location:

weight:
Max. NA's
100.00 4

year_of_creation:
Max. NA's
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2010 2010

patient.samples.

20 30 NA's

2011 2011

sample.portions

2011 2014

.shipment_portion.
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.center_id:

12 112 974
patient.samples.sample.portions.shipment_portion.2.is_ffpe:
no NA's
124 974
patient.samples.sample.portions.shipment_portion.2.portion_number:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
12.00 22.00 41.00 33.26 41.00 61.00 974
patient.samples.sample.portions.shipment_portion.2.portion_sequence:
Min. 1st Qu. Median Mean 3rd Qu. Max . NA's
1.000 2.000 4.000 3.193 4.000 6.000 974
patient.samples.sample.portions.shipment_portion.2.shipment_portion_day_of_shipn
3 22 NA's
112 12 974
patient.samples.sample.portions.shipment_portion.2.shipment_portion_month_of_ shi
3 4 NA's
12 112 974
patient.samples.sample.portions.shipment_portion.2.shipment_portion_year_of_shig
2011 2012 NA's
12 112 974
patient.samples.sample.portions.shipment_portion.center_id:
20 30 NA's
872 14 212
patient.samples.sample.portions.shipment_portion.is_ffpe:
no NA's
886 212
patient.samples.sample.portions.shipment_portion.portion_number:
Min. 1st Qu. Median Mean 3rd Qu. Max . NA's
11.00 21.00 21.00 20.42 21.00 91.00 212
patient.samples.sample.portions.shipment_portion.portion_sequence:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.000 2.000 1.935 2.000 9.000 233
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patient.samples.sample.portions
Min. 1lst Qu. Median Mean
2.00 2.00 22.00 14.85
patient.samples.sample.portions
Min. 1st Qu. Median Mean
3.000 3.000 6.000 5.947

patient.samples.sample.portions
2011 2012 2013 2014 NA's
647 99 79 61 212

patient.samples.
primary tumor NA's
1097 1

patient.samples.
1 NA's
1097 1

patient.samples.

a b NA's
1087 10 1
Gender:
FEMALE MALE NA's
809 8 281

BRCA

.shipment_portion.shipment_portion_day_of_shipmen

3rd Qu.
22.00

NA's
212

Max.
24.00

.shipment_portion.shipment_portion_month_of_ shipnm

NA's
212

3rd Qu.
8.000

Max.
11.000

.shipment_portion.shipment_portion_year_of_ shipme

sample.sample_type:

sample.sample_type_id:

sample.vial_number:

Age.at.Initial.Pathologic.Diagnosis:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
26.00 48.00 58.00 58.06 67.00 90.00 281
HER2.Final.Status:
Equivocal Negative Not Available Positive NA's
10 651 15 114 308
Tumor..T1l.Coded:
T_Other T1 NA's
577 210 311
Node:
NO N1 N2 N3 NA's
385 263 99 43 308
Node.Coded:
Negative Positive NA's
385 405 308

Metastasis:



BRCA

MO M1 NA's
770 14 314

Metastasis.Coded:

Negative Positive NA's
770 14 314
Survival.Data.Form:
enrollment followup NA's
583 234 281
Vital.Status:
DECEASED LIVING NA's
93 724 281
Days.to.date.of.Death:
Min. 1st Qu. Median Mean
157 811 1563 1744
OS.event:
0 1 NA's
724 93 281
O0S.Time:
Min. 1st Qu. Median Mean
0.0 178.0 545.0 912.9
SigClust.Unsupervised.mRNA:

Min. 1lst Qu. Median Mean
-12.000 -7.000 -3.000 -4.789
SigClust.Intrinsic.mRNA:

Min. 1lst Qu. Median Mean
-13.000 -12.000 -5.000 -6.7064
miRNA.Clusters:

Min. 1st Qu. Median Mean

1.000 3.000 4.000 4.176
methylation.Clusters:

Min. 1st Qu. Median Mean

1.000 2.000 3.000 3.111
CN.Clusters:

Min. 1st Qu. Median Mean

1.000 2.000 3.000 2.713

3rd

3rd

Qu.

2520

Qu.

1295.0

3rd

3rd

3rd

Qu.

.000

Qu.

.000

Qu.

.000

Qu.

.000

Qu.

.000

Max.
4456

Max.
7125.0

Max.
0.000

Max.
0.000

Max.
7.000

Max.
5.000

Max.
5.000

NA's
1005

NA's
281

NA's
576

NA's
576

NA's
404

NA's
299

NA's
325

383
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Integrated.Clusters..with.PAM50. :
1 2 3 4 NA's
39 72 161 76 750

Integrated.Clusters..no.exp.:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 1.000 2.000 2.195 3.000 5.000 750

Integrated.Clusters..unsup.exp.:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 2.000 3.000 2.641 3.000 5.000 750

X60.Gene.classifier.Class.Assignment:

Immune-related Proliferative Reactive-like NA's
50 27 50 971
CESC Cervical squamous cell carcinoma and endocervical adenocarcinoma
Description

A document describing the TCGA cancer code

Details

> experiments ( CESC )
ExperimentList class object of length 10:
[1] CNASeg-20160128: RaggedExperiment with 7834 rows and 100 columns

[2] CNASNP-20160128: RaggedExperiment with 267855 rows and 586 columns

[3] CNVSNP-20160128: RaggedExperiment with 59450 rows and 586 columns

[4] GISTIC_AllByGene-20160128: SummarizedExperiment with 24776 rows and 295 col
[5] GISTIC_ThresholdedByGene-20160128: SummarizedExperiment with 24776 rows anc
[6] Methylation—-20160128: SummarizedExperiment with 485577 rows and 312 columns
[7] miRNASeqgGene-20160128: SummarizedExperiment with 1046 rows and 312 columns
[8] Mutation-20160128: RaggedExperiment with 46547 rows and 194 columns

[9] RNASeg2GeneNorm-20160128: SummarizedExperiment with 20501 rows and 309 colu
[10] RPPAArray-20160128: SummarizedExperiment with 192 rows and 173 columns

> rownames ( CESC )
CharacterList of length 10

[["CNASeqg—-20160128"]] character(0)

[["CNASNP-20160128"]] character (0)

[["CNVSNP-20160128"]] character (0)

[["GISTIC_AllByGene-20160128"]] ACAP3 ACTRT2 ... WASIR1|ENSG00000185203.7
[["GISTIC_ThresholdedByGene-20160128"]] ACAP3 ... WASIR1|ENSG00000185203.7
[["Methylation-20160128"]1] cg00000029 cg00000108 ... rs966367 rs9839873
[["miRNASeqgGene-20160128"]] hsa-let-7a-1 hsa-let-7a-2 ... hsa-mir-99b
[["Mutation—-20160128"]] character (0)

[ ["RNASeg2GeneNorm-20160128"]] A1BG AICF A2BP1l A2LD1 ... ZZZ3 psiTPTE22 tAKR
[[

"RPPAArray—-20160128"]] 14-3-3_beta 14-3-3_epsilon ... p90RSK_pT359_5363
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> colnames ( CESC )
CharacterList of length 10

[["CNASeg—-20160128"]] TCGA-C5-A1BQ-01C-11D-A20X-26

[ ["CNASNP-20160128"]] TCGA-2W-A8YY-01lA-11D-A37M-01
[["CNVSNP-20160128"]] TCGA-2W-A8YY-01lA-11D-A37M-01
[["GISTIC_AllByGene-20160128"]] TCGA-2W-A8YY-01lA-11D-A37M-01
[["GISTIC_ThresholdedByGene-20160128"]] TCGA-2W-A8YY-01A-11D-A37M-01
[["Methylation-20160128"]] TCGA-2W-A8YY-01A-11D-A37Q-05

[ ["miRNASeqgGene-20160128"]] TCGA-2W-A8YY-01A-11R-A37P-13
[["Mutation-20160128"]] TCGA-BI-AOVR-01A-11D-A10S-08

[ ["RNASeg2GeneNorm-20160128"]] TCGA-2W-A8YY-01A-11R-A370-07

[ ["RPPAArray-20160128"]] TCGA-2W-A8YY-01A-21-A40H-20

Sizes of each ExperimentList element:

assay size.Mb

1 CNASeg-20160128 0.3 Mb
2 CNASNP-20160128 7.3 Mb
3 CNVSNP-20160128 1.8 Mb
4 GISTIC_AllByGene-20160128 4.3 Mb
5 GISTIC_ThresholdedByGene-20160128 4.3 Mb
6 Methylation-20160128 67.4 Mb
7 miRNASeqgGene-20160128 0.1 Mb
8 Mutation-20160128 28.4 Mb
9 RNASeg2GeneNorm-20160128 1.1 Mb
10 RPPAArray-20160128 0 Mb

Overall survival time-to-event summary (in years):

Call: survfit (formula = survival::Surv(colDatS$days_to_death/365, colDat$vital_st
-1)

235 observations deleted due to missingness
n events median 0.95LCL 0.95UCL
72.00 72.00 1.70 1.39 2.29

years_to_birth:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
20.0 38.0 46.0 48.2 56.0 88.0 2

vital_status:
0 1
235 72
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days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
14.0 349.5 620.0 881.3 1069.5 4086.0

days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max.
0 374 6388 1071 1362 6408

tumor_tissue_site:
cervical
307

pathology_N_stage:
nO nl nx NA's
135 60 67 45

pathology_M_ stage:
m0 ml mx NA's
116 10 131 50

gender:
female
307

date_of_initial_pathologic_diagnosis:
Min. 1st Qu. Median Mean 3rd Qu. Max.
1994 2006 2010 2008 2012 2013

radiation_therapy:
no vyes NA's
55 129 123

number_pack_years_smoked:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
0.20 6.50 15.00 17.38 25.00 57.00

number_of_lymph_nodes:
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.000 0.000 0.000 1.044 1.000 16.000

ethnicity:
hispanic or latino not hispanic or latino
24 171

weight_kg_at_diagnosis:
Min. 1st Qu. Median Mean 3rd Qu. Max.
31.00 58.25 70.50 73.04 83.75 210.00

CESC

NA's
235

NA's
72

NA's

NA's
214

NA's
148

NA's
112

NA's
29
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tumor_status:
tumor free with tumor NA's
201 80 26

tobacco_smoking_year_stopped:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1949 1995 2003 2000 2010 2013 264

tobacco_smoking_pack_years_smoked:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.20 6.50 15.00 17.38 25.00 57.00 214

tobacco_smoking_history:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 1.000 1.000 1.829 2.000 5.000 44

agebegansmokinginyears:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
11.00 16.00 18.00 21.14 24.00 44.00 222

radiation_therapy_status:
completed as planned treatment not completed NA's
29 3 275

pregnancies_count_total:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.00 2.00 3.00 3.61 5.00 15.00 40

pregnancies_count_stillbirth:
0 1 3 NA's
106 5 1 195

pregnancy_spontaneous_abortion_count:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0000 0.0000 0.0000 0.5442 1.0000 6.0000 160

pregnancies_count_live_birth:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.000 1.250 2.000 2.844 4.000 11.000 45

pregnancy_therapeutic_abortion_count:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.0000 0.0000 0.0000 0.8525 1.0000 13.0000 185

pregnancies_count_ectopic:
0 1 2 NA's
104 11 1 191

lymph_node_location:
lymph_node_location_positive_pathology_name|lymph_node_location_positive_patholc
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menopause_status:
indeterminate (neither pre or pos

peri (6-12 months since last menst
post (prior bilateral ovariectomy or >12 mo since lmp with no prior h

pre (<6 months since 1lmp and no prior bilateral ovariectomy and not on estrogen

lymphovascular_involvement:
absent present NA's
72 80 155

lymph nodes_examined_he_count:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 0.000 1.044 1.000 16.000 148

lymph_nodes_examined:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2.00 13.00 21.00 22.28 29.00 63.00 127

keratinization_squamous_cell:
keratinizing squamous cell carcinoma

55

non-keratinizing squamous cell carcinoma

120

NA's

132

initial_ pathologic_dx_year:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1994 2006 2010 2008 2012 2013 2

hysterectomy_type:
hysterectomy_performed_typel|hysterectomy_performed_text

307
history_hormonal_contraceptives_use:
current user former user never used NA's
15 54 90 148
height_cm_at_diagnosis:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
132 157 160 161 165 183 43

corpus_involvement:
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absent present NA's
99 19 189

chemo_concurrent_type:
carboplatin cisplatin other NA's
7 104 2 194

cervix_suv_results:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 8.70 12.00 13.22 16.92 28.80 290

cause_of_death:

cardiopulmonary arrest lung cancer renal failure
1 1 1

NA's

304

age_at_diagnosis:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
20.00 38.00 46.00 48.27 56.50 88.00

admin.bcr:
nationwide children's hospital
307

admin.day_of_dcc_upload:
1
307

admin.disease_code:
cesc
307

admin.month_of_dcc_upload:
10
307

admin.patient_withdrawal.withdrawn:
false
307

admin.project_code:
tcga
307

admin.year_of_dcc_upload:
2015
307

patient.age_at_initial pathologic_diagnosis:
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Min. 1lst Qu. Median Mean 3rd Qu. Max.

20.00 38.00 46.00 48.27 56.50 88.00
patient.age_began_smoking_in_years:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's

11.00 16.00 18.00 21.14 24 .00 44 .00 222
patient.birth_control_pill history_usage_category:
current user former user never used NA's

15 54 90 148
patient.cervical_carcinoma_corpus_uteri_involvement_indicator:
absent present NA's

99 19 189
patient.clinical_cqgcf.consent_or_death_status:
consented deceased

275 32
patient.clinical_cqgcf.days_to_consent:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-334.00 0.00 6.00 140.61 30.75 5560.00 37
patient.clinical_cqgcf.days_to_death:

Min. 1st Qu. Median Mean 3rd Qu. Max. NA's

14.0 403.0 678.5 1165.4 1558.5 4086.0 275
patient.clinical_cqgcf.history_of_neoadjuvant_treatment:

no
307
patient.clinical_cgcf.normal_tissue_anatomic_site:
fallopian tube myometrium other uterus
1 2 2
patient.clinical_cqgcf.normal_tissue_proximity:
distal (>2cm) NA's
13 294
patient.clinical_cqgcf.tumor_type:
primary
307
patient.day_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max

1.00

6.00 16.00 14.76 22.00 31.00

CESC

NA's
296
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patient.days_to_birth:
Min. 1lst Qu. Median
-32500 -20714 -17020

patient.days_to_death:
Min. 1st Qu. Median
14.0 353.8 593.0

Mean 3rd Qu. Max.
-17779 -14162 -7649
Mean 3rd Qu. Max.
899.5 1069.5 4086.0

391

NA's

NA's
247

patient.days_to_diagnostic_computed_tomography_performed:

Median
9.00

Min. 1st Qu.
-54.00 1.00

patient.days_to_diagnostic_mri_performed:

Min. 1st Qu.

. Median
-2.00 1.75

12.00

patient.days_to_fdg_or_ct_pet_performed:

Median
18.00

Min. 1lst Qu.
-11.00 5.50

Mean 3rd Qu. Max.
17.41 20.00 316.00
Mean 3rd Qu. Max.
65.10 19.25 519.00
Mean 3rd Qu. Max.
37.79 39.50 521.00

patient.days_to_initial_ pathologic_diagnosis:

0
307

patient.days_to_last_followup:

Median
186.0

Min. 1st Qu.
0.0 36.0

Mean 3rd Qu. Max.
676.1 919.5 5957.0

patient.days_to_performance_status_assessment:

Min. 1lst Qu.

. Median
-334.00 0.00

6.00

Mean 3rd Qu. Max.
42.32 36.50 875.00

NA's
238

NA's
297

NA's
264

NA's
60

NA's
144

patient.diagnostic_ct_result_outcomes.diagnostic_ct_result_outcome.4:

paraaortic nodes absent
43

supraclavicular absent
1

pelvic nodes absent
5

NA's

256

pelvic nodes present
2

patient.diagnostic_ct_result_outcomes.diagnostic_ct_result_outcome.5:

pelvic nodes absent
40

NA's

259

6

pelvic nodes present supraclavicular absent

2

patient.diagnostic_ct_result_outcomes.diagnostic_ct_result_outcome.6:

supraclavicular absent
40

NA's
267



392

CESC

patient.diagnostic_mri_result_outcomes.diagnostic_mri_result_outcome:
bladder absent extra-pelvic metastatic disease absent

10

extra-pelvic metastatic disease present
1

NA's

294

1
pelvic nodes present
1

patient.diagnostic_mri_result_outcomes.diagnostic_mri_result_outcome.2:

extra-pelvic metastatic disease absent
9

NA's

297

parametrium absent
1

patient.diagnostic_mri_result_outcomes.diagnostic_mri_result_outcome.3:

parametrium absent NA's
11 296

patient.diagnostic_mri_result_outcomes.diagnostic_mri_result_outcome.4:

paraaortic nodes absent NA's
10 297

patient.diagnostic_mri_result_outcomes.diagnostic_mri_result_outcome.5:

pelvic nodes absent pelvic nodes present
9 2

NA's
296

patient.diagnostic_mri_result_outcomes.diagnostic_mri_result_outcome.6:

supraclavicular absent NA's
9 298

patient.drugs.drug.2.clinical_trail_drug_classifi
5-flurouracil NA's
1 306

patient.drugs.drug.2.day_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
5.00 13.00 19.00 18.45 24.00 31.00

patient.drugs.drug.2.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
26.0 107.0 155.0 255.8 314.5 800.0

patient.drugs.drug.2.days_to_drug_therapy_start:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
5.00 62.75 91.50 212.37 231.25 1036.00

patient.drugs.drug.2.measure_of_response:
clinical progressive disease complete
5

cation:

NA's

276

NA's
280

NA's
277

response
12
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partial response stable disease
1 1

NA's

288

patient.drugs.drug.2.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 7.000 6.161 8.500 12.000 276

patient.drugs.drug.2.number_cycles:
1 2 4 6 NA's
1 1 1 1 303

patient.drugs.drug.2.prescribed_dose:
40 60 1000 14000 NA's
1 1 1 1 303

patient.drugs.drug.2.prescribed_dose_units:
mg mg/m2 mg/m2/wk NA's
1 2 1 303

patient.drugs.drug.2.regimen_indication:

adjuvant other: specify in notes progression
3 3 1

NA's

300

patient.drugs.drug.2.regimen_indication_notes:
metastatic stable/persistent NA's
2 1 304

patient.drugs.drug.2.regimen_number:
1 2 4 NA's
3 2 2 300

patient.drugs.drug.2.route_of_administrations.route_of_administration:
intravenous (iv) oral NA's
6 1 300

patient.drugs.drug.2.therapy_ongoing:
no NA's
31 276

patient.drugs.drug.2.therapy_types.therapy_type:
ancillary chemotherapy NA's
1 30 276

patient.drugs.drug.2.total_dose:
200 7080 14000 NA's
1 1 1 304

patient.drugs.drug.2.total_dose_units:
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mg NA's
3 304

patient.drugs.drug.2.tx_on_clinical_trial:
no yes NA's
23 1 283

patient.drugs.drug.2.year_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2011 2012 2013 2013 2014 2015 276

patient.drugs.drug.3.clinical_trail_drug_classification:

amifostine NA's
1 306

patient.drugs.drug.3.day_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
9.00 14.00 19.00 18.86 24.00 28.00 293

patient.drugs.drug.3.days_to_drug_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
16.0 134.0 211.0 317.3 489.0 800.0 294

patient.drugs.drug.3.days_to_drug_therapy_start:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
5.0 46.0 122.0 215.4 330.5 784.0 293

patient.drugs.drug.3.measure_of_response:

clinical progressive disease complete response
3

stable disease NA's

2 298

patient.drugs.drug.3.month_of_ form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 3.000 7.500 6.714 9.750 12.000 293

patient.drugs.drug.3.number_cycles:
2 5 NA's
1 1 305

patient.drugs.drug.3.prescribed_dose:
1.7 150 NA's
1 1 305

patient.drugs.drug.3.prescribed_dose_units:
auc mg NA's
1 1 305

CESC
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patient.drugs.drug.3.regimen_indication:
adjuvant progression NA's
1 1 305

patient.drugs.drug.3.regimen_number:
1 4 NA's
1 1 305

patient.drugs.drug.3.route_of_administrations.route_of_administration:
intravenous (iv) NA's
1 306

patient.drugs.drug.3.therapy_ongoing:
no yes NA's
13 1 293

patient.drugs.drug.3.therapy_types.therapy_type:
chemotherapy NA's
14 293

patient.drugs.drug.3.total_dose:
400 750 NA's
1 1 305

patient.drugs.drug.3.total_dose_units:
mg NA's
2 305

patient.drugs.drug.3.tx_on_clinical_trial:
no yes NA's
10 2 295

patient.drugs.drug.3.year_of_form completion:
2011 2012 2013 2014 NA's
1 4 4 5 293

patient.drugs.drug.4.day_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
3.00 13.00 14.00 16.14 23.00 24.00 300

patient.drugs.drug.4.days_to_drug_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
211.0 282.8 429.0 403.2 497.2 596.0 301

patient.drugs.drug.4.days_to_drug_therapy_start:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
135.0 249.5 320.0 299.0 357.5 423.0 301

patient.drugs.drug.4.measure_of_response:
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clinical progressive disease complete response
1 2
stable disease NA's
2 302

patient.drugs.drug.4.month_of_ form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max NA's

1.000 3.500

8.000 6.857 10.000 12.000 300

patient.drugs.drug.4.number_cycles:

3 14 NA's
1 1 305

patient.drugs.drug.4.prescribed_dose:

1000 NA's
1 306

patient.drugs.drug.4.prescribed_dose_units:

mg NA's
1 306

patient.drugs.drug.4.regimen_indication:

adjuvant recurrence

1

NA's
305

patient.drugs.drug.4.regimen_number:

1 2 NA's
1 1 305

patient.drugs.drug.

intravenous (iv)
1

patient.drugs.drug.

no NA's
7 300

patient.drugs.drug.

chemotherapy
7

patient.drugs.drug.

14600 NA's
1 306

patient.drugs.drug.

mg NA's
1 306

patient.drugs.drug.

no NA's
5 302

.route_of_ administrations.route_of_ administration:

NA's
306

.therapy_ongoing:

.therapy_types.therapy_type:

NA's
300

.total_dose:

.total_dose_units:

.tx_on_clinical_trial:
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patient.drugs.drug.4.year_of_form completion:
2011 2012 2013 2014 NA's
1 3 2 1 300

patient.drugs.drug.5.bcr_drug_barcode:
tcga-c5-alm6-d33211 tcga-ds—-aloa-dl5318 tcga-ds—-alob-d20935 tcga-ea-a44s-d49907
1 1 1 1
NA's
303

patient.drugs.drug.5.bcr_drug_uuid:
1c316e84-6ca7-434f-be32-6a8aeebb89%a9 37fc5233-bcca-45aa-bccl-7312562622ac

1 1
7a4£7393-7b23-4a22-a621-ac7a98c0ab8f c564de36-51a0-4f7b-ae3d-900803489e96
1 1

NA's

303

patient.drugs.drug.5.day_of_form completion:
12 14 22 24 NA's
1 1 1 1 303

patient.drugs.drug.5.days_to_drug_therapy_end:
369 489 710 786 NA's
1 1 1 1 303

patient.drugs.drug.5.days_to_drug_therapy_start:
299 341 675 758 NA's
1 1 1 1 303

patient.drugs.drug.5.drug_name:
bleomycin carboplatin gemzar hydrocortisone NA's

1 1 1 1 303

patient.drugs.drug.5.measure_of_response:

clinical progressive disease stable disease
1 1

NA's

305

patient.drugs.drug.5.month_of_ form completion:
1 6 8 10 NA's
1 1 1 1 303

patient.drugs.drug.5.number_cycles:
3 6 NA's
1 1 305

patient.drugs.drug.5.prescribed_dose:
1.5 1200 NA's
1 1 305
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patient.drugs.drug.5.prescribed_dose_units:
auc mg NA's
1 1 305

patient.drugs.drug.5.regimen_indication:
progression recurrence NA's
1 1 305

patient.drugs.drug.5.regimen_number:
2 5 NA's
1 1 305

patient.drugs.drug.5.route_of_administrations.route_of_administration:
intravenous (iv) NA's
1 306

patient.drugs.drug.5.therapy_ongoing:
no NA's
4 303

patient.drugs.drug.5.therapy_types.therapy_type:
chemotherapy hormone therapy NA's
3 1 303

patient.drugs.drug.5.total_dose:
1008 3600 NA's
1 1 305

patient.drugs.drug.5.total_dose_units:
mg NA's
2 305

patient.drugs.drug.5.tx_on_clinical_trial:
no NA's
2 305

patient.drugs.drug.5.year_of_form completion:
2011 2012 2013 NA's
1 2 1 303

patient.drugs.drug.6.bcr_drug_barcode:
tcga-ds—alob-d20936 NA's
1 306

patient.drugs.drug.6.bcr_drug_uuid:
4a846040-97b3-454e-a090-73d8365e21cf NA's
1 306

patient.drugs.drug.6.day_of_form completion:
24 NA's
1 306
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patient.drugs.drug.6.days_to_drug_therapy_end:
710 NA's
1 306

patient.drugs.drug.6.days_to_drug_therapy_start:
675 NA's
1 306

patient.drugs.drug.6.drug_name:
taxol NA's
1 306

patient.drugs.drug.6.month_of_ form completion:
1 NA's
1 306

patient.drugs.drug.6.number_cycles:
6 NA's
1 306

patient.drugs.drug.6.prescribed_dose:
60 NA's
1 306

patient.drugs.drug.6.prescribed_dose_units:
mg/m2 NA's
1 306

patient.drugs.drug.6.regimen_indication:
recurrence NA's
1 306

patient.drugs.drug.6.regimen_number:
2 NA's
1 306

patient.drugs.drug.6.route_of_administrations.route_of_ administration:
intravenous (iv) NA's
1 306

patient.drugs.drug.6.therapy_ongoing:
no NA's
1 306

patient.drugs.drug.6.therapy_types.therapy_type:
chemotherapy NA's
1 306

patient.drugs.drug.6.total_dose:
660 NA's
1 306
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patient.drugs.drug.6.total_dose_units:
mg NA's
1 306

patient.drugs.drug.6.year_of_form completion:
2012 NA's
1 306

patient.drugs.drug.7.bcr_drug_barcode:
tcga—-ds—alob-d20937 NA's
1 306

patient.drugs.drug.7.bcr_drug_uuid:
ed42b0f05-014e-43da-b1f9-063b4e5e0c28 NA's
1 306

patient.drugs.drug.7.day_of_form completion:
24 NA's
1 306

patient.drugs.drug.7.days_to_drug_therapy_end:
765 NA's
1 306

patient.drugs.drug.7.days_to_drug_therapy_start:
745 NA's
1 306

patient.drugs.drug.7.drug_name:
gemzar NA's
1 306

patient.drugs.drug.7.month_of_form_ completion:
1 NA's
1 306

patient.drugs.drug.7.number_cycles:
4 NA's
1 306

patient.drugs.drug.7.prescribed_dose:
300 NA's
1 306

patient.drugs.drug.7.prescribed_dose_units:
mg NA's
1 306

patient.drugs.drug.7.regimen_indication:
progression NA's
1 306
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patient.drugs.drug.7.regimen_number:
3 NA's
1 306

patient.drugs.drug.7.route_of_administrations.route_of_administration:
intravenous (iv) NA's
1 306

patient.drugs.drug.7.therapy_ongoing:
no NA's
1 306

patient.drugs.drug.7.therapy_types.therapy_type:
chemotherapy NA's
1 306

patient.drugs.drug.7.total_dose:
1500 NA's
1 306

patient.drugs.drug.7.total_dose_units:
mg NA's
1 306

patient.drugs.drug.7.year_of_form completion:
2012 NA's
1 306

patient.drugs.drug.clinical_trail_drug_classification:
cisplatinum n/a NA's
1 2 304

patient.drugs.drug.day_of_ form_ completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 11.00 14.00 15.96 24.00 31.00 166

patient.drugs.drug.days_to_drug_therapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
26.0 78.5 106.0 143.5 148.2 968.0 187

patient.drugs.drug.days_to_drug_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2.0 42.5 67.0 111.2 94.5 1666.0 172

patient.drugs.drug.measure_of_response:
clinical progressive disease complete response
12 57
partial response stable disease



402 CESC

7 3
NA's
228

patient.drugs.drug.month_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 4.000 7.000 6.312 9.000 12.000 166

patient.drugs.drug.number_cycles:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 4.75 6.00 5.20 6.00 8.00 287

patient.drugs.drug.prescribed_dose:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
10.0 40.0 50.0 111.5 70.0 588.0 293

patient.drugs.drug.prescribed_dose_units:
mg mg/m2 mg/m2/day mg/m2/wk NA's
7 4 1 2 293

patient.drugs.drug.regimen_indication:

adjuvant other: specify in notes progression

21 1 1
recurrence NA's
5 279

patient.drugs.drug.regimen_indication_notes:
stable/persistent NA's
1 306

patient.drugs.drug.regimen_number:
1 2 3 NA's
25 2 1 279

patient.drugs.drug.route_of_administrations.route_of_administration:
intravenous (iv) NA's
26 281

patient.drugs.drug.therapy_ongoing:
no yes NA's
137 1 169

patient.drugs.drug.therapy_types.therapy_type:
chemotherapy NA's
139 168

patient.drugs.drug.total_dose:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
70.0 277.5 350.0 612.7 393.5 3528.0 296

patient.drugs.drug.total_dose_units:
mg NA's
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11 296

patient.drugs.drug.tx_on_clinical_trial:
no yes NA's
95 12 200

patient.drugs.drug.year_of_ form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2011 2012 2014 2013 2014 2015 166

patient.eastern_cancer_oncology_group:
0 1 2 4 NA's
80 84 10 1 132

patient.ectopic_pregnancy_count:
0 1 2 NA's
104 11 1 191

patient.ethnicity:

hispanic or latino not hispanic or latino NA's
24 171 112

patient.fdg_or_ct_pet_performed_outcomes.fdg_or_ct_pet_performed_outcome.2:

extra-pelvic metastatic disease absent extra-pelvic metastatic disease present

20 4
parametrium absent pelvic nodes present
2 2

NA's

279

patient.fdg_or_ct_pet_performed_ outcomes.fdg or_ct_pet_performed_outcome.3:

paraaortic nodes absent paraaortic nodes present parametrium absent
2 1 22

parametrium present NA's

1 281

patient.fdg_or_ct_pet_performed_ outcomes.fdg_or_ct_pet_performed_outcome.4:

paraaortic nodes absent paraaortic nodes present pelvic nodes absent
23 1 2

pelvic nodes present NA's

1 280

patient.fdg_or_ct_pet_performed_ outcomes.fdg_or_ct_pet_performed_outcome.5:
pelvic nodes absent pelvic nodes present supraclavicular absent
18 7 3
NA's
279

patient.fdg_or_ct_pet_performed_outcomes.fdg_or_ct_pet_performed_outcome.6:
supraclavicular absent NA's
23 284
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patient.female_breast_feeding_or_pregnancy_status_indicator:

no NA's
72 235

patient.follow_ups.follow_up.2.
no NA's
1 306

patient.follow_ups.follow_up.2.
no NA's
1 306

patient.follow_ups.follow_up.2.
complete response partial
58

patient.follow_ups.follow_up.2.
Min. 1lst Qu. Median
3.00 10.00 17.00

patient.follow_ups.follow_up.2.
1152 NA's
1 306

patient.follow_ups.follow_up.2.
1011 1372 2052 NA's
1 1 1 304

patient.follow_ups.follow_up.2.
Min. 1st Qu. Median
81 730 1106

patient.follow_ups.follow_up.2.

1124 NA's
1 306

patient.follow_ups.follow_up.2.
Mean 3rd Qu.
1346.0

Median
644.0

Min.
81.0

1st Qu.
430.5

patient.follow_ups.follow_up.2.

cardiopulmonary arrest
1

patient.follow_ups.follow_up.2.

0
11

1
1

3 NA's
1 294

patient.follow_ups.follow_up.2.

Mean 3rd Qu.
16.93

Mean 3rd Qu.
1416

additional_pharmaceutical_therapy:

additional_radiation_therapy:

additional_treatment_completion_success_outcome:
response progressive disease NA's
1 3 245

day_of_form completion:
Max. NA's
26.00 31.00 226

days_to_additional_surgery_metastatic_procedure:

days_to_death:

days_to_last_followup:
Max. NA's
1762 6375 242

days_to_new_tumor_event_after initial treatment:

days_to_performance_status_assessment:
Max. NA's
1259.0 6369.0 297
death_cause_text:
NA's
306

eastern_cancer_oncology_group:

followup_case_report_form submission_reason:



CESC

additional new tumor event

1

patient.follow_ups.follow_up.2.lost_follow_up:

no
61

yes NA's
16 230

NA's
306

patient.follow_ups.follow_up.2.month_of_ form_completion:

Min.
1.000

1st Qu.
3.000

Median
3.000

Mean 3rd Qu.
5.593

Max.

9.000 12.000

NA's
226

405

patient.follow_ups.follow_up.2.new_neoplasm_event_occurrence_anatomic_site:

other, specify

1

patient.follow_ups.

tumor resection
1

patient.follow_ups.

distant metastasis
1

patient.follow_ups.

vagina NA's
1 306

patient.follow_ups.

yes NA's
1 306

patient.follow_ups.

no NA's
1 306

patient.follow_ups.

no NA's
1 306

patient.follow_ups.

1707 NA's
1 306

patient.follow_ups.

1638 NA's
1 306

patient.follow_ups.

other, specify

1

patient.follow_ups.

NA's
306

follow_up.2.new_neoplasm_event_post_initial_therapy_diagnosis

NA's
306

follow_up.2.

follow_up.2

follow_up.2

follow_up.2

follow_up.2

follow_up.2

follow_up.2

follow_up.2.
NA's
306

follow_up.2.

new_neoplasm_event_type:

NA's
306

.new_tumor_events

.new_tumor_events

.new_tumor_events

.new_tumor_events

new_tumor_events

new_tumor_events

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_tumor_event.

.new_neoplasm_occurrence_anatomic_site_text:

.new_tumor_event_after initial treatment:

.additional_pha

.additional_rac

.days_to_new_tu

.days_to_new_tu

.new_neoplasm_e

.new_neoplasm_e



406

tumor resection NA's
1 306

patient.follow_ups.follow_up.2.new_tumor_events
locoregional recurrence NA's
1 306
patient.follow_ups.follow_up.2.new_tumor_events
yes NA's
1 306
patient.follow_ups.follow_up.2.new_tumor_events
r0 NA's
1 306
patient.follow_ups.follow_up.2.new_tumor_events
no yes NA's
2 2 303
patient.follow_ups.follow_up.2.new_tumor_events
no yes NA's
3 1 303
patient.follow_ups. .new_tumor_events
799 907 NA's

1 1 305

follow_up.2

patient.follow_ups.follow_up.2.new_tumor_events
456 675 778 868 NA's

1 1 1 1 303

patient.follow_ups.follow_up.2.new_tumor_events
lung other, specify NA's
1 3 303

patient.follow_ups.follow_up.2.new_tumor_events
cytology tumor resection NA's
1 1 305

patient.follow_ups.follow_up.2.new_tumor_events
distant metastasis locoregional recurrence
3 1

patient.follow_ups.follow_up.2.new_tumor_events
mediastinal lymph nodes retroperitoneal
1 1

patient.follow_ups.follow_up.2.new_tumor_events
no yes NA's

2 2 303

patient.follow_ups.follow_up.2.new_tumor_events

CESC

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.new_tumor_event

.2.new_neoplasm_e¢

.2.new_tumor_ever

.2.residual_dises

.additional_pharn

.additional_radis

.days_to_new_tumc

.days_to_new_tumc

.new_neoplasm_eve

.new_neoplasm_eve

.new_neoplasm_eve

NA's
303

.new_neoplasm_occ

NA's
305

.new_tumor_event_

.residual_disease



CESC 407

r0O NA's
2 305

patient.follow_ups.follow_up.2.new_tumor_events.new_tumor_event_after_initial_ tr
no yes NA's
56 4 247

patient.follow_ups.follow_up.2.patient_death_reason:
other, specify NA's
1 306

patient.follow_ups.follow_up.2.performance_status_assessment_timepoint_category._
at hospiace
1
endocrinology and metabolism clinical note
1
follow—up
2
follow—up visit
2
NA's
301

patient.follow_ups.follow_up.2.performance_status_scale_timing:
other post-adjuvant therapy pre-adjuvant therapy

7 4 1
preoperative NA's
1 294

patient.follow_ups.follow_up.2.person_neoplasm_cancer_status:
tumor free with tumor NA's
53 7 247

patient.follow_ups.follow_up.2.postoperative_rx_tx:
no yes NA's
26 37 244

patient.follow_ups.follow_up.2.primary_therapy_outcome_success:
complete remission/response partial remission/response

52 1
progressive disease stable disease
1 1

NA's

252

patient.follow_ups.follow_up.2.radiation_therapy:
no yes NA's
11 50 246

patient.follow_ups.follow_up.2.residual_disease_post_new_tumor_event_margin_stat
rx NA's
1 306



408

patient.follow_ups.follow_up.2.treatment.concurrent_rx_tx_info.
not done per treating physicians discretion
1
NA's
306

patient.follow_ups.follow_up.2.treatment.concurrent_rx_tx_info.

3 4 5 NA's
1 1 4 301
patient.follow_ups.follow_up.2.treatment.concurrent_rx_tx_info.
carboplatin cisplatin NA's
1 6 300
patient.follow_ups.follow_up.2.treatment.concurrent_rx_tx_info.
30mg/dose 40 mg/m2 570 68 NA's
1 1 1 1 303
patient.follow_ups.follow_up.2.treatment.concurrent_rx_tx_info.
once weekly NA's
6 301
patient.follow_ups.follow_up.2.treatment.concurrent_rx_tx_info.
no yes NA's
7 7 293
patient.follow_ups.follow_up.2.treatment.postoperative_rx_tx:
no yes NA's
26 37 244
patient.follow_ups.follow_up.2.treatment.radiation_therapy:
no yes NA's
11 50 246
patient.follow_ups.follow_up.2.treatment.radiation_therapy_info.
40 4000 NA's
1 1 305
patient.follow_ups.follow_up.2.treatment.radiation_therapy_info.
hdr 1dr NA's
1 1 305
patient.follow_ups.follow_up.2.treatment.radiation_therapy_info.
4500 NA's
1 306
patient.follow_ups.follow_up.2.treatment.radiation_therapy_info.
external beam radiation NA's
6 301
patient.follow_ups.follow_up.2.treatment.radiation_therapy_info.

CESC

chemotherapy_nega

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

targeted_molecula

brachytherapy_ fi

brachytherapy_me

external_beam_ra

rt_administered_

rt_pelvis_admini



CESC

3740 3770 4500 5500 NA's
1 1 2 1 302

patient.follow_ups.follow_

alive dead NA's
65 3 239

patient.follow_ups.follow_

2012 2013 2014 2015 NA's
1 7 38 35 226

patient.follow_ups.follow_

no NA's
1 306

patient.follow_ups.follow_

yes NA's
1 306

patient.follow_ups.follow_
partial

complete response
5

NA's

299

patient.follow_ups.follow_

no NA's
1 306

patient.follow_ups.follow_

Median
10.50

1st Qu.
9.75

Min.
7.00

409

up.2.vital_ status:

up.2.year_of_form_completion:

up.3.additional_pharmaceutical_therapy:

up.3.additional_radiation_therapy:

up.3.additional_treatment_completion_success_outcome:
response progressive disease stable disease
1 1 1

up.3.adjuvant_rad_therapy_prior_admin:

up.3.day_of_form_completion:
Mean 3rd Qu. Max. NA's
16.50 26.50 31.00 299

patient.follow_ups.follow_up.3.days_to_death:

2052 NA's
1 306

patient.follow_ups.follow_up.3.days_to_last_followup:

Median
1122.0

Min.
376.0

1st Qu.
680.5

1043.9

NA's
300

Max.
1800.0

Mean 3rd Qu.
1324.0

patient.follow_ups.follow_up.3.days_to_new_tumor_event_after_initial_treatment:

693 NA's
1 306

patient.follow_ups.follow_up.3.days_to_performance_status_follow_up_score:

14 NA's
1 306

patient.follow_ups.follow_up.3.eastern_cancer_oncology_group:



410

1 NA's
1 306

CESC

patient.follow_ups.follow_up.3.followup_case_report_form_ submission_reason:
scheduled follow-up submission

1

NA's
306

patient.follow_ups.follow_up.3.lost_follow_up:

no
6

yes NA's
1 300

patient.follow_ups.follow_up.3.month_of_form_completion:

Min.
3.00

1st Qu.
3.00

patient.follow_ups
other, specify
1

patient.follow_ups
tumor resection
1

patient.follow_ups
distant metastasis

1

patient.follow_ups

Median

Mean
3.50 5.25
.follow_up.3.

NA's

306
.follow_up.3.
NA's
306

.follow_up.3.

.follow_up.

regional recurrence nos

patient.follow_ups
yes NA's
1 306

patient.follow_ups.

no NA's
1 306

patient.follow_ups.

no NA's
1 306

patient.follow_ups.

601 1360 NA's
1 1 305

patient.follow_ups.

other, specify

2

patient.follow_ups.

1

.follow_up.

follow_up.

follow_up.

follow_up.

follow_up.3.
NA's
305

follow_up.3.

.new_tumor_events

.new_tumor_events

.new_tumor_events

3rd Qu.
6.50

NA's
299

Max.
12.00

new_neoplasm_event_occurrence_anatomic_site:

new_neoplasm_event_post_initial_ therapy_diagnosis

new_neoplasm_event_type:
NA's
306

.new_neoplasm_occurrence_anatomic_site_text:

NA's
306

.new_tumor_event_after initial_treatment:

.new_tumor_event.additional_pharn

.new_tumor_event.additional_radia

.new_tumor_event.days_to_new_tumc

new_tumor_events.new_tumor_event.new_neoplasm_eve

new_tumor_events.new_tumor_event.new_neoplasm_eve



CESC 411

distant metastasis NA's
2 305

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event.new_neoplasm_occ
brain supraclavicular lymph nodes
1 1
NA's
305

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event.new_tumor_event_
no yes NA's
1 1 305

patient.follow_ups.follow_up.3.new_tumor_events.new_tumor_event_after_initial_tr
no yes NA's
4 2 301

patient.follow_ups.follow_up.3.patient_death_reason:
cervical cancer NA's
1 306

patient.follow_ups.follow_up.3.performance_status_scale_timing:
preoperative NA's
1 306

patient.follow_ups.follow_up.3.person_neoplasm_cancer_status:
tumor free with tumor NA's
5 3 299

patient.follow_ups.follow_up.3.postoperative_rx_tx:
no yes NA's
2 5 300

patient.follow_ups.follow_up.3.primary_therapy_outcome_success:
complete remission/response NA's
8 299

patient.follow_ups.follow_up.3.radiation_supplemental.chemotherapy_negation_radi
not done per treating physicians discretion
1
NA's
306

patient.follow_ups.follow_up.3.radiation_supplemental.targeted_molecular_therapy
no NA's
1 306

patient.follow_ups.follow_up.3.radiation_therapy:
no vyes NA's

1 7299

patient.follow_ups.follow_up.3.radiation_therapy_not_administered_reason:



412 CESC

not done per treating physician discretion
1

NA's

306

patient.follow_ups.follow_up.3.targeted_molecular_therapy:
no NA's
1 306

patient.follow_ups.follow_up.3.treatment.concurrent_rx_tx_info.targeted_moleculs
no NA's
1 306

patient.follow_ups.follow_up.3.treatment.postoperative_rx_tx:
no yes NA's
2 5 300

patient.follow_ups.follow_up.3.treatment.radiation_therapy:
yes NA's
7 300

patient.follow_ups.follow_up.3.treatment.radiation_therapy_info.rt_administered_
external beam radiation NA's
1 306

patient.follow_ups.follow_up.3.treatment.radiation_therapy_info.rt_pelvis_admini
3740 NA's
1 306

patient.follow_ups.follow_up.3.vital_status:
alive dead NA's
7 1 299

patient.follow_ups.follow_up.3.year_of_form_completion:
2012 2014 2015 NA's
1 2 5 299

patient.follow_ups.follow_up.4.additional_treatment_completion_success_outcome:
complete response NA's
2 305

patient.follow_ups.follow_up.4.bcr_followup_barcode:
tcga-vs—a9ua-£70278 tcga-vs—-a9ug-£72391 NA's
1 1 305

patient.follow_ups.follow_up.4.bcr_followup_uuid:
3e210d28-e4be-41af-9d53-51888b9%c7751 8358ce9c-al87-49f4-9da0-3a88ce73a887
1 1
NA's
305

patient.follow_ups.follow_up.4.day_of_form completion:



CESC 413

3 11 NA's
1 1 305

patient.follow_ups.follow_up.4.days_to_last_followup:
867 1263 NA's
1 1 305

patient.follow_ups.follow_up.4.lost_follow_up:
no NA's
2 305

patient.follow_ups.follow_up.4.month_of_form_completion:
2 6 NA's
1 1 305

patient.follow_ups.follow_up.4.new_tumor_events.new_tumor_event_after initial_tr
no NA's
2 305

patient.follow_ups.follow_up.4.person_neoplasm_cancer_status:
tumor free NA's
2 305

patient.follow_ups.follow_up.4.postoperative_rx_tx:
no yes NA's
1 1 305

patient.follow_ups.follow_up.4.primary_therapy_outcome_success:
complete remission/response NA's
2 305

patient.follow_ups.follow_up.4.radiation_therapy:
yes NA's
2 305

patient.follow_ups.follow_up.4.treatment.postoperative_rx_tx:
no yes NA's
1 1 305

patient.follow_ups.follow_up.4.treatment.radiation_therapy:
yes NA's
2 305

patient.follow_ups.follow_up.4.vital_status:
alive NA's
2 305

patient.follow_ups.follow_up.4.year_of_ form completion:
2015 NA's
2 305

patient.follow_ups.follow_up.additional_pharmaceutical_therapy:



414 CESC

no vyes NA's
3 9 295

patient.follow_ups.follow_up.additional_radiation_therapy:
no yes NA's

9 3 295

patient.follow_ups.follow_up.additional_treatment_completion_success_outcome:

complete response partial response progressive disease stable disease
160 5 27 4

NA's

111

patient.follow_ups.follow_up.adjuvant_rad_therapy_prior_admin:
no yes NA's
12 34 261

patient.follow_ups.follow_up.agent_total_dose_count:
3 4 5 6 NA's
1 2 3 10 291

patient.follow_ups.follow_up.brachytherapy_administered_status:
completed as planned treatment not completed NA's
19 1 287

patient.follow_ups.follow_up.brachytherapy_ first_reference_point_administered_tc
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
60 1000 1200 2705 2400 8867 302

patient.follow_ups.follow_up.brachytherapy_method_type:
hdr 1dr NA's
19 1 287

patient.follow_ups.follow_up.chemotherapy_regimen_types.chemotherapy_ regimen_tyyg
carboplatin cisplatin other NA's
3 18 1 285

patient.follow_ups.follow_up.chemotherapy_regimen_types.chemotherapy_ regimen_tyyg
other NA's
2 305

patient.follow_ups.follow_up.day_of_form_completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.00 8.75 13.00 14.42 23.00 31.00 59

patient.follow_ups.follow_up.days_to_brachytherapy_begin_occurrence:
Min. 1lst Qu. Median Mean 3rd Qu. Max . NA's
13.00 35.25 66.50 63.25 78.25 171.00 287



CESC 415

patient.follow_ups.follow_up.days_to_brachytherapy_end_occurrence:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
35.00 74.25 95.00 99.50 118.75 186.00 289

patient.follow_ups.follow_up.days_to_chemotherapy_end:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
65.00 85.25 101.00 118.31 135.00 332.00 291

patient.follow_ups.follow_up.days_to_chemotherapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
8.00 38.75 66.50 70.25 81.75 252.00 287

patient.follow_ups.follow_up.days_to_death:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
14.0 270.5 638.0 855.2 1100.5 3046.0 272

patient.follow_ups.follow_up.days_to_last_followup:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.0 411.5 619.0 1067.7 1275.0 6408.0 104

patient.follow_ups.follow_up.days_to_new_tumor_event_after_ initial_ treatment:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
62.0 281.5 417.5 612.8 690.2 1804.0 295

patient.follow_ups.follow_up.days_to_performance_status_assessment:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-71.0 84.5 444 .0 523.2 736.0 5957.0 216

patient.follow_ups.follow_up.days_to_performance_status_follow_up_score:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-273.0 26.5 79.5 243.8 212.2 1479.0 281

patient.follow_ups.follow_up.death_cause_text:
lung cancer renal failure NA's
1 1 305

patient.follow_ups.follow_up.dose_frequency_text:
once weekly NA's
14 293

patient.follow_ups.follow_up.eastern_cancer_oncology_group:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0000 0.0000 0.0000 0.3852 1.0000 4.0000 185

patient.follow_ups.follow_up.followup_case_report_form_submission_reason:
additional new tumor event scheduled follow-up submission
1 49
NA's
257

patient.follow_ups.follow_up.lost_follow_up:
no yes NA's



416

156 41 110

patient.follow_ups.follow_up.month_of_form completion:

Mean 3rd Qu.
6.891 10.000

Median
7.000

Min.
1.000

1st Qu.
4.000

Max.
12.000

NA's
59

CESC

patient.follow_ups.follow_up.new_neoplasm_event_occurrence_anatomic_site:

head and neck lung other, specify
1 3 5

NA's
298

patient.follow_ups.follow_up.new_neoplasm_event_post_initial_therapy_diagnosis_n

ct

4

fine needle aspiration biopsy
1

NA's

300

pet,

ct/core biopsy
1
needle biopsy
1

patient.follow_ups.follow_up.new_neoplasm_event_post_initial_therapy_diagnosis_n

other, specify tumor resection

8 1

NA's
298

patient.follow_ups.follow_up.new_neoplasm_event_type:
distant metastasis locoregional recurrence

10

patient.follow_ups.
no yes NA's
36 12 259

patient.follow_ups.
no yes NA's
2 3 302

patient.follow_ups.
no yes NA's
3 1 303

patient.follow_ups.
1707 NA's
1 306

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event
Max.
1638

Mean 3rd Qu.
848 1311

Median
574

Min.
321

1st Qu.
396

patient.follow_ups.follow_up.new_tumor_events

specify NA's
5 302

other,

patient.follow_ups.follow_up.new_tumor_events

1

follow_up.new_tumor_events.new_tumor_event

follow_up.new_tumor_events.new_tumor_event

follow_up.new_tumor_events.new_tumor_event

NA's
302

.new_tumor_event

.new_tumor_event.

NA's
296

follow_up.new_tumor_event_after_initial_treatment:

.2.additional_pharn

.2.additional_radis

.2.days_to_new_tumc

.2.days_to_new_tumc

.2.new_neoplasm_eve

2 .new_neoplasm_eve



CESC

ct scan NA's
1 306

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.
specify tumor resection

other,
1

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.

1

NA's
305

distant metastasis locoregional recurrence

patient.follow_ups
abdominopelvis
1

patient.follow_ups.

no yes NA's
4 1 302

patient.follow_ups.

r0 NA's
1 306

patient.follow_ups.

no NA's
1 306

patient.follow_ups.

yes NA's
1 306

patient.follow_ups.

321 NA's
1 306

patient.follow_ups.

other, specify

1

patient.follow_ups.

ct scan NA's
1 306

patient.follow_ups.

other, specify

1

patient.follow_ups.

distant metastasis
1

patient.follow_ups.

3

.follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

follow_up.

new_tumor_events.new_tumor_event.
liver peritoneum,

2

new_tumor_events.new_tumor_event.

new_tumor_events.new_tumor_event.

new_tumor_events.new_tumor_event.

new_tumor_events.new_tumor_event.

new_tumor_events.new_tumor_event.

NA's
306

2

pelvis
1

follow_up.new_tumor_events.new_tumor_event.
NA's
306

follow_up.new_tumor_events.new_tumor_event.

follow_up.new_tumor_events.new_tumor_event.
NA's
306

follow_up.new_tumor_events.new_tumor_event.

follow_up.new_tumor_events.new_tumor_event.

417

.new_neoplasm_eve

.new_neoplasm_eve
NA's
302

.new_neoplasm_occ
NA's
303

.new_tumor_event_

.residual_disease

.additional_pharn

.additional_radis

.days_to_new_tumc

.new_neoplasm_eve

.new_neoplasm_eve

.new_neoplasm_eve

.new_neoplasm_eve

.new_neoplasm_occ



418

CESC

brain NA's
1 306

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.3.new_tumor_event_
no NA's
1 306

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.additional_pharmac
no yes NA's
3 10 294

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.additional_radiati
no yes NA's
8 5 294

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.days_to_new_tumor_
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
209.0 347.0 432.5 476.0 606.5 799.0 301

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.days_to_new_tumor_
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
94.0 238.0 425.0 628.6 704.0 2893.0 288

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_neoplasm_event
cytology other, specify tumor resection NA's
1 7 4 295

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_neoplasm_event

distant metastasis locoregional recurrence new primary tumor
12 8 1

NA's

286

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.new_tumor_event_ac
no yes NA's
9 5 293

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event.residual_disease_g
r0 rx NA's
4 1 302

patient.follow_ups.follow_up.new_tumor_events.new_tumor_event_after_initial_ tres
no yes NA's
137 22 148

patient.follow_ups.follow_up.other_ chemotherapy_agent_administration_specify:
cetuximab gemzar taxol NA's
1 1 1 304



CESC

419

patient.follow_ups.follow_up.patient_death_reason:
cervical cancer other, specify NA's

24 5 278

patient.follow_ups.follow_up.performance_status_scale_timing:

other post-adjuvant therapy pre-adjuvant therapy

37 44 11
preoperative NA's
31 184

patient.follow_ups.follow_up.person_neoplasm_cancer_status:
tumor free with tumor NA's

161 48 98

patient.follow_ups.follow_up.postoperative_rx_tx:
no yes NA's

69

99 139

patient.follow_ups.follow_up.primary_therapy_outcome_success:
complete remission/response partial remission/response

158 5
progressive disease stable disease
8 5

NA's

131

patient.follow_ups.follow_up.radiation_supplemental.chemotherapy_negation_radiat

not part of recommended treatment plan
1

on randomized study and received arm without chemotherapy

patient.

1
NA's
305

follow_ups.follow_up.radiation_supplemental.chemotherapy_negation_radiat

not done per treating physicians discretion

patient.

Min.
57.00

patient.

Min.
2.00

11

other

4

participant refusal
1

NA's

291

follow_ups.follow_up.radiation_supplemental.days_to_radiation_therapy_er
1st Qu. Median Mean 3rd Qu. Max. NA's
74.75 103.50 105.39 126.25 174.00 279

follow_ups.follow_up.radiation_supplemental.days_to_radiation_therapy_st
1st Qu. Median Mean 3rd Qu. Max. NA's
37.50 60.50 62.81 76.00 154.00 275
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patient.follow_ups.follow_up.radiation_supplemental.external_beam_ radiation_ther
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0 0 2200 2344 4500 5040 296

patient.follow_ups.follow_up.radiation_supplemental.external_beam_ radiation_ther
completed as planned treatment not completed NA's
29 3 275

patient.follow_ups.follow_up.radiation_supplemental.rt_pelvis_administered_total
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1440 4500 5040 4632 5040 5840 282

patient.follow_ups.follow_up.radiation_supplemental.targeted_molecular_therapy:
no yes NA's
17 22 268

patient.follow_ups.follow_up.radiation_therapy:
no yes NA's
60 153 94

patient.follow_ups.follow_up.radiation_therapy_not_administered_reason:
not done per treating physician discretion
6
other
2
participant refusal
1
NA's
298

patient.follow_ups.follow_up.rt_administered_type:

external beam radiation imrt NA's
27 2 278

patient.follow_ups.follow_up.targeted_molecular_therapy:
no yes NA's
25 22 260

patient.follow_ups.follow_up.treatment.concurrent_rx_tx_info.chemotherapy_negati
adverse event/ complications
1
not done per treating physicians discretion
9
participant refusal
2
NA's
295

patient.follow_ups.follow_up.treatment.concurrent_rx_tx_info.concurrent_rx_tx.2.
4 NA's
1 306
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patient.follow_ups.follow_up.treatment
cisplatin other NA's
1 6 300

patient.follow_ups.follow_up.treatment
40mg/m2 750 mg/m2 NA's
1 1 305

patient.follow_ups.follow_up.treatment
once weekly NA's
1 306

patient.follow_ups.follow_up.treatment
4 NA's
1 306

patient.follow_ups.follow_up.treatment
other NA's
3 304

patient.follow_ups.follow_up.treatment
0.75mg/m2 NA's
1 306

patient.follow_ups.follow_up.treatment.
gemcitabine topotecan hcl

doxorubicin
1 1

patient.follow_ups.follow_up.treatment
4 NA's
1 306

patient.follow_ups.follow_up.treatment
cisplatin other NA's
1 1 305

patient.follow_ups.follow_up.treatment
50mg/m2 NA's
1 306

patient.follow_ups.follow_up.treatment
doxorubicin NA's
1 306

patient.follow_ups.follow_up.treatment.
Mean 3rd Qu.
6.000

Median
5.000

Min.
2.000

1st Qu.

5.000 5.167

patient.follow_ups.follow_up.treatment.

carboplatin cisplatin other

.concurrent_rx_tx_info.

.concurrent_rx_tx_info.

.concurrent_rx_tx_info.

.concurrent_rx_tx_info.

.concurrent_rx_tx_info.

.concurrent_rx_tx_info.

concurrent_rx_tx _info.

NA's
1 304

.concurrent_rx_tx_info.

.concurrent_rx_tx_info.

.concurrent_rx_tx_info.

.concurrent_rx_tx info.

concurrent_rx_tx info.

NA's
271

Max.
7.000

concurrent_rx_tx_info.

NA's

421

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

ac

ch
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patient.follow_ups.
once weekly
33

patient.follow_ups.
external radiation

patient.follow_ups.
no yes NA's
24 50 233

patient.follow_ups.
no yes NA's
69 99 139

patient.follow_ups.
no yes NA's
47 119 141

patient.
Min.
21

1st Qu. Me

1500

patient.
vaginal cuff

1

patient.
hdr 1ldr other
14 11 3

patient.follow_ups.follow_up.treatment.radiation_therapy_info.

0 15 540 4500
6 1 1 2

patient.follow_ups.follow_up.treatment.radiation_therapy_info.

46

follow_up.

NA's
274

follow_up.

therapy
1

follow_up.

follow_up.

follow_up.

dian
2100

NA's
306

NA's
279

NA's
297

treatment

treatment

treatment

treatment

treatment

4000

255

NA's
306

.postoperative_rx_tx:

.radiation_therapy:

follow_ups.follow_up.treatment.radiation_therapy_info.
Mean 3rd Qu.
2613

NA's
282

Max.
6545

follow_ups.follow_up.treatment.radiation_therapy_info.

follow_ups.follow_up.treatment.radiation_therapy_info.

not done per treating physician discretion

9

other

2

participant refusal

4

NA's

292

CESC

.concurrent_rx_tx_info.concurrent_rx_tx.dc

.concurrent_rx_tx_info.concurrent_rx_ tx.ot

.concurrent_rx_tx_info.targeted_molecular_

brachytherapy_firs

brachytherapy_metr

brachytherapy_metr

external_beam_radi

radiation_therapy_

patient.follow_ups.follow_up.treatment.radiation_therapy_info.radiation_therapy_
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pt only received external beam tx - she moved during tx & brachytherapy was not

patient.follow_ups.follow_up.treatment.radiation_therapy_info.rt_administered_ty

3d conformal external beam radiation imrt
3 38 7

NA's

259

patient.follow_ups.follow_up.treatment.radiation_therapy_info.rt_pelvis_administ
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
45 4500 4500 4521 5040 8200 262

patient.follow_ups.follow_up.vital_ status:
alive dead NA's
202 35 70

patient.follow_ups.follow_up.year_of_form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2003 2013 2014 2013 2014 2015 59

patient.gender:
female
307

patient.height:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
132 157 160 161 165 183 43

patient.history_of_neoadjuvant_treatment:
no
307

patient.human_papillomavirus_laboratory_procedure_performed_name:
other, specify pcr NA's
3 9 295

patient.human_papillomavirus_laboratory_procedure_performed_text:

hpv hybrid capture ii hybrid capture 2 immunostain
1 1 1

NA's

304

patient.human_papillomavirus_types.human_papillomavirus_type:

hpv 16 hpv 18 not applicable other hpv type(s)
12 3 39 7
NA's

246
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patient.human_papillomavirus_types.human_papillomavirus_type.2:
hpv 18 other hpv type(s) NA's
1 2 304

patient.human_papillomavirus_types.human_papillomavirus_type.3:
other hpv type(s) NA's
1 306

patient.hysterectomy_performed_type:
other radical hysterectomy simple hysterectomy
8 155 6
NA's
138

patient.icd_10:
c53.0 ¢53.1 ¢53.9 ¢56.9
4 1 301 1

patient.icd_o_3_site:
c53.0 ¢53.1 ¢53.9 ¢56.9
4 1 301 1

patient.informed_consent_verified:
yes
307

patient.keratinizing_ squamous_cell_carcinoma_present_indicator:
keratinizing squamous cell carcinoma

55

non-keratinizing squamous cell carcinoma

120

NA's

132

patient.lymph_node_examined_count:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.00 13.00 21.00 22.28 29.00 63.00 127

patient.lymph_node_location_positive_pathology_names.lymph_node_location_positiv
common iliac
1
other location, specify
4
pelvic (external iliac, internal iliac, obturator)
52
NA's
250
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patient.lymph_node_location_positive_pathology_names.lymph_node_location_positiv

common iliac other location, specify para-aortic
5 2 2

NA's

298

patient.lymph_node_location_positive_pathology_names.lymph_node_location_positiv
para-aortic supraclavicular NA's
2 1 304

patient.lymphovascular_invasion_indicator:
absent present NA's
72 80 155

patient .menopause_status:
indeterminate (neither pre or pos

peri (6-12 months since last menst
post (prior bilateral ovariectomy or >12 mo since lmp with no prior h

pre (<6 months since lmp and no prior bilateral ovariectomy and not on estrogen

patient .month_of_ form_completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max.
1.000 4.000 6.000 6.489 10.000 12.000

patient.new_tumor_events.new_tumor_event.2.additional_pharmaceutical_therapy:
no yes NA's
2 2 303

patient.new_tumor_events.new_tumor_event.2.additional_radiation_therapy:
no yes NA's
1 1 305

patient.new_tumor_events.new_tumor_event.2.days_to_new_tumor_event_additional_ st
508 2072 NA's
1 1 305

patient.new_tumor_events.new_tumor_event.2.days_to_new_tumor_event_after_initial
321 491 508 1638 NA's
1 1 1 1 303

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_event_occurrence_anatomi
other, specify NA's
1 306
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patient.new_tumor_events.new_tumor_event.2.new_neoplasm_event_post_initial_thers
ct NA's
1 306

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_event_post_initial_thera
cytology other, specify tumor resection NA's
1 1 2 303

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_event_type:
distant metastasis locoregional recurrence NA's

2 2 303

patient.new_tumor_events.new_tumor_event.2.new_neoplasm_occurrence_anatomic_site

liver paracaval lymph nodes pelvis

1 1 1
posterior bladder NA's
1 303

patient.new_tumor_events.new_tumor_event.2.new_tumor_event_additional_ surgery_pr
no yes NA's
1 2 304

patient.new_tumor_events.new_tumor_event.2.residual_disease_post_new_tumor_event
r0 rl NA's
1 1 305

patient.new_tumor_events.new_tumor_event.3.additional_pharmaceutical_therapy:
no NA's
1 306

patient.new_tumor_events.new_tumor_event.3.additional_radiation_therapy:
yes NA's
1 306

patient.new_tumor_events.new_tumor_event.3.days_to_new_tumor_event_after_initial
321 617 NA's
1 1 305

patient.new_tumor_events.new_tumor_event.3.new_neoplasm_event_occurrence_anatomi
other, specify NA's
1 306

patient.new_tumor_events.new_tumor_event.3.new_neoplasm_event_post_initial_thera
ct NA's
1 306

patient.new_tumor_events.new_tumor_event.3.new_neoplasm_event_post_initial_ thers
other, specify NA's
1 306

patient.new_tumor_events.new_tumor_event.3.new_neoplasm_event_type:
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distant metastasis
2

patient.new_tumor_events.

brain 1 shoulder
1 1

patient.new_tumor_events.

no NA's
1 306

patient.new_tumor_events.

yes NA's
1 306

patient.new_tumor_events.

617 NA's
1 306

patient.new_tumor_events.

other, specify

1

patient
distant metastasis

1

patient
1 chest

.new_tumor_events
wall
1

patient.new_tumor_events
no NA's
1 306

patient.new_tumor_events.

no
9

yes NA's
5 293

patient.new_tumor_events.

no yes NA's
9 6 292
patient.new_tumor_events.
Min. 1st Qu. Median
346.0 462.2 546.5
patient.new_tumor_events.
Min. 1lst Qu. Median
58.0 204.0 317.0

patient.

.new_tumor_events.

new_tumor_events.

NA's
305
new_tumor_event.
NA's
305

new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.
NA's
306
new_tumor_event.
NA's
306

.new_tumor_event.

NA's
306

.new_tumor_event.

new_tumor_event.

new_tumor_event.

new_tumor_event.
Mean 3rd Qu.
575.8 723.8

new_tumor_event.
Mean 3rd Qu.
443.7 481.5

new_tumor_event.

427

.new_neoplasm_occurrence_anatomic_site

.new_tumor_event_additional_surgery_pr

.additional_radiation_therapy:

.days_to_new_tumor_event_after_initial

.new_neoplasm_event_occurrence_anatomi

.new_neoplasm_event_type:

.new_neoplasm_occurrence_anatomic_site

.new_tumor_event_additional_surgery_pr

additional_pharmaceutical_therapy:

additional_radiation_therapy:

days_to_new_tumor_event_additional_surg
Max. NA's
799.0 301

days_to_new_tumor_event_after_initial_ t
Max. NA's
2893.0 284

new_neoplasm_event_occurrence_anatomic_
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NA's
296

head and neck
2

cervix
1

lung other,
3

specify
5

patient.new_tumor_events.new_tumor_event.new_neoplasm_event_post_initial_therapy
cytology other, NA's
1 291

specify tumor resection
12 3

patient.new_tumor_events.new_tumor_event.new_neoplasm_event_type:
distant metastasis locoregional recurrence new primary tumor
14 6 3
NA's
284

patient .new_tumor_events.new_tumor_event.new_tumor_event_additional_surgery_proc
no yes NA's
13 6 288

patient.new_tumor_events.new_tumor_event.residual_ disease_post_new_tumor_event_n
rQ r2 rx NA's
1 1 1 304

patient.new_tumor_events.new_tumor_event_after_initial_treatment:

no yes NA's
159 23 125
patient .number_of_lymphnodes_positive_by_he:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.000 0.000 0.000 1.044 1.000 16.000 148
patient .number_of_ lymphnodes_positive_by_ihc:
0 6 NA's
85 1 221
patient .number_of_ successful_pregnancies_which_resulted_in_at_least_1_live_birtk
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.000 1.250 2.000 2.844 4.000 11.000 45
patient .number_pack_years_smoked:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.20 6.50 15.00 17.38 25.00 57.00 214
patient.oligonucleotide_primer_pair_laboratory_procedure_performed_name:
gp5+/gp6+ NA's
8 299
patient.patient_death_reason:
cervical cancer NA's
28 279

patient

.patient_history_immune_system _and_related_disorders_names.patient_histor



CESC

hiv other, specify NA's
1 2 304

429

patient.patient_history_immune_system_and_related_disorders_text:

52

+ for hepatitis a herpes NA's
1 1 305
patient.patient_pregnancy_spontaneous_abortion_count:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.0000 0.0000 0.0000 0.5442 1.0000 6.0000 160
patient.patient_pregnancy_therapeutic_abortion_count:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.0000 0.0000 0.0000 0.8525 1.0000 13.0000 185
patient.performance_status_scale_timing:
other post-adjuvant therapy pre-adjuvant therapy
9 15
preoperative NA's
96 135
patient.person_neoplasm_cancer_status:
tumor free with tumor NA's

191 75 41

patient.pregnancy_stillbirth_count:

0
106

1 3 NA's
5 1 195

patient.pregnant_at_diagnosis:
no yes NA's

156

3 148

patient.primary_lymph_node_presentation_assessment:
no yes NA's
41 180 86

patient.primary_therapy_outcome_success:
complete remission/response partial remission/response

93 7
progressive disease stable disease
15 3

NA's

189

patient.prior_dx:

no yes
299 8
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patient.radiations.radiation.2.anatomic_treatment_site:
distant recurrence primary tumor field regional site
1 45 34
patient.radiations.radiation.2.course_number:
1 2 NA's
3 1 303
patient.radiations.radiation.2.day_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 10.00 14.00 15.12 24.00 30.00 226
patient.radiations.radiation.2.days_to_radiation_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
28.0 92.0 122.5 139.0 154.2 612.0 233
patient.radiations.radiation.2.days_to_radiation_therapy_start:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.0 61.0 92.5 106.5 124.8 605.0 229
patient.radiations.radiation.2.measure_of_response:
complete response partial response
46 5
radiographic progressive disease stable disease
6 1
NA's
249
patient.radiations.radiation.2.month_of_ form completion:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.000 4.000 7.000 6.309 8.000 12.000 226
patient.radiations.radiation.2.numfractions:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
2.00 4.00 5.00 11.33 25.00 32.00 241
patient.radiations.radiation.2.radiation_dosage:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
15 900 2438 2632 4500 6545 237
patient.radiations.radiation.2.radiation_treatment_ongoing:
no NA's
79 228
patient.radiations.radiation.2.radiation_type:
external external beam internal NA's
39 4 37 227
patient.radiations.radiation.2.regimen_indication:

adjuvant recurrence NA's

NA's
227
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3 1 303
patient.radiations.radiation.2.units:
cgy gy NA's
60 7 240
patient.radiations.radiation.2.year_of_form_completion:
2012 2013 2014 2015 NA's
8 5 67 1 226
patient.radiations.radiation.3.anatomic_treatment_site:
primary tumor field regional site
10 8
patient.radiations.radiation.3.day_of_form_completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
1.00 10.25 11.00 14.17 22.25 24.00 289
patient.radiations.radiation.3.days_to_radiation_therapy_end:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
42.0 107.0 124.5 138.8 150.2 482.0 289
patient.radiations.radiation.3.days_to_radiation_therapy_start:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
6.00 70.75 111.50 115.22 134.00 469.00 289
patient.radiations.radiation.3.measure_of_response:
complete response partial response
11 2
radiographic progressive disease stable disease
4 1
NA's
289

patient.radiations.radiation.3.month_of_ form completion:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
7.000 7.000 8.000 7.944 8.000 11.000 289

patient.radiations.radiation.3.numfractions:
4 5 25 NA's
9 4 5 289

patient.radiations.radiation.3.radiation_dosage:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
900 2450 2800 2956 4475 4500 289

patient.radiations.radiation.3.radiation_treatment_ongoing:

no NA's
18 289
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patient.

radiations.radiation.3.radiation_type:

external internal NA's

10 289

patient.radiations.radiation.3.units:
cgy NA's
18 289
patient.radiations.radiation.3.year_of_form_completion:
2014 NA's
18 289
patient.radiations.radiation.anatomic_treatment_site:
distant recurrence local recurrence primary tumor field
1 4 105
NA's
138

patient.

1
34

patient
Min.
1.00

patient
Min.
38.0

patient
Min

2.00

patient

radiations.radiation.course_number:
2 NA's
3 270

.radiations.radiation.day_of_form completion:

1st Qu. Median Mean 3rd Qu. Max. NA's
10.00 14.00 15.12 23.00 31.00 130

.radiations.radiation.days_to_radiation_therapy_end:

1st Qu. Median Mean 3rd Qu. Max. NA's
87.0 113.0 145.9 148.0 1124.0 146

.radiations.radiation.days_to_radiation_therapy_start:

l1st Qu. Median Mean 3rd Qu. Max. NA's
48.00 71.00 99.82 107.00 798.00 136

.radiations.radiation.measure_of_response:

CESC

complete response partial response
79 8
radiographic progressive disease stable disease
14 3
NA's
203

patient
Min.
1.000

patient.

Min.
2.00

.radiations.radiation.month_of_ form_completion:

1st Qu. Median Mean 3rd Qu. Max. NA's
4.000 7.000 6.124 8.000 12.000 130

radiations.radiation.numfractions:
1st Qu. Median Mean 3rd Qu. Max. NA's
6.00 25.00 19.27 25.00 33.00 176

regional site
59
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patient.radiations.radiation.radiation_dosage:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
21 2800 4500 3520 4500 6150 150

patient.radiations.radiation.radiation_treatment_ongoing:
no NA's
174 133

patient.radiations.radiation.radiation_type_notes:
cyberknife NA's
1 306

patient.radiations.radiation.regimen_indication:
adjuvant palliative progression recurrence NA's
32 2 1 2 270

patient.radiations.radiation.units:

cgy gy NA's
137 20 150

patient.radiations.radiation.year_of_form completion:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
2011 2012 2014 2013 2014 2015 130

patient.stage_event.tnm_categories.pathologic_categories.pathologic_m:

mO0 ml mx NA's
116 10 131 50

patient.stage_event.tnm categories.pathologic_categories.pathologic_n:

n0 nl nx NA's
135 60 67 45

patient.standardized_uptake_value_cervix_uteri_assessment_measurement:

Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
0.00 8.70 12.00 13.22 16.92 28.80 290

patient.stopped_smoking_ year:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1949 1995 2003 2000 2010 2013 264

patient.tissue_prospective_collection_indicator:
no yes
213 94

patient.tissue_retrospective_collection_indicator:
no yes
94 213
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patient.total_number_of_pregnancies:
Min. 1lst Qu. Median Mean 3rd Qu.
0.00 2.00 3.00 3.61 5.00

Max. NA's
15.00 40

patient.treatment.concurrent_rx_tx_info.chemotherapy_negation_radiation_therapy_
concurent chemo rt ongoing-treatment delayed due to postoperative complications.

patient.treatment.concurrent_rx_tx_info.

3 4 6 NA's
2 2 1 302

patient.treatment.concurrent_rx_tx_info.

NA's
299

carboplatin other
1 7

patient.treatment.concurrent_rx_tx_info.

NA's
303

1000mg/m2 750 mg/m2 auc/5
1 2 1

patient.treatment.concurrent_rx_tx_info.

once weekly NA's
3 304

patient.treatment.concurrent_rx_tx_info.

6 NA's
1 306

patient.treatment.concurrent_rx_tx_info.

other NA's
1 306

patient.treatment.concurrent_rx_tx_info.

175mg/m2; 135mg/m2 NA's

1 306

patient.treatment.concurrent_rx_tx_info.

once weekly NA's
1 306

patient.treatment.concurrent_rx_tx_info.

paclitaxel NA's
1 306

patient.treatment.concurrent_rx_tx_info.

5 NA's

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

1
NA's
30¢

.agent_total_dose_coun

.chemotherapy_regimen_

.concurrent_chemotherasa

.dose_frequency_text:

.agent_total_dose_coun

.chemotherapy_regimen_

.concurrent_chemothera

.dose_frequency_text:

.other_chemotherapy_ag

.agent_total_dose_coun
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1 306

patient.treatment.concurrent_rx_tx_info.

other NA's
1 306

patient.treatment.concurrent_rx_tx_info.

15mg/kg NA's
1 306

patient.treatment.concurrent_rx_tx_info.

bevacizumab NA's
1 306

patient.treatment.concurrent_rx_tx_info.

Median
5.000

Min.
1.000

1st Qu.
4.000

Mean 3rd Qu.
4.817 6.000

patient.treatment.concurrent_rx_tx_info.

carboplatin cisplatin other
3 81 1

patient.treatment.concurrent_rx_tx_info.

NA's
238

once weekly
69

patient.treatment.concurrent_rx_tx_info.

cisplatin NA's
1 306

patient.treatment.concurrent_rx_tx_info.

no
34

yes NA's
86 187

patient.treatment.postoperative_rx_tx:
no yes NA's
69 89 149

patient.treatment.radiation_therapy:
no yes NA's
48 110 149

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

concurrent_rx_tx.

NA's
236

Max.
7.000

concurrent_rx_tx.

NA's
222

concurrent_rx_tx.

concurrent_rx_tx.

435

4 .chemotherapy_regimen_

4 .concurrent_chemothera

4 .other_chemotherapy_ag

agent_total_dose_count:

chemotherapy_regimen_ty

dose_frequency_text:

other_chemotherapy_agen

targeted_molecular_therapy:

patient.treatment.radiation_therapy_info.brachytherapy_ first_reference_point_adn

Mean 3rd Qu.
3067 3050

Median
2800

Min.
40

1st Qu.
2700

NA's
248

Max.
8239

patient.treatment.radiation_therapy_info.brachytherapy_method_other_ specify_ text

implants-tandem and ovoids
1

vaginal implant

1

pulse dose rate

2
NA's
303
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patient.treatment.radiation_therapy_info.brachytherapy_method_type:
hdr ldr other NA's
56 9 5 237

patient.treatment.radiation_therapy_info.external_lbeam_ radiation_therapy_adminis
0 540 4500 NA's
8 1 2 296

patient.treatment.radiation_therapy_info.radiation_therapy_not_administered_reas
adverse event/complications
2
not done per treating physician discretion
5
other
2
participant refusal
3
NA's
295

patient.treatment.radiation_therapy_info.radiation_therapy_not_administered_spec
brain and pulmonary metastases leading to deatrh

1

radiation currently ongoing- treatment delayed due to postoperative complicatior
1

NA's

305

patient.treatment.radiation_therapy_info.radiation_type_notes:
external beam and bilateral parametrial boost
1
whole pelvis split field
1
NA's
305

patient.treatment.radiation_therapy_info.rt_administered_type:

3d conformal external beam radiation imrt
54 27 5

other NA's

2 219

patient.treatment.radiation_therapy_info.rt_pelvis_administered_total_dose:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
50 4500 4500 4735 5400 11400 224

patient.tumor_response_cdus_type:

complete response partial response progression stable
42 2 4 1
NA's

258
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patient.tumor_tissue_site:
cervical
307

patient.vital_status:
alive dead
247 60

patient.weight:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
31.00 58.25 70.50 73.04 83.75 210.00 29

patient.year_of_ form_completion:
2011 2012 2013 2014 2015
66 53 55 132 1

patient.year_of_initial_pathologic_diagnosis:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1994 2006 2010 2008 2012 2013 2

patient.hpv_test_results.hpv_test_result.hpv_call_3:
hpv58 NA's
1 306

patient.hpv_test_results.hpv_test_result.hpv_status:
indeterminate negative positive

1 22 284

patient.bcr_canonical_check.bcr_patient_canonical_reasons.bcr_canonical_reason:

case matched expression control germline comparison

3 1

primary tumor and metastatic tumor (s) NA's
2 301

patient.bcr_canonical_check.bcr_patient_canonical_reasons.bcr_canonical_reason.?Z
case matched methylation control NA's
3 304

patient.bcr_canonical_check.bcr_patient_canonical_ reasons.bcr_canonical_reason.?C
germline comparison NA's
2 305

patient.bcr_canonical_check.bcr_patient_canonical_status:
canonical canonical - plus
301 6

patient.biospecimen_cqgcf.consent_or_death_status:
consented deceased
275 32
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patient.biospecimen_cqgcf.days_to_pathology_review:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
1.0 118.0 748.5 1389.0 2128.8 7081.0 5
patient .biospecimen_cqgcf.days_to_sample_procurement:
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
-29.0 0.0 3.5 15.4 27.0 122.0 5
patient.biospecimen_cqgcf.digital_image_submitted:
no yes
282 25
patient.biospecimen_cgcf.ethnicity:
hispanic or latino not hispanic or latino NA's
19 65 223

patient.biospecimen_cqgcf.ffpe_tumor_slide_submitted:
digital image slide NA's
8 85 214

patient.biospecimen_cqgcf.frozen_specimen_anatomic_site:
cervix
307

patient .biospecimen_cqgcf.history_of_neoadjuvant_treatment:
no
307

patient.biospecimen_cqgcf.method _of_ sample_procurement:
other (please specify) other method (please specify)
17 94
tumor resection
196

patient.biospecimen_cqgcf.normal_controls.normal_control.2.days_to_normal_sample_
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
-1.00 0.00 34.50 49.36 54.25 331.00 293

patient.biospecimen_cqgcf.normal_controls.normal_control.2.extracted_dna.ncedna_c
0.099 0.4 1.5 110 NA's
1 1 1 1 303

patient.biospecimen_cgcf.normal_controls.normal_control.2.extracted_dna.ncedna_c
pico—-green uv uv spec NA's
1 2 1 303

patient.biospecimen_cqgcf.normal_controls.normal_control.2.extracted_dna.ncedna_c
10 11 20.3 21 NA's
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1 1 1 1 303

439

patient.biospecimen_cqgcf.normal_controls.normal_control.2.extracted_dna.ncedna_c

0.101 13.5 55 100 NA's
1 1 1 1 303

patient.biospecimen_cqgcf.normal_controls.normal_control.2.method_of_normal_sampl

blood draw surgical resection
8 6

NA'
29

s
3

patient.biospecimen_cqgcf.normal_controls.normal_control.2.normal_tissue.normal_t
fallopian tube skin uterus

1 1

5

NA's
300

patient.biospecimen_cgcf.normal_controls.normal_control.2.normal_tissue.normal_t

distal (>2cm) NA's
7 300

patient.biospecimen_cqgcf.normal_controls.normal_control.2.vial_number:

1 2 NA's
13 14 280

patient.biospecimen_cqgcf.normal_controls.normal_control.3.bcr_sample_uuid:
8b52eed4-e43b-45fa-a978-cad4fe9068a67 deb453af-e271-44fa-9e5d-2bebdl11£68b3

1
NA's
305

patient.biospecimen_cqgcf.normal_controls
41 NA's
1 306

patient.biospecimen_cqgcf.normal_controls
surgical resection NA's
1 306

patient.biospecimen_cqgcf.normal_controls
skin NA's
1 306

patient.biospecimen_cqgcf.normal_controls
distal (>2cm) NA's
2 305

patient.biospecimen_cqgcf.normal_controls
1 2 NA's
1 1 305

patient.biospecimen_cqgcf.normal_controls
Min. 1lst Qu. Median Mean 3rd Qu.
-69.00 0.00 11.00 27.58 30.00

.normal_control.

.normal_control.

.normal_control.

.normal_control.

.normal_control.

.normal_control

Max. NA's
904.00 11

1

3.days_to_normal_sample_

3.method_of_normal_sampl

3.normal_tissue.normal_t

3.normal_tissue.normal_t

3.vial_number:

.days_to_normal_sample_pr
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patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.ncedna_dna
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.0530 0.2112 0.4345 69.0474 0.7518 915.6200 189

patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.ncedna_dna
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
4.50 17.00 20.00 20.32 20.70 68.90 178

patient.biospecimen_cqgcf.normal_controls.normal_control.extracted_dna.ncedna_dna
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
0.101 31.000 48.250 73.923 83.800 700.000 189

patient.biospecimen_cgcf.normal_controls.normal_control.method_of_ normal_sample_
blood draw surgical resection NA's
291 6 10

patient.biospecimen_cqgcf.normal_controls.normal_control.normal_tissue.normal_tis
myometrium other uterus NA's
2 3 1 301

patient.biospecimen_cqgcf.normal_controls.normal_control.normal_tissue.normal_tis
distal (>2cm) NA's
7 300

patient.biospecimen_cqgcf.normal_controls.normal_control.vial_number:

1 2 NA's
302 1 4

patient.biospecimen_cqgcf.other_ vessel_ used:

biospecimen storage bag cryosette specimen storage bag
1 1 2

NA's

303

patient.biospecimen_cqgcf.path_confirm diagnosis_matching:
yes NA's
303 4

patient.biospecimen_cqgcf.path_confirm_report_attached:
no yes
14 293

patient.biospecimen_cqgcf.path_confirm_tumor_necrosis_metrics:
yes
307

patient.biospecimen_cqgcf.path_confirm_tumor_nuclei_metrics:
no yes
1 306
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patient.biospecimen_cqgcf.race:
american indian or alaska native
6
black or african american
17
NA's
167

patient.biospecimen_cgcf.sample_prescreened:

yes
307

patient.biospecimen_cqgcf.site_of_disease:

cervix
307

patient .biospecimen_cqgcf.submitted_for_

no yes NA's
161 23 123

lce:

patient.biospecimen_cgcf.top_slide_submitted:

no yes
27 280

patient.biospecimen_cqgcf.tumor_samples
0 5 30 NA's
1 1 7 298

patient.biospecimen_cqgcf.tumor_samples
60 70 95 NA's
1 7 1 298

patient.biospecimen_cqgcf.tumor_samples
50 80 100 1312 NA's
1 1 6 1 298

patient.biospecimen_cqgcf.tumor_samples
1 2 NA's
8 2 297

patient.biospecimen_cqgcf.tumor_samples
6e€£38e19-07ac-4032-8£fb4-59129%9a126d3f
1

patient.biospecimen_cqgcf.tumor_samples
30 NA's
1 306

patient.biospecimen_cqgcf.tumor_samples
70 NA's

.tumor_sample.

.tumor_sample.

.tumor_sample.

.tumor_sample.

.tumor_sample.

.tumor_sample.

.tumor_sample.

441

asian
12
white
105

.tumor_necrosis_percent:

.tumor_nuclei_percent:

.tumor_weight:

.vial_number:

.bcr_sample_uuid:

NA's
306

.tumor_necrosis_percent:

.tumor_nuclei_percent:
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1 306

patient.biospecimen_cqgct.

100 NA's
1 306

patient.biospecimen_cqgcf.

1 NA's
1 306
patient.biospecimen_cqgct.
Min. 1lst Qu. Median
0.000 0.000 2.000
patient.biospecimen_cqgcf.
Min. 1st Qu. Median
20.00 65.00 70.00
patient.biospecimen_cqgcf.
Min. 1lst Qu. Median
0.00 67.75 120.00

patient.biospecimen_cqgcf.
1 NA's
306 1

patient.biospecimen_cqgcf.
biospecimen storage bag
24
cryovial
208

patient.days_to_index:
0 NA's
302 5

patient.
primary

samples.sample.2.

patient.samples.sample.2.
Min. 1lst Qu. Median
22.0 197.2 778.5

patient.samples.sample.2.
Min. 1st Qu. Median
40.0 82.5 100.0

patient.samples.sample.2.

CESC

tumor_samples.tumor_sample.3.tumor_weight:

tumor_samples.tumor_sample.3.vial_number:

tumor_samples.tumor_sample.tumor_necrosis_percent:
Mean 3rd Qu. Max. NA's
7.618 10.000 35.000 1

tumor_samples.tumor_sample.tumor_nuclei_percent:
Mean 3rd Qu. Max. NA's
73.65 80.00 100.00 1
tumor_samples.tumor_sample.tumor_weight:
Mean 3rd Qu. Max. NA's
263.77 210.50 3133.00 15

tumor_samples.tumor_sample.vial_number:

vessel_used:

cassette cryomold

51 20
other (please specify)
4

bcr_biospecimen_canonical_reasons.bcr_canonical_reason:
tumor and metastatic tumor(s)

NA's

2 305

days_to_collection:

Mean 3rd Qu. Max. NA's
1445.2 2171.0 7129.0 5
initial weight:

Mean 3rd Qu. Max. NA's

330.0 267.5 1340.0 301

is_ffpe:
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no
307

patient.samples.sample.2.oct_embedded:
false true
304 3

patient.samples.sample.2.pathology_report_file_name:
tcga-hm-a6w2.£d13c302-78f0-4fee-b90a-95a10c236ce9.pdf
1
tcga-uc-a7pg.3b9%2cf0-2bfb-45d2-bab8-7dc83277acce.pdf
1
NA's
305

patient.samples.sample.2.pathology_report_uuid:

3b9%b2cf0-2bfb-45d2-bab8-7dc83277acce £dl3c302-78f0-4fee-b90a-

1
NA's
305

patient.samples.sample.2.portions.portion.analytes.analyte.2.
1.48 1.87 1.91 NA's
1 1 1 304

patient.samples.sample.2.portions.portion.analytes.analyte.2.
Min. 1st Qu. Median Mean 3rd Qu. Max.
118955149 118955936 122967819 132998060 141664282 167823013

patient.samples.sample.2.portions.portion.analytes.analyte.2.
9 13 NA's
4 3 300
patient.samples.sample.2.portions.portion.analytes.analyte.?2
0.17 0.18 0.5 NA's
1 2 4 300
patient.samples.sample.2.portions.portion.analytes.analyte.2
Min. 1lst Qu. Median Mean 3rd Qu. Max. NA's
7.00 12.50 24.00 20.29 28.00 30.00 300
patient.samples.sample.2.portions.portion.analytes.analyte.2
no NA's
7 300
patient.samples.sample.2.portions.portion.analytes.analyte.2
1 6 10 12 NA's
1 1 1 4 300
patient.samples.sample.2.portions.portion.analytes.analyte.?2

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

443

95a10c236¢ce9
1

a260_a280_ratio:

aliquots.aliquot.

NA's
300

aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.
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Min. 1lst Qu. Median Mean 3rd Qu.
1.000 2.500 6.000 6.571 11.000
patient.samples.sample.2.portions.portion.

3.4 3.6 33 NA's
1 2 4 300
patient.samples.sample.2.portions.portion.
23 NA's
7 300
patient.samples.sample.2.portions.portion.
20 66 NA's
3 4 300
patient.samples.sample.2.portions.portion.
2011 2012 2013 2014 NA's
4 1 1 1 300
patient.samples.sample.2.portions.portion
Min. 1st Qu. Median Mean

Max.
12.000

analytes

analytes

analytes

analytes

.analytes
3rd Qu.

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

NA's
300

Max.

97490628 113419970 132178904 138559371 167788814 174166172

patient.samples.sample.2.portions.portion
8 9 NA's

7

3 42

211

51

patient.samples.sample.2.

0.17 0.18 0.5 NA's
1 2 253 51
patient.samples.sample.2.
Min. 1st Qu. Median
3.00 8.00 15.00
patient.samples.sample.2.
no NA's
256 51
patient.samples.sample.2.
Min. 1lst Qu. Median
1.000 4.000 6.000
patient.samples.sample.2.
Min. 1st Qu. Median
1.000 6.000 8.000

portions.portion.

portions.portion.

Mean 3rd Qu.
15.93 22.00

portions.portion.

portions.portion.

Mean 3rd Qu.
5.863 7.000

portions.portion
Mean 3rd Qu.
7.422 9.000

.analytes

analytes

analytes
Max.
30.00

analytes

analytes
Max.
11.000

.analytes
Max.
12.000

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2

.analyte.2.

NA's
51

NA's
51

NA's
51

CESC

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

NA's
51

aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

Ce

CC

da

is

mc
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patient.samples.sample.2.
2.21 2.34 40 NA's
1 2 253 51

patient.samples.sample.2.
23 NA's
256 51

patient.samples.sample.2.
13 80 NA's
3 253 51

patient.samples.sample.2.
2011 2012 2013 2014 NA's
75 47 42 92 51

patient.samples.sample.?2
6.8 20.83 51.12 NA's
1 1 1 304

patient.samples.sample.?2
repli-g (giagen) dna

253
patient.samples.sample.?2
r w NA's
3 253 51

patient.samples.sample.?2
0.17 0.18 NA's
1 2 304

patient.samples.sample.?2
yes NA's
253 54

patient.samples.sample.?2
yes NA's
253 54

portions

portions

portions

portions

.portions

.portions

.portions

.portions

.portions

.portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

rna

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

patient.samples.sample.2.portions.portion.analytes
https://sharedoc.nchri.org/tcga-bcr/default.aspx

256
NA's
51

patient.samples.sample.2.portions.portion.analytes

no NA's
256 51

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

445

2.aliquots

2.aliquots

2.aliquots

2.aliquots

2 .amount:

51

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.analyte.2.analyte_type:
NA's

.2.analyte_type_id:

2.concentration:

2.g9el_image_file:

qu

SC

VC

2.dna.normal_tumor_ge

2.dna.pcr_amplificati

2.1is_derived_from_ffp
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patient.samples.sample.2.portions
mirvana (allprep dna) rna
3
patient.samples.sample.2.portions
0.98 1.3 1.69 NA's
1 1 1 304
patient.samples.sample.2.portions
7.5 7.6 9.1 NA's
1 1 1 304
patient.samples.sample.2.portions
uv spec NA's
3 304
patient.samples.sample.2.portions
1 2 3 NA's
3 2 1 301

patient.samples.sample.2.portions.portion.analytes.analyte.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes.analyte.

repli-g
253

analytes

analytes

analytes

analytes

tcga-fu-a3eo-11a-13w-a21i-09 tcga-hm-aé6w2-06a-22w-a37w-09

patient.samples.sample.2.portions.portion.analytes.analyte.3.aliquots.aliquot.

1
NA's
305

1

.analyte.

.analyte.

.analyte.

.analyte.

CESC

NA's
51

2.rna.rinvalue:

6833bc09-£071-4d82-90£5-3e87481b3d14 a4620479-dab2-4fce-a82f-a5e9%944a9%bcb7

patient.samples.

sample.

122969410 164054440

1

patient.samples.

9 NA's
2 305

patient.samples.

0.5 NA's
2 305

patient.samples.

26 29 NA's
1 1 305

patient.samples.

no NA's
2 305

1

sample.

sample.

sample.

sample.

1

NA's

2.portions
NA's
305

2.portions

2.portions

2.portions

2.portions

305

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

.analyte.3.aliquots

.analyte.3.aliquots
.analyte.3.aliquots
.analyte.

3.aliquots

.analyte.3.aliquots

1

.aliquot

.aliquot.

.aliquot.

.aliquot.

.aliquot.

2.protocols.protocol.

2.rna.ratio_28s_18s:

2 .spectrophotometer_n

2 .subportion_sequence

3.aliquots.aliquot.bc

bc

Ce

CC

.da

is
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patient.samples.sample.2.portions
2 3 NA's
1 1 305
patient.samples.sample.2.portions
2 7 NA's
1 1 305

patient.samples.sample.2.portions
a2li a37w NA's

1 1 305
patient.samples.sample.2.portions
b d NA's
1 1 305
patient.samples.sample.2.portions
40 NA's
2 305
patient.samples.sample.2.portions
23 NA's
2 305
patient.samples.sample.2.portions
80 NA's
2 305

patient.samples.sample.2.portions
2012 2014 NA's
1 1 305

patient.samples.sample.2.portions
repli-g (giagen) dna

2
patient.samples.sample.2.portions
w NA's
2 305

patient.samples.sample.2.portions.
tcga-fu-a3eo-1la-13w tcga-hm-abw2-

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

NA's
305

.portion.

portion.

06a-22w
1

447

analytes.analyte.3.aliquots.aliquot.mc

analytes.analyte.3.aliquots.aliquot.pl

analytes.analyte.3.aliquots.aliquot.pl

analytes.analyte.3.aliquots.aliquot.pl

analytes.analyte.3.aliquots.aliquot.qu

analytes.analyte.3.aliquots.aliquot. sc

analytes.analyte.3.aliquots.aliquot.vc

analytes.analyte.3.aliquots.aliquot.ye

analytes.analyte.3.analyte_type:

analytes.analyte.3.analyte_type_id:

analytes.analyte.3.bcr_analyte_barcode
NA's
305

patient.samples.sample.2.portions.portion.analytes.analyte.3.bcr_analyte_uuid:
2deae69c-d2a8-44bc-8f5a-916a73ee52e4 b3324bfc-336e-41lae-b865-7bd74231de2d

1

NA's

305

1

patient.samples.sample.2.portions.portion.analytes.analyte.3.dna.normal_tumor_ge
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yes NA's
2 305

patient.samples.sample.2.portions.portion.

yes NA's
2 305

patient.samples.sample.2.portions.portion.

analytes

analytes

https://sharedoc.nchri.org/tcga-bcr/default.aspx

patient.samples.sample.2.portions.portion.

no NA's
2 305

patient.samples.sample.2.portions.portion.

repli-g NA's
2 305

patient.samples.sample.2.portions.portion.

2 3 NA's
1 1 305

patient.samples.sample.2.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.
1.170 1.790 1.920 1.898 1.970

patient.samples.sample.2.portions.portion.

Min. 1st Qu. Median Mean

patient.samples.sample.2.portions.portion.

1 2 8 9
40 27 8 232

patient.samples.sample.2.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.

0.07000 0.07000 0.08000 0.09635 0.09000 O.

patient.samples.sample.2.portions.portion.

Min. 1lst Qu. Median Mean 3rd Qu.
3.00 17.00 24.00 20.11 26.00

patient.samples.sample.2.portions.portion.

no
307

patient.samples.sample.2.portions.portion.

2
NA's
305

analytes

analytes

analytes

analytes
Max.
2.500

analytes
3rd Qu.

analytes

analytes
Max.
18000

analytes
Max.
31.00

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

NA's
262

.analyte

CESC

3.dna.pcr_amplificati

3.gel_image_file:

3.is_derived_from_ffg

3.protocols.protocol.

3.subportion_sequence

a260_az280_ratio:

.aliquots.aliquot.2.bi

Max.
97484789 117833484 145672995 140807271 164103672 174165207

.analyte

.analyte.

.analyte.

.analyte

.analyte.

.aliquots.aliquot.2.ce

aliquots.aliquot.2.cc

aliquots.aliquot.2.dsa

.aliquots.aliquot.2.1is

aliquots.aliquot.2.mc



CESC

Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 2.000 5.000 5.277 8.000 12.000
patient.samples.sample.2.portions.portion.analytes
Min. 1lst Qu. Median Mean 3rd Qu. Max.
1.000 5.000 7.000 6.873 9.000 12.000
patient.samples.sample.2.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 2.800 2.800 2.678 3.200 3.600
patient.samples.sample.2.portions.portion.analytes

23
307
patient.samples.sample.2.portions.portion.analytes
Min. 1lst Qu. Median Mean 3rd Qu. Max.
6.67 40.00 40.00 32.66 40.00 40.00
patient.samples.sample.2.portions.portion.analytes
2011 2012 2013 2014
75 59 66 107
patient.samples.sample.2.portions.portion.analytes
Min. 1st Qu. Median Mean 3rd Qu.

97486992 108474569 113390580 115260795 122969396 174165177

patient.samples.

Min. 1st Qu. Median
1.00 8.00 9.00
patient.samples.sample.2.
Min. 1lst Qu. Median
0.0700 0.0800 0.0900
patient.samples.sample.2.
Min. 1lst Qu. Median
3.00 4.00 7.00
patient.samples.sample.2.

no NA's
124 183
patient.samples.sample.2.
Min. 1st Qu. Median
1.000 3.000 5.000
patient.samples.sample.2.

sample.2.portions.portion.analytes

Mean 3rd Qu. Max.
14.25 26.00 26.00
portions.portion.analytes
Mean 3rd Qu. Max.
0.1157 0.1500 0.1700
portions.portion.analytes
Mean 3rd Qu. Max.
12.96 27.00 31.00
portions.portion.analytes
portions.portion.analytes
Mean 3rd Qu. Max.
6.008 10.000 11.000
portions.portion.analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

.analyte.

449

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

.analyte.aliquots.aliquot.
Max. NA's
183

.analyte.aliquots.aliquot.

NA's
183

aliquots.
NA's

183
aliquots.
NA's

183

aliquots.

.aliquots.
NA's
183

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

.pl

.qu

. SC

. VC

. Ce

. CC

.da

.1s

.MC

.pl
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1st Qu.
7.000

Min.
1.000

patient.samples
Min. 1lst Qu.
0.930 1.600

patient.samples
23 NA's
124 183

patient.samples
Min. 1st Qu.
6.67 10.00

patient.samples.sample.2.portions.portion.

Median
8.000

.sample.2.
Median
3.200

.sample.2.

.sample.2.
Median
40.00

2011 2012 2013 2014 NA's

75 45 1

patient.samples.sample.2.portions.portion.
Median
113422276 118955166 118955192 121678757 118955217 160356080

Min. 1st

patient.samples.sample.2.portions
9 NA's

5 8

1 1 43

patient.samples

3 183

Qu.

262

.sample.2.

0.07 0.08 0.09 0.16 NA's

3 24 17

patient.samples.

5 7 24
1 40 1

patient.samples.

no NA's
45 262

patient.
1 7 11
1 1 3

patient.
Min.
1.000

samples
1st Qu.
8.000

patient.

samples.

samples.

1 262

sample.2.
25 NA's
3 262

sample.2.

sample.2.
12 NA's
40 262

.sample.2.
Median

9.000

sample.2.

Mean 3rd Qu.
8.435 10.250

portions.portion.

Mean 3rd Qu.
2.487 3.200

portions.portion.

portions.portion.

Mean 3rd Qu.
26.15 40.00

Mean

portions

portions

portions

portions

portions.portion.

Mean 3rd Qu.
8.467 10.000

portions.portion

.portion.

.portion.

.portion.

.portion.

.portion.

Max.
12.000

analytes
Max.
3.600

analytes

analytes
Max.
40.00

analytes

analytes

3rd Qu.

analytes

analytes

analytes

analytes

analytes

analytes
Max.
12.000

.analytes

NA's
183

.analyte.

NA's
183

.analyte.

.analyte.

NA's
183

.analyte.

.analyte

Max.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte

NA's
262

.analyte.

CESC

.aliquots.
NA'
262

.aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

S

.analyte.aliquots.aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. SC

.VC

. Y€

. CE

. CC

.da

S

. MC

.pl



CESC

aley a200 a2l12 a34h NA's
1 40 1 3 262

patient.samples.sample.2.portions
Min. 1st Qu. Median
1.800 2.080 2.080 2.133
patient.samples.sample.2.portions
23 NA's
45 262

patient.samples.sample.2.portions
13 20 26 30 NA's
1 3 40 1 262

patient.samples.sample.2.portions
2011 2012 2013 NA's
41 1 3 262

patient.samples.sample.2.portions
Min. 1st Qu. Median

122970851 122970875 122970876 131939249 122971895 167811750

patient.samples.sample.2.portions
9 NA's
5 302
patient.samples.sample.2.portions
0.07 0.08 0.09 NA's
1 1 3 302
patient.samples.sample.2.portions
14 21 28 NA's
3 1 1 302
patient.samples.sample.2.portions
no NA's
5 302
patient.samples.sample.2.portions
1 3 12 NA's
1 3 1 302
patient.samples.sample.2.portions
1 2 7 NA's
1 3 1 302
patient.samples.sample.2.portions

a208 a2lo ad6a NA's

.portion.
Mean 3rd Qu.

2.340

.portion.

.portion.

.portion.

.portion.

Mean

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes
Max.
2.700

analytes

analytes

analytes

analytes

3rd Qu.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

NA's
262

.analyte.

.analyte.

.analyte.

.analyte.

Max.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

451

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.aliquot.

NA's
302

aliquots.aliquot.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. SC

. VC

. C€

. CC

.da

S

.MC

.pl

.pl
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patient.samples.
a b d
2 1 1

patient.samples.
1.21 1.82 3.2
1 1 1

patient.samples.
23 NA's
5 302

302

sample

.2.portions

h NA's
1 302

sample

.2.portions

3.6 NA's
2 302

sample

.2.portions

patient.samples.sample.2.portions
13.4 26 40 NA's

1 1 3

302

patient.samples.sample.2.portions
2011 2012 2015 NA's

1 3 1

302

patient.samples.sample.2.portions
tcga-ds—-alvk-10a-01d-a21o0-09

patient.samples.sample.2.portions.portion.

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

93844bfb-3675-4251-blcO0-aca221d0c97e

patient.samples.sample
122970852 NA's
1 306
patient.samples.sample.
9 NA's
1 306
patient.samples.sample.
0.07 NA's
1 306

patient.samples.
14 NA's
1 306

patient.samples.
no NA's
1 306

patient.samples.
3 NA's

sample.

sample.

sample.

.2.portions

2.portions

2 .portions

2.portions

2.portions

2.portions

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

NA's
306

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

CESC

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

NA's
306

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

.pl

. SC

. VC

. Y€

.bc

. C€

. CC

Lis

.IC



CESC 453

1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.6.pl
2 NA's
1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.6.pl
a2lo NA's
1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.6.pl
c NA's
1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.6.qu
2.8 NA's
1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.6.sc
23 NA's
1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.6.vc
40 NA's
1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.6.ye
2012 NA's
1 306

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.bios
Min. 1st Qu. Median Mean 3rd Qu. Max.
97483781 117833478 132273057 140262143 164103664 174165215

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.cent
1 2
259 48

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.conc
0.14 0.15 0.16 0.17 0.18
51 90 83 72 11

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.day_
Min. 1lst Qu. Median Mean 3rd Qu. Max.
1.00 12.00 25.00 18.98 26.00 30.00

patient.samples.sample.2.portions.portion.analytes.analyte.aliquots.aliquot.is_c
no
307
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patient.
Min.
1.000

samples.
1st Qu.
2.000

sample.2.
Median
4.000

patient.
Min.
1.000

samples.
1st Qu.
5.000

sample.2.
Median
7.000

patient.
Min.
0.94

samples.
1st Qu.
1.01

sample.?2.
Median
1.07

patient.
23
307

samples.sample.2.

patient.
6.7 10
259 8

samples.
13
40

sample.2.

patient.samples.sample.2.
2011 2012 2013 2014
75 59 55 118

patient.samples.sample.2.

Min. 1st Qu. Median
4.88 13.47 21.55
patient.samples.sample.2.

dna

307

patient.samples.sample.2.
d

307

patient.samples.sample.2.
0.14 0.15 0.16 0.17 0.18

51 90 83 72 11
patient.samples.sample.2.
yes
307

patient.samples.sample.2.
yes
307

portions.portion.

Mean 3rd Qu.
4.909 6.000

portions.portion.

Mean 3rd Qu.
6.873 9.000

portions.portion
Mean 3rd Qu.
1.20 1.14

portions.portion.

portions.portion.

portions.portion.

portions.portion.

Mean 3rd Qu.
30.43 39.56

portions

portions

portions

portions

portions

.portion.

.portion.

.portion.

.portion.

.portion.

analytes
Max

11.000

analytes
Max

12.000

.analytes

Max.
2.34

analytes

analytes

analytes

analytes
Max

197.10

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

CESC

aliquots.aliquot .mont

aliquots.aliquot.plat

aliquots.aliquot.quar

aliquots.aliquot.sour

aliquots.aliquot.volt

aliquots.aliquot.year
amount :

analyte_type:

analyte_type_id:

concentration:

dna.normal_tumor_genc

dna.pcr_amplification



CESC

455

patient.samples.sample.2.portions.portion.analytes.analyte.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx

patient.samples.sample.2.portions

no
307

patient.samples.sample.2.portions
adna preparation type

patient.

picogreen
262

patient.
1
3

patient.
Min.
1.00

patient.
no
307

patient.
Min.
1.000

patient.
Min.
1.000

patient.
1
204

patient.
no NA'
6

patient.
0
2

samples.sample.2.
uv spec
45

samples.sample.2.
2 3 NA's
2 1 301

samples.
1st Qu.
5.00

sample.2.
Median
13.00

samples.sample.2.

samples.
1st Qu.
2.000

sample.2.
Median
5.000

samples.
1st Qu.
1.000

sample.2.
Median
1.000

samples.sample.2.
2 3 NA's
1 1 101

samples
S

.sample.2.

301

samples
5 8
1 1

.sample.2.
40 NA's
1 302

307

.portion.analytes.analyte.is_derived_from_ffpe:

.portion.analytes.analyte.protocols.protocol.ex
pre—extracted dna received by tss

176 131

portions.portion.analytes.analyte.spectrophotometer_met

portions.portion.analytes.analyte.subportion_sequence:

portions.portion.day_of_creation:

Mean 3rd Qu. Max.
13.55 21.00 31.00
portions.portion.is_ffpe:

month_of_creation:
Max.
12.000

portions.portion.
Mean 3rd Qu.
6.033 9.000
portions.portion.portion_number:
Mean 3rd Qu. Max.
1.306 1.000 31.000

portions.portion.portion_sequence:

portions.portion.slides.slide.is_derived_from_ ffpe:

portions.portion.slides.slide.percent_lymphocyte_infilt
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patient.samples.sample.2.
0 1 2 20 NA's
2 1 1 1 302
patient.samples.sample.?2
0 5 NA's
4 1 302
patient.samples.sample.?2
0 1 2 20 NA's
2 1 1 1 302
patient.samples.sample.?2
0 15 20 100 NA's
1 1 1 3 301
patient.samples.sample.?2
0 20 80 NA's
2 2 1 302
patient.samples.sample.?2
0 60 80 NA's
3 1 1 302
patient.samples.sample.?2
0 60 80 NA's
3 1 1 302
patient.samples.sample.?2
top NA's
6 301
patient.samples.sample.?2
Min. 1lst Qu. Median
2.00 2.00 2.00

patient.samples.sample.?2
2010 2011 2012 2013 2014
8 98 34 93 74

patient.samples.sample.2.
blood derived normal
301

patient.samples.sample.2.
6 10 11
2 301 4

patient.samples.sample.2.
a b
290 17

portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions

.portions.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

portion.

Mean 3rd Qu.

16.35

2.00

sample_type:
metastatic

2

sample_type_1id:

vial_number:

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

weight:

Max.

500.00

slide.

slide

slide.

slide.

slide.

slide.

slide.

slide.

NA's
131

CESC

percent_monocyte_infiltra

.percent_necrosis:

percent_neutrophil_infilt

percent_normal_cells:

percent_stromal_cells:

percent_tumor_cells:

percent_tumor_nuclei:

section_location:

.portions.portion.year_of_creation:

solid tissue normal

4



CESC

patient.samples.sample.3.days_to_collection:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
51.0 97.0 117.0 951.2 629.0 3862.0 302

patient.samples.sample.3.initial_weight:
1 220 430 950 NA's
1 1 1 1 303

patient.samples.sample.3.is_ffpe:
no NA's
5 302

patient.samples.sample.3.oct_embedded:
false true NA's
3 2 302

457

patient.samples.sample.3.portions.portion.analytes.analyte.2.a260_a280_ratio:

1.74 1.85 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.2.aliquots.aliquot.

tcga-hm-a3jj-1la-12r-a2lu-13 tcga-my-abbf-1la-11lr-a26x-13
1 1

NA's

305

patient.samples.sample.3.portions.portion.analytes.analyte.2.aliquots.aliquot.
870c8c76-1283-425f-ac64-12216elef8fe d403aaf5-26af-448f-9f71-e%abcd40a57ac

1
NA's
305
patient.samples.sample.3.portions.portion.analytes.analyte.?2
122971608 145675911 NA's
1 1 305
patient.samples.sample.3.portions.portion.analytes.analyte.2
13 NA's
2 305
patient.samples.sample.3.portions.portion.analytes.analyte.2
0.15 0.17 NA's
1 1 305
patient.samples.sample.3.portions.portion.analytes.analyte.?2

27 28 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.?2

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

1

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.
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no NA's
2 305

patient.samples.sample.3.portions.portion.analytes
2 3 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes
3 4 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes
a2lu a26x NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes
e NA's
2 305

patient.samples.sample.3.portions.portion.analytes
3 3.4 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes
23 NA's
2 305

patient.samples.sample.3.portions.portion.analytes
20 NA's
2 305

patient.samples.sample.3.portions.portion.analytes
2012 2013 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

analyte.

tcga-hm-a3jj-11a-12r-a21t-07 tcga-hm-ad4s6-11a-11w-a301-09

1

1

tcga-hm-ab6w2-10a-01w-a37w-09 tcga-my-abbf-1la-11lr-a26t-07

1
NA's
303

1

CESC

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

.aliquots.aliquot.

patient.samples.sample.3.portions.portion.analytes.analyte.2.aliquots.aliquot.bc
0a78e78c-£f31a-488a-bf37-c47b108954fd 5a5ce32f-5f84-4e96-b655-fa98d0101£fc5

1

1

8c68f443-2093-4feb-afed-2a67e558129c ea52408f-b5el1-4a15-80bc-945cc74135e4

1
NA's
303

1

patient.samples.sample.3.portions.portion.analytes.analyte.2.aliquots.aliquot.bi



CESC

122970471 145676103 150705556 164054418

1 1
patient.samples.sample.3.
7 9 NA's
2 2 303

patient.samples.sample.3.
0.15 0.17 0.5 NA's
1 1 2 303

patient.samples.sample.3.
12 26 27 28 NA's
1 1 1 1 303

patient.samples.sample.3.
no NA's

4 303
patient.samples.sample.3.

2 3 6 NA's

1 2 1 303
patient.samples.sample.3.

3 4 9 NA's

2 1 1 303

patient.samples.sample.3.
azlt a26t a30l a37w NA's

1 1 1 1 303
patient.samples.sample.3.

d e f NA's

1 2 1 303

patient.samples.sample.3.
1.95 2.21 40 NA's
1 1 2 303

patient.samples.sample.3.
23 NA's
4 303

patient.samples.sample.3.
13 80 NA's
2 2 303

patient.samples.sample.3.
2012 2013 2014 NA's
1 2 1 303

patient.samples.sample.3.

1

portions

portions

portions

portions

portions

portions

portions

portions

portions

portions

portions

portions

portions

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

NA's
303

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.
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.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.aliquots

.amount:

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

Ce

CC

da

is

mcC

Pl

Pl

qu

SC

VC
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7.58 9.01 NA's
1 1 305

patient.samples.sample
repli-g (giagen) dna
2

patient.samples.sample
r w NA's

2 2 303

patient.samples.sample

tcga-hm-a3jj-1la-12r tcga-hm-ad4s6-lla-1lw

1
tcga—my—-abbf-11la-11r
1

.3.portions.portion.
rna
2

.3.portions.portion.

.3.portions.portion.

1
NA's
303

CESC

analytes.analyte.2.analyte_type:
NA's
303

analytes.analyte.2.analyte_type_id:

analytes.analyte.2.bcr_analyte_lbarcode
tcga-hm-a6w2-10a-01w

1

patient.samples.sample.3.portions.portion.analytes.analyte.2.bcr_analyte_uuid:
0d4dcbc0-b8le-4ddb-bc45-94726417c£83 2c686b3a-37d1-470d-9570-d001fd6ee4d89

1 1
61635452-bed9-4baf-a3cl-40362cf8cell eecb0432-3d8d-4adf-812a-4c6labd2efba
1 1
NA's
303
.3.portions.portion.analytes.analyte.2.concentration:

patient.samples.sample
0.15 0.17 NA's
1 1 305

patient.samples.sample
yes NA's
2 305

patient.samples.sample
yes NA's
2 305

patient.samples.sample
https://sharedoc.nchri

patient.samples.sample
no NA's

.3.portions.portion.analytes.

.3.portions.portion.analytes.

.3.portions.portion.analytes.
.org/tcga-bcr/default.aspx
4
NA's
303

.3.portions.portion.analytes.

analyte.

analyte.

analyte.

analyte.

4 303

patient.samples.sample.3.portions.portion.analytes.analyte.

mirvana rna repli-g

2 2

(allprep dna)

patient.samples.sample.3.portions.portion.analytes.analyte.

.dna.normal_tumor_ge

.dna.pcr_amplificati

.gel_image_file:

.is_derived_from_ffy

.protocols.protocol.

NA's
303

.rna.ratio_28s_18s:
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1 1.2 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.

7 7.4 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.

uv spec NA's
2 305

patient.samples.sample.3.portions.portion.analytes.

1 2 NA's
2 1 304

patient.samples.sample.3.portions.portion.analytes.

analyte

analyte

analyte

analyte

tcga-hm-a3jj-11la-12w-a225-09 tcga-my-abbf-11a-11w-a301-09

1
NA's
305

patient.samples.sample.3.portions.portion.analytes.analyte.3.aliquots.aliquot.

1

L2,

461

rna.rinvalue:

.2 .spectrophotometer_n

.2 .subportion_sequence

.3.

aliquots.aliquot.

b9b6f8ec-562a-42a4-bc08-e0072df2bcc8 ecl9c33c—cd0f-45ad4-afdf-dc30275ea6d9

1
NA's
305
patient.samples.sample.3.portions.portion.analytes
122972370 150705555 NA's
1 1 305
patient.samples.sample.3.portions.portion.analytes
9 NA's
2 305
patient.samples.sample.3.portions.portion.analytes
0.5 NA's
2 305

patient.samples.sample.3.portions.portion.analytes
12 16 NA's

1 1 305
patient.samples.sample.3.portions.portion.analytes
no NA's
2 305
patient.samples.sample.3.portions.portion.analytes
5 6 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

w

w

w

w

w

w

1

aliquots.aliquot.

aliquots.aliquot.

aliquots.aliquot.

aliquots.aliquot.

aliquots.aliquot.

aliquots.aliquot.

aliquots.aliquot.

bc
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ce
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4 6 NA's
1 1 305

patient.samples.sample.3.portions
a225 a301 NA's

1 1 305
patient.samples.sample.3.portions
d g NA's
1 1 305
patient.samples.sample.3.portions
40 NA's
2 305
patient.samples.sample.3.portions
23 NA's
2 305
patient.samples.sample.3.portions
80 NA's
2 305

patient.samples.sample.3.portions
2012 2013 NA's
1 1 305

patient.samples.sample.3.portions
repli-g (giagen) dna

2
patient.samples.sample.3.portions
w NA's
2 305

patient.samples.sample.3.portions.
tcga-hm-a3jj-1la-12w tcga-my-abbf-

1

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

NA's
305

.portion.

portion.

lla-11lw
1

CESC

analytes.analyte.3.aliquots.aliquot.pl

analytes.analyte.3.aliquots.aliquot.pl

analytes.analyte.3.aliquots.aliquot.qu

analytes.analyte.3.aliquots.aliquot. sc

analytes.analyte.3.aliquots.aliquot.vc

analytes.analyte.3.aliquots.aliquot.ye

analytes.analyte.3.analyte_type:

analytes.analyte.3.analyte_type_id:

analytes.analyte.3.bcr_analyte_barcode
NA's
305

patient.samples.sample.3.portions.portion.analytes.analyte.3.bcr_analyte_uuid:
54896a86-e2cd-4849-a671-1748d966be26 6493e683-49af-4c94-9729-056296e1b90b

1

NA's

305

1

patient.samples.sample.3.portions.portion.analytes.analyte.3.dna.normal_tumor_ge

yes NA's
2 305

patient.samples.sample.3.portions.portion.analytes.analyte.3.dna.pcr_amplificati

yes NA's
2 305



CESC 463

patient.samples.sample.3.portions.portion.analytes.analyte.3.gel_image_file:
https://sharedoc.nchri.org/tcga-bcr/default.aspx
2
NA's
305

patient.samples.sample.3.portions.portion.analytes.analyte.3.1is_derived_from_ ffy
no NA's
2 305

patient.samples.sample.3.portions.portion.analytes.analyte.3.protocols.protocol.
repli-g NA's
2 305

patient.samples.sample.3.portions.portion.analytes.analyte.3.subportion_sequence
1 2 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.bi
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
122971218 145673039 145673052 149767247 160355550 174163377 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.ce
9 NA's
5 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.cc
0.07 0.08 NA's
1 4 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.ds
18 27 28 30 NA's
1 2 1 1 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.1is
no NA's
5 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.mc
2 3 6 10 NA's
2 1 1 1 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.pl
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
3.0 4.0 6.0 5.8 7.0 9.0 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.2.pl
azlg a26g a330 a42r NA's
1 2 1 1 302
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patient.samples.sample.3.portions.portion.analytes
d f g NA's
2 1 2 302

patient.samples.sample.3.portions.portion.analytes
2.8 3.2 NA's
1 4 302

patient.samples.sample.3.portions.portion.analytes
23 NA's
5 302

patient.samples.sample.3.portions.portion.analytes
40 NA's
5 302

patient.samples.sample.3.portions.portion.analytes
2012 2013 2014 NA's
1 3 1 302

patient.samples.sample.3.portions.portion.analytes.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

analyte.

tcga-hm-a3jj-11a-12d-a21r-05 tcga-my-abbf-11la-11d-a26s-05

1
NA's
305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.

1

CESC

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

caf87bfa-9620-490f-a284-7917eabbb221 f2db94bc-a410-459a-b8a7-845f0eaf0575

1
NA's
305

patient.samples.sample.3.portions.portion.analytes
122970503 132159814 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes
5 NA's
2 305

patient.samples.sample.3.portions.portion.analytes
0.15 0.17 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes
27 28 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes
no NA's
2 305

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

aliquots.

aliquots.

aliquots.

aliquots.

aliquots.

1

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.
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patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.mc
2 3 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.pl
4 6 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.pl
a2lr a26s NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.pl
d g NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.qu
1.95 2.21 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.sc
23 NA's
2 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.vc
13 NA's
2 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.3.ye
2012 2013 NA's
1 1 305

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.bios
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
122970738 128925374 145673000 146417957 160355534 174165137 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.cent
1 NA's
5 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.conc
0.15 0.17 NA's
2 3 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.day_
18 27 28 30 NA's
1 2 1 1 302

patient.samples.sample.3.portions.portion.analytes.analyte.aliquots.aliquot.is_c
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no NA's
5 302

patient.samples.sample.3.
10 NA's
302

2 3 6
2 1 1 1

patient.samples.sample.3.

Median
6.0

Min.
3.0

1st Qu.
4.0

patient.samples.sample.3.
azlp a26f a33n a42g NA's
302

1 2 1 1

patient.samples.sample.3.

d f g NA's
2 1 2 302

patient.samples.sample.
1.01 1.14 NA's
2 3 302

patient.samples.sample.
23 NA's
5 302

patient.samples.sample.
6.7 NA's
5 302

patient.samples.sample.
2012 2013 2014 NA's
1 3 1 302

patient.samples.
Min. 1lst Qu.
6.12 7.52

Median
12.38

patient.samples.
dna NA's
5 302

patient.samples.
d NA's
5 302

patient.samples.
0.15 0.17 NA's
2 3 302

.portions

.portions

.portions

.portions

sample. 3.

sample. 3.

sample. 3.

sample. 3.

portions.portion.

portions.portion.

Mean 3rd Qu.
5.8 7.0

portions

portions

portions.portion.

Mean 3rd Qu.
16.04 14.33

portions.portion.

portions.portion.

portions.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

analytes

analytes
Max.
9.0

analytes

analytes

analytes

analytes

analytes

analytes

analytes
Max.
39.84

analytes

analytes

analytes

.analyte.

.analyte.

NA's
302

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

.analyte.

NA's
302

.analyte.

.analyte.

.analyte.

CESC

aliquots.aliquot

aliquots.

aliquot

aliquot

aliquots.

aliquots.

aliquot

aliquots.

aliquot

aliquots.

aliquot

aliquots.

aliquots.

aliquot

amount:

analyte_type:

analyte_type_id:

concentration:

aliquot.

.mont

.plat

.plat

.plat

.quan

sSour

.volu

.year
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patient.samples.sample
yes NA's
5 302

patient.samples.sample
yes NA's
5 302

patient.samples.sample
https://sharedoc.nchri

patient.samples.sample.

no NA's
5 302

patient.samples.sample.

adna preparation type
5

patient.samples.sample.

picogreen NA's
5 302

patient.samples.sample.

1 2 NA's
3 1 303

patient.samples.sample

Min. 1lst Qu. Median

467

.3.portions.portion.analytes.analyte.dna.normal_tumor_genc

.3.portions.portion.analytes.analyte.dna.pcr_amplificatior

.3.portions.portion.analytes.analyte.gel_image_file:
.org/tcga-bcr/default.aspx

3.portions

3.portions

3.portions

3.portions

.3.portions

5.0 9.0 19.0 16.2

patient.samples.sample
no NA's
5 302

patient.samples.sample

.3.portions

.3.portions

5 8 11 12 NA's
1 1 1 2 302

patient.samples.sample
1 11 12 NA's
1 3 1 302

patient.samples.sample
1 NA's
4 303

.3.portions

.3.portions

.portion.

5
NA's
302

analytes.analyte.is_derived_from_ ffpe:

.portion.analytes.analyte.protocols.protocol.ex
NA's
302
.portion.analytes.analyte.spectrophotometer_met

.portion.

.portion.

Mean 3rd Qu.

21.0

.portion.

.portion.

.portion.

.portion.

analytes.analyte.subportion_sequence:

day_of_creation:

Max. NA's
27.0 302
is_ffpe:

month_of_creation:

portion_number:

portion_sequence:
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CESC

patient.samples.sample.3.portions.portion.slides.slide.bcr_slide_barcode:
tcga-hm-a3jj-11a-01-tsl tcga-hm-ad4s6-11a-01-tsl tcga-my-abbf-11la-0l-tsa

tcga-uc-a7pg-11c-01-tsl

1
NA's
303

1

patient.samples.sample.3.portions.portion.slides.slide.bcr_slide_uuid:
176defe3-92cd-4£70-8b77-362b45c19c2d 566b4c64-64c8-4849-a1l66-5b64637798d1

1

1

cf3df233-0£fcl-49b6-bada-b£f52a9%011830 d33167ba-479f-4278-ad4ef-al0b00cdd09c6

1

NA's

303

1

patient.samples.sample.3.portions.portion.slides.slide.image_file_name:
.176defe3-92cd-4£70-8b77-362b45c19c2d.svs

tcga-hm-a3jj-11a-01-tsl

tcga-hm-a4s6-11a-01-tsl

1

.cf3df233-0fcl-49b6-bada-bf52a9011830.svs

1

tcga-my-aSbf-11a-01-tsa.566b4c64-64c8-4849-a166-5b64637798d1.svs

tcga-uc-a7pg-11lc-01-tsl

patient.samples.

no NA's
4 303

patient.samples.

0 1 NA's
1 3 303

patient.samples.

0 NA's
4 303

patient.samples.

0 NA's
4 303

patient.samples.

0 NA's
4 303

patient.samples.

100 NA's
4 303

patient.samples.

sample.

sample.

sample.

sample.

sample.

sample.

sample.

1

.d33167ba-479f-4278-a4ef-a0b00cdd09c6.svs

3.portions

3.portions

3.portions

3.portions

3.portions

3.portions

3.portions

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

.portion.

slides.

slides.

slides.

slides.

slides.

slides.

slides.

slide.

slide.

slide.

slide.

slide

slide.

slide.

1
NA's
303

is_derived_from_ ffpe:

percent_lymphocyte_infilt

percent_monocyte_infiltra

percent_necrosis:

.percent_neutrophil_infilt

percent_normal_cells:

percent_stromal cells:
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0 NA's
4 303

patient.samples.sample.3.portions.portion.slides.slide.percent_tumor_cells:
0 NA's
4 303

patient.samples.sample.3.portions.portion.slides.slide.percent_tumor_nuclei:
0 NA's
4 303

patient.samples.sample.3.portions.portion.slides.slide.section_location:
top NA's
4 303

patient.samples.sample.3.portions.portion.weight:
2 30 NA's
1 4 302

patient.samples.sample.3.portions.portion.year_of_creation:
2011 2012 2013 2014 NA's
1 2 1 1 302

patient.samples.sample.3.sample_type:
blood derived normal solid tissue normal NA's
1 4 302

patient.samples.sample.3.sample_type_id:
10 11 NA's
1 4 302

patient.samples.sample.3.vial_number:
a c NA's
4 1 302

patient.samples.sample.days_to_collection:
Min. 1st Qu. Median Mean 3rd Qu. Max. NA's
22.0 197.2 776.0 1446.4 2171.0 7129.0 5

patient.samples.sample.diagnostic_slides.ffpe_slide_uuid.3:
19acbf59-9114-4980-a44c-5acf414a09cf 6dabead4-bb7c-42ed-be8l-cef2faeTallc

1 1
cf669de8-217e-47a6-839f-abe9657ba566 NA's
1 304

patient.samples.sample.diagnostic_slides.ffpe_slide_uuid.4:
48£35f8c-450b-4851-95d0-642b2a700671 feb6720a-6d9c-4ee7-9251-1be636ea5269
1 1
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patient.samples.

Min.
1.0

1st Qu.
60.0

patient.samples.

no
307

patient.samples.

true
162

false
145

patient.samples.

Min.
1.330

1st Qu.
1.820

patient.samples.
1st Qu.

Min.

NA's
305

sample.initial_weight:

Mean
214.7

Median
110.0

sample.is_ffpe:

3rd Qu.
190.0

sample.oct_embedded:

sample.portions.portion.

Mean
1.858

Median
1.860

sample.portions.

Median

3rd Qu.
1.890

portion.

Mean

97486220 117832620 145675881 140600317

patient.
7 13
93 214

patient.
Min

. 1st Qu.
0.1400

0.1600

patient.
Min

. 1st Qu.
3.00

17.00

patient.
no
307

patient.
Min

. 1st Qu.
1.000

2.000

patient.
Min.
1.000

samples
1st Qu.
2.000

samples.

samples.

samples.

samples.

samples.

sample.portions.

sample.portions
Median Mean
0.1700 0.1674

sample.portions
Median Mean

24.00 20.31

sample.portions

sample.portions
Median Mean
5.000 5.277
.sample.portions
Median Mean
4.000 4.505

portion.

.portion.

3rd Qu.
0.1700

.portion.

3rd Qu.
26.00

.portion.

.portion.

3rd Qu.
8.000

.portion.

3rd Qu.
6.000

Max.
2320.0

CESC

analytes.analyte.2.a260_a280_ratio:

Max.
2.160

analytes.analyte
3rd Qu.

.2.aliquots.
Max.

164103800 167823167

analytes.analyte

analytes.analyte.

Max.
0.2000

analytes.analyte.

Max.
31.00

analytes.analyte.

analytes.analyte.

Max.
12.000

analytes.analyte
Max.
12.000

.2.aliquots.

.2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. CE

. CC

.da

S

.MC
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patient.samples
Min. 1lst Qu.
1.950 3.000

patient.samples
23
307

patient.samples
13 20 26.7
61 214 32

patient.samples

.sample.portions
Median Mean
3.400 3.229

.sample.portions

.sample.portions

.sample.portions

2011 2012 2013 2014

75 59 66

patient.samples
Min. 1st

107

.sample.portions
Qu. Median

.portion.
3rd Qu.
3.600

.portion.

.portion.

.portion.

.portion.
Mean

150756966 150757028 150757039 153381017

patient.samples.sample.portions.portion.

7 NA's
13 294

patient.samples

.sample.portions

0.15 0.16 0.17 0.18 NA's

4 3 3

patient.samples.

2 9 NA's
11 2 294

patient.samples.

no NA's
13 294

patient.samples.

10 12 NA's
11 2 294

patient.samples.

Min. 1lst Qu.
1 3

patient.samples.

a32y ad466 NA's
11 2 294

3 294

sample.portions

sample.portions

sample.portions

sample.portions
Median Mean
4 4

sample.portions

.portion.

.portion.

.portion.

.portion.

.portion.
3rd Qu.
5

.portion.

analytes.analyte.

Max.
5.340

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.2.aliquots.aliquot.
NA's
294

3rd Qu.

analytes.analyte

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

Max. NA's
6 294

analytes.analyte

Max.
150757051 167812939

471

.2.aliquots.

.2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. SC

. VC

. C€

. CC

.is

e

.pl
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patient.samples.

Min.
1.060

1st Qu.
1.950

patient.samples.

23 NA's
13 294

patient.samples.

6.6 13 NA's
2 11 294

patient.samples.

2013 2014 NA's
11 2 294

patient.samples.
1st Qu.

Min.

sample.portions
Median Mean
2.080 1.968

sample.portions

sample.portions

sample.portions

sample.portions.

Median

.portion.

3rd Qu.
2.210

.portion.

.portion.

.portion.

portion.
Mean

97486988 122969186 145676073 140117152

patient.
7 13
214 93

patient.
Min

. 1st Qu.
0.1400

0.1600

patient.
Min

. 1st Qu.
3.00

17.00

patient.
no
307

patient.
Min

. 1st Qu.
1.000

2.000

patient.
Min

. 1st Qu.
1.000

2.000

patient.
Min

. 1st Qu.
1.950

2.210

samples.

samples.

samples.

samples.

samples.

samples.

samples.

sample.portions.

sample.portions

Median Mean
0.1700 0.1674
sample.portions
Median Mean

24 .00 20.11

sample.portions

sample.portions
Median Mean
5.000 5.277

sample.portions
Median Mean
4.000 4.505

sample.portions
Median Mean
2.340 2.587

portion.

.portion.

3rd Qu.
0.1700

.portion.

3rd Qu.
26.00

.portion.

.portion.

3rd Qu.
8.000

.portion.

3rd Qu.
6.000

.portion.

3rd Qu.
3.200

analytes.
Max

. NA's
2.340

294

analytes.

analytes.

analytes.

analytes.analyte
3rd Qu.

analyte.

analyte.

analyte.

analyte.

CESC

.2.aliquots.
Max.

164103804 174163810

analytes.analyte

analytes.
Max.
0.2000

analytes.
Max.
31.00

analytes.

analytes.
Max.
12.000

analytes.
Max.
12.000

analytes.
Max.
4.540

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

.2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

2.aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot

aliquot

aliquot

aliquot

aliquot.

aliquot

aliquot

aliquot

.bios

.cent

.conc

.day_

is_c¢

.mont

.plat

.quar



CESC

patient.samples.sample.portions.portion.
23
307
patient.samples.sample.portions.portion.
13 20 26.7
206 93 8
patient.samples.sample.portions.portion.
2011 2012 2013 2014
75 59 66 107
patient.samples.sample.portions.portion.
Min. 1lst Qu. Median Mean 3rd Qu.
6.62 41.05 53.71 52.77 64.02
patient.samples.sample.portions.portion.
rna
307
patient.samples.sample.portions.portion.
r
307
patient.samples.sample.portions.portion.
Min. 1lst Qu. Median Mean 3rd Qu.
0.1400 0.1600 0.1700 0.1674 0.1700

analytes.

analytes.

analytes.

analytes.
Max.
110.71

analytes.

analytes.

analytes.
Max.
0.2000

patient.samples.sample.portions.portion.analytes.
https://sharedoc.nchri.org/tcga-bcr/default.aspx

patient.
no
307

patient.
mirvana

patient.
Min.
0.200

patient.
Min.
4.600

patient.
uv spec

samples.sample.portions.portion.

samples.sample.portions.portion.
(allprep dna) rna
307

samples.sample.portions.portion.
1st Qu. Median Mean 3rd Qu.
1.400 1.590 1.571 1.800

samples.sample.portions.portion.
l1st Qu. Median Mean 3rd Qu.
7.500 8.200 8.163 8.800

samples.sample.portions.portion.

307

analytes.

analytes.

analytes.
Max.
2.680

analytes.
Max

10.000

analytes.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

473

.aliquots.aliquot.sour

.aliquots.aliquot.volu

.aliquots.aliquot.year

.amount:

.analyte_type:

.analyte_type_id:

.concentration:

.gel_image_file:

.is_derived_from_ffpe:

.protocols.protocol.ex

.rna.ratio_28s_18s:

.rna.rinvalue:

.spectrophotometer_met
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307

patient.samples.sample.portions.portion.analytes.analyte
1 2 NA's
278 20 9

patient.samples.sample.portions.portion.analytes.analyte
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.19e+08 1.19e+08 1.19e+08 1.19e+08 1.19e+08 1.19e+08

patient.samples.sample.portions.portion.analytes.analyte.

9 NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

0.5 NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

7 NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

no NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

12 NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

5 6 NA's
3 2 302

patient.samples.sample.portions.portion.analytes.analyte.

a200 NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

33 NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

23 NA's
5 302

patient.samples.sample.portions.portion.analytes.analyte.

66 NA's
5 302

CESC

.2.subportion_sequence:

.3.aliquots.

NA's
302

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

aliquot.

. C€

. CC

Lis

.mC

.pl

.pl

.qu

. SC

. VC



CESC

patient.samples.sample.portions.portion.

2011 NA's
5 302

patient.samples.sample.portions.portion.

Min.

1st Qu.

Median

Mean

97490630 113421813 132178898 138285349

patient.samples.

8 9 NA's
42 214 51

patient.samples.

0.5 NA's
256 51

patient.samples.

Min.
3.00

1st Qu.
8.00

patient.samples.

no NA's
256 51

patient.
Min

. 1st Qu.
1.00

4.00

patient.
Min

. 1st Qu.
1.000

2.000

patient.samples.

40 NA's
256 51

patient.samples.

23 NA's
256 51

patient.samples.

80 NA's
256 51

patient.samples.

samples.

samples.

sample.portions.

sample.portions

sample.portions
Median Mean
15.00 15.97

sample.portions

sample.portions
Median Mean
6.00 5.82

sample.portions
Median Mean
3.000 2.734

sample.portions

sample.portions

sample.portions

sample.portions

2011 2012 2013 2014 NA's

75 47 41

93 51

portion.

.portion.

.portion.

3rd Qu.
22.00

.portion.

.portion.

3rd Qu.
7.00

.portion.

3rd Qu.
4.000

.portion.

.portion.

.portion.

.portion.

475

analytes.analyte.3.aliquots.aliquot

analytes.analyte.3.aliquots.aliquot

3rd Qu.

Max.

167788806 167804650

analytes.analyte

analytes.

analytes.
Max

. NA's
30.00

51

analytes.

analytes.
Max

. NA's
11.00

51

analytes.
Max

. NA's
6.000

51

analytes.

analytes.

analytes.

analytes.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

analyte.

.3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

3.aliquots.

NA's
51

aliquot

aliquot.

aliquot

aliquot.

aliquot

aliquot

aliquot

aliquot.

aliquot

aliquot

.2.ye

.bios

.cent

conc

.day_

is_c¢

.mont

.plat

.quar

Sour

.volu

.year
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patient.samples.sample.
repli-g (giagen) dna
256

patient.samples.sample.
w NA's
256 51

patient.samples.sample.
yes NA's
256 51

patient.samples.sample.
yes NA's
256 51

patient.samples.sample.
https://sharedoc.nchri

patient.samples.
no NA's
256 51

sample.

patient.samples.
repli-g NA's
256 51

sample.

patient.samples.
1 2 NA's
230 17 60

patient.samples.
Min. 1lst Qu.
1.730 1.870

Median
1.940

patient.samples.
Min. 1st Qu.

portions.portion.analytes.analyte.

portions.portion.analytes.analyte.

portions.portion.analytes.analyte.

portions.portion.analytes.analyte.

portions.portion.analytes.analyte.
.org/tcga-bcr/default.aspx

portions.portion.

portions.portion.

NA's

sample.portions.portion.

sample.portions.portion.

Mean 3rd Qu.

1.932

Median

1.980

sample.portions.portion.
Mean

97486218 117833378 145672994 140807460

patient.samples.sample.portions.portion.

1 2 8 9
40 27 8 232

patient.samples.sample.portions.portion.

51

256
NA's
51

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.

NA's
262

Max.
2.180

analytes.analyte.
Max.

3rd Qu.

CESC

3.analyte_type:

3.analyte_type_id:

3.dna.normal_tumor_genc

3.dna.pcr_amplification

3.gel_image_file:

3.1s_derived_from_ ffpe:

3.protocols.protocol.ex

3.subportion_sequence:

az260_a280_ratio:

aliquots.aliquot.2.bios

164105014 174162815

analytes.analyte.

analytes.analyte.

aliquots.aliquot.2.cent

aliquots.aliquot.2.conc



2011 2012 2013 2014
75 59 66 107

patient.samples.sample.portions.portion.
Min. 1st Qu. Median Mean
97486986 120903201 132273348 140914565

patient.samples.sample.portions.portion.
1 5 8 9 26
8 209 34 33 23
patient.samples.sample.portions.portion.
Min. 1st Qu. Median Mean 3rd Qu.
0.0700 0.1400 0.1500 0.1397 0.1600

patient.samples.sample.portions.portion.

CESC 477
Min. 1st Qu. Median Mean 3rd Qu. Max.
0.07000 0.08000 0.08000 0.09668 0.09000 0.18000
patient.samples.sample.portions.portion.analytes.analyte.aliquots
Min. 1lst Qu. Median Mean 3rd Qu. Max.
3.00 17.00 24.00 20.11 26.00 31.00
patient.samples.sample.portions.portion.analytes.analyte.aliquots
no
307
patient.samples.sample.portions.portion.analytes.analyte.aliquots
Min. 1lst Qu. Median Mean 3rd Qu. Max.
1.000 2.000 5.000 5.277 8.000 12.000
patient.samples.sample.portions.portion.analytes.analyte.aliquots
Min. 1st Qu. Median Mean 3rd Qu. Max.
1.000 2.000 3.000 2.971 4.000 8.000
patient.samples.sample.portions.portion.analytes.analyte.aliquots
Min. 1st Qu. Median Mean 3rd Qu. Max .
1.000 2.800 3.200 2.696 3.200 3.600
patient.samples.sample.portions.portion.analytes.analyte.aliquots
23
307
patient.samples.sample.portions.portion.analytes.analyte.aliquots
Min. 1lst Qu. Median Mean 3rd Qu. Max.
6.67 40.00 40.00 32.66 40.00 40.00
patient.samples.sample.portions.portion.analytes.analyte.aliquots

analytes.analyte.aliquots
3rd Qu. Max.
164103574 174165206

analytes.analyte.aliquots

analytes.analyte.aliquots
Max.
0.1700

analytes.analyte.aliquots

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.aliquot.

.day_

.is_c

.mont

.plat

.quar

. SOour

.volu

.year

.bios

.cent

.conc

.day_
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Min. 1lst Qu. Median Mean
3.00 12.00 18.00 19.03
patient.samples.sample.portions
no
307
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
1.000 3.000 5.000 5.427
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
1.000 2.000 3.000 2.984
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
0.930 1.950 2.080 2.241
patient.samples.sample.portions
23
307
patient.samples.sample.portions
6.67 10 13 40
8 23 209 67

patient.samples.sample.portions
2011 2012 2013 2014
75 59 66 107

patient.samples.sample.portions
Min. 1st Qu. Median

3rd Qu.
26.00

.portion.

.portion.
3rd Qu.
8.000

.portion.

3rd Qu.
4.000

.portion.
3rd Qu.
2.210

.portion.

.portion.

.portion.

.portion.
Mean

99019064 108473711 113390570 113860261

patient.samples.
5 26 NA's

sample.portions

98 22 187
patient.samples.sample.portions
Min. 1lst Qu. Median Mean
0.1400 0.1500 0.1600 0.1592
patient.samples.sample.portions
Min. 1st Qu. Median Mean
3.00 4.00 16.50 16.11
patient.samples.sample.portions

.portion.

.portion.
3rd Qu.
0.1700

.portion.
3rd Qu.
27.00

.portion.

Max.
31.00

analytes.analyte.

analytes.analyte.

Max.
12.000

analytes.analyte.

Max.
8.000

analytes.analyte.

Max.
3.600

analytes.analyte.

analytes.analyte.

analytes.analyte.

analytes.analyte.aliquots.aliquot.
NA's

3rd Qu.

Max.

CESC

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

aliquots

122848420 132271195

analytes.analyte.

analytes.analyte.
Max. NA's
0.1800 187

analytes.analyte
